Supplementary Table 5: Individual results of the included studies of MDD. For the individual studies, red color indicates an increased of the relative abundance, blue a decrease of relative abundance. At the taxa level, the green color indicates the replicated metabolites, orange colors indicates metabolites found in opposite directions.



image1.emf
Major Depressive disorder

Class

Taxa

Study

Naseribafro
uei et al.
2014

Jiang et al.
2015

Aizawa et
al. 2016

Zheng et al.
2016

Kelly et al.
2016

Liu et al.
2016

Lin et al.
2017

Chen et al.
2018

Valles-
Colomer et
al. 2019

Lai et al.
2019

Chen et al.
2018*

Chung et al.
2019

Rong et al.
2019

Mason et
al. 2020

Fontana et
al. 2020

Zheng et al.
2020

Liu et al.
2020

Chen et al.
2020

N patients
N controls

37
18

29
30

43
57

58
63

34
34

15
20

10
10

10
10

Phylum

Actinobacteria

Bacteroidetes

Firmicutes

Proteobacteria

Fusobacteria

121 26
933 29

44
44

36

37

31
30

38
10

34
20

122
171

43
47

70
71

Order

Bacteroidales

Coriobacteriales

Clostridiales

Rhodospirillales

—

Actinomycetaceae

Christensenellacaeae

Coriobacteriaceae

Eubacteriaceae

Porphyromonadaceae

Streptomycetaceae

Sutterellaceae

Acidaminococcaceae

Alcaligenaceae

Bacteriodaceae

Bifidobacteriaceae

b

Clostridiaceae

Enterobacteriaceae

Erysipelotrichaceae

Lachnospiraceae

Peptostreptococcaceae

Prevotellaceae

Ruminococcaceae

Chitinophagaceae

Enterococcaceae

Flavobacteriaceae

Fusobacteriaceae

Marniabilaceae

Nocardiaceae

Oscillospiraceae

Paenibacillaceae

Pseudomonadaceae

Rikenellaceae

Steptococcaceae

Thermoanaerobacteriaceae

Veillonellaceae

w C > o O

Anaerostipes

Coprococcus

Dialister

Eggerhella

Eubacterium

Faecalbacterium

Holdemania

Lachnospira

Parabacteroides

Parasutterella

Streptococcus

Sutterella

Alistipes

Bacteroides

Bifidobacterium

Blautia

Clostridium

Megamonas

Oscillibacter

Phascolarctobacterium

Prevotella

Roseburia

Ruminococcus

Actinomyces

Aldercreutzia

Anaerofilum

Anaerovax

Atopobium

Butyricicoccuss

Christensenella

Citrobacter

Coriobacterium

Fenollaria

Fusinibacter

Fusobacterium

Gelria

Gordonibacter

Klebsiella

Olsonella

Paraprevotella

Rothia

Slackia

Turicibacter

Veillonella

* Same database used as comparsion for the studies of 2020










Major Depressive disorder

Naseribafro

uei et al. 

2014

Jiang et al. 

2015

Aizawa et 

al. 2016

Zheng et al. 

2016

Kelly et al. 

2016

Liu et al. 

2016

Lin et al. 

2017

Chen et al. 

2018

Valles-

Colomer et 

al. 2019

Lai et al. 

2019

Chen et al. 

2018*

Chung et al. 

2019

Rong et al. 

2019

Mason et 

al. 2020

Fontana et 

al. 2020

Zheng et al. 

2020

Liu et al. 

2020

Chen et al. 

