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Figure S1. The relative abundance of Bacteroides, Prevotella, Alistipes and Eubacterium in STC patient group and healthy control group in discovery cohort.
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Figure S2. The heatmap of top 30 genus abundance in different enterotypes. Rows are the genus of top 4, based on the average abundance in all samples, the top 4 genera were ranked from high to low by rows. Columns are the samples, based on the abundance of dominant genera in the two enterotypes，samples were ranked from high to low by columns.  
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Figure S3. The KO markers in fatty acid biosynthesis pathway. The genes with red frame were enriched in healthy control group and the genes with green frame were enriched in STC patient group.
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Figure S4. The KO markers in fatty acid degradation pathway.The genes with red frame were enriched in healthy control group and the genes with green frame were enriched in STC patient group.

[image: map00071]





Figure S5. The KO markers in butanoate metabolism pathway.The genes with red frame were enriched in healthy control group and the genes with green frame were enriched in STC patient group.
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Figure S6. The KO markers in methane metabolism pathway. The genes with red frame were enriched in healthy control group and the genes with green frame were enriched in STC patient group.
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