Supplementary Table 6 | Hybrid identification based on ITS.

Stuckenia Species /

Position in Alignment

Hybrid
. 111 11 2 3 44 45555 6 6 66 6 6 6 6 6 6
S..pectn?ataxs. 18-2 2 3 6 6 6 8 8 9 0 0 1 117-3 6 1 7 446-5 7 81 3 46 0 0 01 1 2 630- 4 45 5
filiformis 45 198097 03445802 6 11803 57 44727 46873 0 13569 638 346 9
S. pectinata 2283 c4 gt2c CGGATTACCGGCGTC - GTA GC - TCCGGAATC CGAAG - GCAT
pect gt2¢ x fili gtl 2287 al CGGATTACCGGCGTC - TGTA GC - TCCGGAATCGAAG - GCAT
pect gt2¢ x fili gt1 2303 cl CGGATTACCGGCGTC - TGTA GC - TCCGGAATCGAAG - GCAT
pect gt2¢ x fili gt1 2294 M CGGATTACCGGCGTC - TGTA GC - TCCGGAATC CGAAG - GCAT
pect gt2c¢ x fili gt1 2293 c2 CGGATTACCGGCGTC - TGTA GC - TCCGGAATCGAAG - GCAT
pect gt2¢ x fili gt1 2002 c4 CGGATTACCGGCGTC - TGTA GC - TCCGGAATCGAAG - GCAT
pect gt2* x fili gt 2004 ¢35 CGGAACACCGGCGTC - - TAGC - TCCGGAATC CGAAG - GCAT
pect gt2* x fili gt 2004 c8 CGGAACACCGGCGTC - TGTA GC - TCCGGAATCGAAG - GCAT
pect gt2* x fili gtl 2004 c2 CGGATTACCGGCGTC - TGTA GC - TCCGGAATCGAAG - GCAT
pect gt2* x fili gt 2004 c6 CGGATTACCGGCGTC - TGTA GC - TCCGGAATCGAAG - TTAT
S. pectinata 2228 m gt2e CGGATTACCGGCGTC - - TA GC A TCCGGAATCGAAG -
S. pectinata 3210 ¢9 gt2d CGGAACACCGGCGTC - - TAGC AATCCGGAATU CGAAG - TTAT
pect gt2d x fili gt 2003 m CGGAACACCGGCGTC - - TA G
S. pectinata 1841 gt2a CGGAACACCGGCGTC - TGTA GC A ATCCGGAATCGAAG - GCAT
S. pectinata 1650 gt2b CGGAACACCGGCGTC - - TAGC A ATCCGGAATCGAAG - GCAT
pect gt2b x fili gt1 2010 M CGGAACACCGGCGTC - - TAGCATCCGGAATCGAAG - GCAT
pect gt2* x fili gt1 1993 ¢9 CGGAACACCGGCGTC - - TAGCATCCAGAATCGAAG - GCAT
pect gt2* x fili gtl 2314 ¢2 CGGAACACCGGCGTC - - TAGCATCCAGAATCGAAG - GCAT
pect gt2* x fili gtl 2314 ¢5 cCG - ACACCGGCGTC - - TAGCATCCGGAATCGAAG - GCAT
pect gt2b x fili gtl 2321 M CGGAACACCGGCGTC - - TAGCATCCGGAATCGAAG - GCAT
pect gt2b x fili gt1 2327 al CGGAACACCGRCGTC - - TA GC AATC CGGA
pect gt2b x fili gtl 3223 ¢5 CGGAACACCGGCGTC - - TAGCATCCGGAATCGAAG - GCAT
pect gt2b x fili gt1 3226 al CGGAACACCGGCGTC - - TAGC AATCCGGAA
pect gt2b x fili gt1 1995 al CGGAACACCGGCGTC - - TAGCATCCGGAATCGAAG - GCAT
S. pectinata 1010 gtla CGGAACAGCCGCGTC - TGTA GT A ATCCGAAAAACAAG - GCAT
pect gtla x fili gt2 2253 c4 CGGAACAGCCGCGTC - TGTA GT AATCCGAAAAACAAG - GCAT
S. pectinata 2040 gt1b CGGAACAGCCGCGTC - TGTA GC A ATCCGAAAAACAAG - GCAT
pect gtla x fili gt2 1009 d MGGAACWSYSKYS WS g-TG YWRY AA KYc¢~-GRMWWMSWMR 9bp~- GC W K
pect gtla x fili gt2 2168 d MGGAACWSYSKYSWS g-TGYWRY AAKYc¢~-GRMWWMSWM
pect gt2b x fili gt1 1996 d MR GAACWCYGKYS WS g- tg-
pect gt2b x fili gt1 1998 d MR GAACWCYGKYS WS g- tg-
S. filiformis 2006 gt1 AAGAACT CTGTTCAGGTGCT AC A GT -GGCTTOCGT  CA 9bp GCT G
pect gt2* x fili gt1 1993 ¢l AAGAACTCTGTTCAGG TGCT AC AAGT -GGCTT CGT CA 9bp GCT G
pect gt2b x fili gtl 2327 a2 AAGAACT CTGTTCAGG TGCT AC AAGT -GGCTT CGT CA 9bp GC
pect gt2b x fili gtl 3226 a2 AAGAACT CTGTTCAGG TGCT AC AAGT -GGCT
pect gt2b x fili gt1 1995 a2 AAGAACT CTGTTCAGG TGCT AC AAGT -GGCTT CGT CA 9bp GCT G
pect gt2¢ x fili gt 2002 ¢5 AAGAACT CTGTTCAGG TGCT AC AAGT -GGCTT CGT CA 9bp GCT G
pect gt2* x fili gtl 2004 c11 AAGAACT CTGTTCAGG TGCT AC AAGT -GGCTT CGT CA 9bp GCT G
pect gt2c¢ x fili gt1 2293 a2 AAGAACT CTGTTCAGG TGCT AC AAGT -GGCTT CGT CA 9bp GCT G
pect gt2¢ x fili gtl 2294 m AAGAACT  CTGTTCAGGTGCT AC AAGT -
pect gt2* x fili gtl 2314 ¢10 AAGAACT CTGTTCAGG TGCT AC AAGT -GGCTT CGT CA 9bp GCT G
pect gt2b x fili gt1 2321 m AAGAACT CTGTTCAGG TGCT AC AAGT -GGCTT CGT CA 9bp GC
pect gt2d  fili gt1 2003 M AAGAACT CTGTTCAGG TGCT AC -
