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	Genetic model
	OR [95% CI]
	Z (P value)
	Heterogeneity of study design
	Meta-analysis model

	
	
	
	χ2
	df (P value)
	I2 (%)
	

	Adiponectin rs266729 polymorphism

	Adiponectin rs266729 polymorphism in total population from 9 case control studies [37-45] (2,482 cases and 1,712 controls)

	Allelic model (G-allele vs. C-allele)
	1.69 [1.29, 2.22]
	3.76 (<0.001)
	53.50
	8 (<0.001)
	85
	Random

	Recessive model (GG vs. CG + CC)
	2.29 [1.81, 2.89]
	6.96 (<0.001)
	8.52
	8 (0.38)
	6
	Fixed

	Dominant model (CG + GG vs. CC)
	1.91 [1.36, 2.70]
	3.69 (<0.001)
	52.40
	8 (<0.001)
	85
	Random

	Homozygous model (GG vs. CC)
	2.56 [1.74, 3.78]
	4.74 (<0.001)
	17.29
	8 (0.03)
	54
	Random

	Heterozygous model (CG vs. CC)
	1.80 [1.30, 2.49]
	3.56 (<0.001)
	40.02
	8 (<0.001)
	80
	Random

	Adiponectin rs266729 polymorphism in Asian population from 7 case-control studies [37-43] (2,433 cases and 1,776 controls)

	Allelic model (G-allele vs. C-allele)
	1.73 [1.24, 2.40]
	3.23 (0.001)
	52.68
	6 (<0.001)
	89
	Random

	Recessive model (GG vs. CG + CC)
	2.31 [1.81, 2.96]
	6.68 (<0.001)
	7.75
	6 (0.26)
	23
	Fixed

	Dominant model (CG + GG vs. CC)
	1.95 [1.29, 2.94]
	3.20 (0.001)
	51.21
	6 (<0.001)
	88
	Random

	Homozygous model (GG vs. CC)
	2.54 [1.59, 4.05]
	3.92 (<0.001)
	16.92
	6 (0.01)
	65
	Random

	Heterozygous model (CG vs. CC)
	1.85 [1.26, 2.71]
	3.16 (0.002)
	38.08
	6 (<0.001)
	84
	Random


Abbreviations: OR, odds ratio; 95% CI, 95% confidence interval.

