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Supplementary Figure 1. Whole genome nucleotide dotplots. Whole genome nucleotide alignments of three Lpb. plantarum strains sequenced in the context of this study and the reference type strain WCFS1.
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Supplementary Figure 2. Genomic islands predicted in Lpb. plantarum IMC513, C9O4 and LT52. GIs predicted in each of the three genomes are shown in different colors as follows: the entire detected regions in red, IslandPath-DIMOB in blue and SIGI-HMM in yellow. Letters indicate: a) predicted prophages, b) predicted EPS clusters, c) predicted Opp cluster, d) predicted plantaricin cluster, e) predicted myo-inositol.

Supplementary tables
Supplementary table 1. Characteristics of the 42 Lpb. plantarum used in this study
	Strain name
	Genbank accession
	Ecological niche
	Genome Status
	N. of contigs
	Citation

	WCFS1
	AL935263.2
	Human saliva
	Complete
	1
	Siezen et al., 2012

	ZJ316
	CP004082
	Infant faeces
	Complete
	1
	Li et al., 2013

	WLPL04
	LKCO00000000
	Human isolate
	Complete
	1
	Tao et al., 2015

	HFC8
	CP012650
	Human isolate
	Complete
	11
	Kumari et al., 2015

	LZ95
	CP012122
	Infant faeces
	Complete
	3
	Li et al., 2016

	ZFM55
	CP032359
	Infant faeces
	Complete
	4
	*

	ZFM9
	CP032642
	Infant faeces
	Complete
	6
	*

	CMPG5300
	AXZV01000000
	Vaginal isolated
	Draft
	48
	Malik et al., 2014

	IMC513
	n.a
	Human isolate
	Draft
	25
	**

	FBL-3a
	CP034694
	Beef cattle faeces
	Complete
	1
	*

	BDGP2
	CP023174.1
	Drosophila melanogaster gut
	Complete
	5
	**

	P8
	CP005942
	Dairy isolate
	Complete
	1
	Tatusova et al., 2014

	LZ206
	CP015966
	Dairy isolate
	Complete
	4
	Li et al., 2016

	LZ227
	CP015857
	Dairy isolate
	Complete
	6
	Li et al., 2016

	10CH
	CP023728
	Dairy isolate
	Complete
	1
	El Halfawy et al., 2017

	K25
	CP020093
	Dairy isolate
	Complete
	7
	Jiang et al., 2018

	DR7
	CP031318
	Dairy isolate
	Complete
	2
	*

	NCIMB 700965
	CP023490
	Dairy isolate
	Complete
	6
	Heeney et al., 2019

	YW11
	CP035031
	Dairy isolate
	Complete
	6
	Wang et al., 2015

	Q7
	CP019712
	Dairy isolate
	Complete
	5
	*

	LT52
	n.a
	Dairy isolate
	Draft
	28
	**

	RI-113
	CP017406
	Meat Product
	Complete
	7
	Inglin et al., 2017

	TMW 1.25
	CP017354
	Meat Product
	Complete
	7
	Kafka et al., 2017

	MF1298
	CP013149
	Meat product
	Complete
	15
	McLeod et al., 2019

	B21
	CP010528
	Meat product
	Complete
	29
	Golneshin et al., 2015

	LPL-1
	CP021997
	Fish isolate
	Complete
	2
	Wang et al., 2018

	SN35N
	AP018405
	Japanese pear
	Complete 
	5
	Noda et al., 2018

	b-2
	CP027349
	Fermented-food pickles
	Complete
	1
	*

	PC520
	CP023772
	Fermented-food pickles
	Complete
	3
	*

	LP3
	CP017066
	Vegetables
	Complete
	3
	Jeon et al., 2017

	C9O4
	n.a
	Table olives
	Draft
	37
	**

	TS12
	CP018324
	Stinky tofu
	Complete
	7
	*

	NCU 116
	CP016071
	Vegetables
	Complete
	1
	*

	ATCC 14917
	NZ_ACGZ00000000.2
	Cabbage pickled
	Draft
	39
	Tatusova et al., 2014

	5-2
	CP009236
	Fermented soybean
	Complete
	1
	Liu et al., 2015

	ZS2058
	CP012343
	Sauerkraut
	Complete
	1
	Yang et al., 2015

	TMW 1.1478
	CP021932
	Honey
	Complete
	2
	Prechtl et al., 2018

	KC3
	CP025586
	Kimchi
	Complete
	4
	*

	ST-III
	CP002222
	Kimchi
	Complete
	1
	Wang et al., 2011

	JDM1
	CP001617
	Grass silage
	Complete
	1
	Zhang et al., 2009

	16
	NCIMB41875
	Malt production steep water
	Complete
	11
	Crowley et al., 2013

	Zhang-LL
	CP011769
	Fermented rice
	Complete
	1
	*


*Unpublished
**Sequenced in the framework of this study
n.a.: not available

Supplementary table 2. BLASTn based analysis of CRISPR spacers from Lb. plantarum LT52
	Spacer
	Sequence
	

	
	
	Description
	Max Score
	Total Score
	Query Cover
	E value
	Per. Ident
	Accession

	1
	GACGATGTTCAGAATGATGCTTTAGGGGAA
	Lactobacillus phage Bromius, Dionysus, lacchus and Semele
	44.1
	44.1
	86%
	0.16
	96.15%
	NC_048085.1
MH809530.1
NC_048084.1
NC_047926.1

	2
	TGGTGAACATATCCCGTAAAGTCTGATTGT
	Lactobacillus phage Bromius, Dionysus, lacchus, Semele, Bacchae and Lpa804

 
	48.1
	48.1
	93%
	0.010
	96.43%
	NC_048085.1
MH809530.1
NC_048084.1
NC_047926.1
NC_047924.1
NC_048134.1

	3
	CAATTAAGATATATAATTAAGACATTAAAT
	Lactobacillus phage Dionysus and Lacchus


	60.0
	130
	100%
	3e-06
	100.0%
	MH809530.1
NC_048084.1

	4
	AACCATTCGTGGCGTGAGATTGACCGGATC
	Sparus aurata
	40.1
	72.4
	66%
	2.4
	100%
	LR537136.1

	5
	TTACTATCTGACTTATTAGAGAATAGATCA
	Ehrlichia muris AS145 
	40.1
	40.1
	66%
	2.4
	100%
	CP006917.1

	6
	AAGGCGACCCCGTTAGCGAACATGGTATTA
	ABC transporter-related protein, Scytonema sp. HK-05
	40.1
	72.4
	70%
	2.4
	100.0%
	AP018194.1

	7
	TCAATTATTTGATAAAGGACTGTTTATATA
	Matrixin, Acinetobacter sp. WCHA55
	42.1
	42.1
	70%
	0.62
	100.0%
	CP032286.1

	8
	TATTGATCAGGCCGTGAAGCCTAAGATTTA
	Lactiplantibacillus plantarum strain Heal19
	60.0
	60.0
	100%
	3e-06
	100.0%
	CP055123.1
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