pect gt2b x fili gt1 2010 m AAGAACT CTGTTCAGGTGCT AC AA G -
pect gt2c x fili gtl 2287 a2 AAGAACT  CTGTTCAGGTGCT AC AAGT -
pect gt2¢ x fili gt1 2303 c2 AAGAACTCTGTTCAGG TGCT AC AAGT -GGCTT CGT CA 9bp GCT G
pect gt2b x fili gt1 3223 c10 AAGAACT CTGTTCAGG TGCT AC AAGT -GGCTT CGT CA 9bp GCT G
S. filiformis 1187 gt2 AGGAACTCTGTTCAGGTGCT ACAGT -GGCTTOCGT  CA 9bp GCT G
pect gtla x fili gt2 2253 c2 AGGAACTCTGTTCAGG TGCT AC AAGT -GGCTT CGT CA 9bp GCT G
Reference sequences of the parental species (see Fig. 1) are given in bold. gt: genotype, c: clone, a: allele, M: major ribotype, m: minor ribotype,
*: genotype variant occurring only in hybrids, -: deletion, empty cells: incomplete end of sequence.
Stuckenia Species / Hybrid Position in Alignment
111 112 3 44 455555666666 66 66
S.pectinataxS.vaginata 2236666388999 00 1117-3617 446-57 83 466 7 000112 630-445S5
4 89 703494523802 6118 0357 447 2 7 487 342013569638 34629
S. pectinata 2283 c4 gt2c CTTACCGAGCGCGTC - TGTAGC - TCCGAATGTCGAAG - GCAT
S. pectinata 2228 m gt2e CTTACCGAGCGCGTC - - TAGC AATC CGAATGTCGAAG
S. pectinata 1841 gt2a CACACCGAGCGCGTC - TIGTAGC A ATCCGAATGTCGAAG - GCAT
S. pectinata 1650 gt2b CACACCGAGCGCGTC - - TAGC AATCCGAATGTCGAAG - GCAT
pect gt2b x vag gt2a 1868 M CACACCGAGCGCGTC - - TAGC AATCCGAATGTCGAAG - GCAT
pect gt2b x vag gt2 1870 ¢3 CACACCGAGCGCGTC - - TAGC AATCCGAATGTCGAAG - GCAT
pect gt2b x vag gt2a 1875 M CACACCGAGCGCGTC - - TAGC AATCCGAATGTCGAAG - GCAT
pect gt2b x vag gt2a 1978 M CACACCGAGCGCGTC - - TAGC AATCCGAATGTCGAAG - GCAT
pect gt2b x vag gt2a 3075 M CACACCGAGCGCGTC - - TAGC AATCCGAATGTCGAAG - GCAT
S. pectinata 3210 ¢9 gt2d CACACCGAGCGCGTC - - TAGC AATCCGAATGTCGAAG - TTAT
S. pectinata 2040 gt1b CACAGCCAGCGCGTC - TGTAGC A ATC CAAATGAACAAG - GCAT
S. pectinata 1010 gtla CACAGCCAGCGCGTC - TGTAGT AATC  CAAATGAACAAG - GCAT
pect gtla* x vag gtl 2088 ¢3 CACAGCCAGCTAGTC - TGTAGT AATC  CAAATGAACAAG - GCAT
pect gtla* x vag gtl 1840 a2 CACAGCCAGCTAGTC - TGTAGT AATC  CAAATGAACAAG - GCAT
pect gtla* x vag gtl 2466 al CACAGCCAGCTAGTC - TGTAGT AATC CAAATGAACAA
pect gtla x vag gtl 1027 al CACAGCCAGCKMGTC - TGTAGY AATC CAAATGAACAA
pect gtla p x vag gt1 2087 al CACAGCCAGCKMGTC - TGTAGY AATC CAAATGAACAA
pect gtla p x vag gt1 2136 al CACAGCCAGCKMGTC - TGTAGY AATC  CAAATGAACAAG - GCAT
pect gtla p x vag gt 2555 al CACAGCCAGCKMGTC - TGTAGY AATC CAAATGAACAA
pect gtlap x vag gtl 2556 d MACWSY SAKYKMS WSg-TG YWRY AA KY c¢~-RMWTKWMS WM
S. vaginata 1919 gt1 AACTCTGATTGCCAGG TGCTAC A AGT - GCTTTTCGTCA9wpwp GCTG
pect gtla* x vag gtl 2088 cl AACTCTGATTGCCAGGTGCTAC AAGT GCTTTTCGTC CA9p GCTG
pect gtla p. x vag gtl 2555 a2 AACTCTGATTGCCAGGTGCTAC AAGT - GCTTTTCGTC
pect gtla p. x vag gtl 2136 a2 AACTCTGATTGCCAGG TGCTAC A AGT - GCTTTTCGTCA9wpwp GCTG
pect gtla p. x vag gtl 1027 a2 AACTCTGATTGCCAGGTGCTAC AAGT - GCTTTTCGTC
pect gtla* x vag gtl 1840 al AACTCTGATTGCCAGG TGCTAC AAGT -GCTTTTCGTTCAO9bp GC
pect gtla* x vag gtl 2466 a2 AACTCTGATTGCCAGGTGCTAC AAGT - GCTTTTCGTC
pect gtla p. x vag gtl 2087 a2 AACTCTGATTGCCAGGTGCTAC AAGT - GCTTTTCGTC
S. vaginata 1063 gt2a AACTCTGGTTGCCAGG TGCTAC A AGT -GCTTGTCGTCA9wp GCTG
pect gt2b x vag gt2a 3075 m AACTCTGGTTGCCAGG TGCTAC AAGT -GCTTGTCGTTCAO9bp GC
pect gt2b x vag gt2a 1978 m AACTCTGGTTGCCAGG TGCTAC A AGT - GCTTGTCGTCA9wp GCTG
pect gt2b x vag gt2a 1875 m AACTCTGGTTGCCAGG TGCTAC A AGT - GCTTGTCGTCA9wp GCTG
pect gt2b x vag gt2a 1868 m AACTCTGGTTGCCAGG TGCTAC AAGT - GCTTGTCGTCA9wpwp GCTG
pect gt2b x vag gt2 1870 a2 AACTCTGGTTGCCAGGTGCTAC AA G
S. vaginata 2016 gt2b AACTCTGGTTGCCAGG TGCTAC AAGT -GCTAGTCGTCA9wpwp GCTG