2020

37 29 43 58 34 15 10 10 121 26 44 36 31 38 34 122 43 70

18 30 57 63 34 20 10 10 933 29 44 37 30 10 20 171 47 71

Actinobacteria

Bacteroidetes

Firmicutes

Proteobacteria

Fusobacteria

Bacteroidales

Coriobacteriales

Clostridiales

Rhodospirillales

Actinomycetaceae

Christensenellacaeae

Coriobacteriaceae

Eubacteriaceae

Porphyromonadaceae

Streptomycetaceae

Sutterellaceae

Acidaminococcaceae

Alcaligenaceae

Bacteriodaceae

Bifidobacteriaceae

Clostridiaceae

Enterobacteriaceae

Erysipelotrichaceae

Lachnospiraceae

Peptostreptococcaceae

Prevotellaceae

Ruminococcaceae

Chitinophagaceae

Enterococcaceae

Flavobacteriaceae

Fusobacteriaceae

Marniabilaceae

Nocardiaceae

Oscillospiraceae

Paenibacillaceae

Pseudomonadaceae

Rikenellaceae

Steptococcaceae

Thermoanaerobacteriaceae

Veillonellaceae

Anaerostipes

Coprococcus

Dialister

Eggerhella

Eubacterium

Faecalbacterium

Holdemania

Lachnospira

Parabacteroides

Parasutterella

Streptococcus

Sutterella

Alistipes

Bacteroides

Bifidobacterium

Blautia

Clostridium

Megamonas

Oscillibacter

Phascolarctobacterium

Prevotella

Roseburia

Ruminococcus

Actinomyces

Aldercreutzia

Anaerofilum

Anaerovax

Atopobium

Butyricicoccuss

Christensenella

Citrobacter

Coriobacterium

Fenollaria

Fusinibacter

Fusobacterium

Gelria

Gordonibacter

Klebsiella

Olsonella

Paraprevotella

Rothia

Slackia

Turicibacter

Veillonella

* Same database used as comparsion for the studies of 2020

Study

N patients

N controls

Phylum

Order

F

a

m

i

l

y

G

e

n

u

s

Class Taxa


Microsoft_Excel_Worksheet.xlsx
Feuil1

		Major Depressive disorder

		Class		Taxa		Study

						Naseribafrouei et al. 2014		Jiang et al. 2015		Aizawa et al. 2016		Zheng et al. 2016		Kelly et al. 2016		Liu et al. 2016		Lin et al. 2017		Chen et al. 2018		Valles-Colomer et al. 2019		Lai et al. 2019		Chen et al. 2018*		Chung et al. 2019		Rong et al. 2019		Mason et al. 2020		Fontana et al. 2020		Zheng et al. 2020		Liu et al. 2020		Chen et al. 2020

		N patients				37		29		43		58		34		15		10		10		121		26		44		36		31		38		34		122		43		70

		N controls				18		30		57		63		34		20		10		10		933		29		44		37		30		10		20		171		47		71



		Phylum		Actinobacteria

				Bacteroidetes

				Firmicutes

				Proteobacteria

				Fusobacteria



		Order		Bacteroidales

				Coriobacteriales

				Clostridiales

				Rhodospirillales



		Family		Actinomycetaceae

				Christensenellacaeae

				Coriobacteriaceae

				Eubacteriaceae

				Porphyromonadaceae

				Streptomycetaceae

				Sutterellaceae

				Acidaminococcaceae

				Alcaligenaceae

				Bacteriodaceae

				Bifidobacteriaceae

				Clostridiaceae

				Enterobacteriaceae

				Erysipelotrichaceae

				Lachnospiraceae

				Peptostreptococcaceae

				Prevotellaceae

				Ruminococcaceae

				Chitinophagaceae

				Enterococcaceae

				Flavobacteriaceae

				Fusobacteriaceae

				Marniabilaceae

				Nocardiaceae

				Oscillospiraceae

				Paenibacillaceae

				Pseudomonadaceae

				Rikenellaceae

				Steptococcaceae

				Thermoanaerobacteriaceae

				Veillonellaceae



		Genus		Anaerostipes

				Coprococcus

				Dialister

				Eggerhella

				Eubacterium

				Faecalbacterium

				Holdemania

				Lachnospira

				Parabacteroides

				Parasutterella

				Streptococcus

				Sutterella

				Alistipes

				Bacteroides

				Bifidobacterium

				Blautia

				Clostridium

				Megamonas

				Oscillibacter

				Phascolarctobacterium

				Prevotella

				Roseburia

				Ruminococcus

				Actinomyces

				Aldercreutzia

				Anaerofilum

				Anaerovax

				Atopobium

				Butyricicoccuss

				Christensenella

				Citrobacter

				Coriobacterium

				Fenollaria

				Fusinibacter

				Fusobacterium

				Gelria

				Gordonibacter

				Klebsiella

				Olsonella

				Paraprevotella

				Rothia

				Slackia

				Turicibacter

				Veillonella

		* Same database used as comparsion for the studies of 2020






