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Supplementary Figurel: The landscape of immune infiltration in ccRCC. (A)The difference of immune infiltration in each sample of ccRCC and normal tissues. (B)Heat map of the 22
immune cell proportions. (C)Correlation matrix of all 21 immune cell densities in the TCGA cohort.(Horizontal and vertical axes both represent TIICs. TIICs with higher, lower, and same
correlation levels are shown in red, blue, and white, respectively. TIIC, tumor-infiltrating immune cell.)