Reference sequences of the parental species (see Figure 1) are given in bold. gt: genotype, c: clone, a:
*: genotype variant occurring only in hybrids, p: genotype with polymorphic positions, -: deletion, empty cells: incomplete end of sequence.

Stuckenia Species / Hybrid

Position in Alignment

S. amblyphylla * S. filiformis
S. filiformis % S. vaginata
S. striata X S. sp.

(=)
o

S. amblyphylla 2602

S. amblyphylla 2603
amb x fili gt2 2183
amb x fili gt2 2666
amb x fili gt2 2789
amb x fili gt2 3258

S. filiformis 1187 gt2
S. filiformis 2006 gt1
fili gt1 x vag gt2a 1878
fili gt1 x vag gt2a 1879
fili gt1 x vag gt2a 1980
fili gt1 x vag gt2a 1991
fili gt1 x vag gt2a 2652
fili gt1 x vag gt2-y 2446
fili gt1 x vag gt2-y 2452
fili gt1 x vag gtl-x 2454
fili gt1 x vag gtl-x 2455
fili gt1 x vag gtl 2141
S. vaginata 1919 gtl
fili gt2 x vag gtl 2456
fili gt2 x vag gtl 2457
fili gt2 x vag gtl 2458
fili gt2 x vag gtl 2459
fili gt2 x vag gtl 2460
fili gt2 x vag gtl 2467
fili gt2 x vag gt2a-x 1651
fili gt2 x vag gt2a-x 1710
fili gt2 x vag gt2a 1877
S. vaginata 1063 gt 2a
S. vaginata 2016 gt 2b
S. striata x S. sp. 855 c¢9
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Reference sequences of the parental species (see Figure 1) are in bold.

gt: genotype, c: clone

allele, M:

maijor ribotype, m: minor ribotype,




