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Supplementary Figure 1.  MFC histograms showing residual disease from a patient.  Residual myeloma cells (red) are CD38 (bright+), positive for CD20, CD117, CD200, and lambda light chain and negative for CD19 and CD56.  Red: myeloma cells; magenta: hematogones; blue: B cells.  
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Supplementary Figure 1. Flow cytometry histograms showing residual
disease in a patient. Residual myeloma cells (red) are CD38(bright+),
positive for CD20, CD117, CD200, and lambda light chain and negative
for CD19 and CD56. Red-myeloma cells; magenta-hematogones; blue-B
cells.










