Supplementary Table 2 In silico prediction of the function of detected TPO variants.
	Variants
	SIFT
	PolyPhen-2
	Mutation Taster
	M-CAP
	Result

	p.Gly889Arg
	Damaging
	Possibly_damaging
	Polymorphism
	tolerable
	

	p.Pro883Ser
	Tolerable
	Benign
	polymorphism
	Likely Benign
	T

	p.Ser853Leu
	tolerable
	benigh
	Polymorphism
	damaging
	

	p.Arg846Trp
	Damaging
	Probably_damaging
	polymorphism
	Damaging
	

	p.Asn798Lys
	Damaging
	Probably_damaging
	Disease_causing
	Damaging
	D

	p.Arg769Trp
	tolerable
	Possibly_damaging
	Polymorphism
	NA
	

	p.Asn674Ser
	tolerable
	benigh
	Polymorphism
	damaging
	

	p.Gly673Lys
	Damaging
	Possibly_damaging
	disease causing
	damaging
	D

	p.Gly650Glu
	Damaging
	Possibly_damaging
	disease causing
	damaging
	D

	p.Asn592Ser
	Damaging
	Probably_damaging
	Disease_causing
	Damaging
	D

	p.Ser571Arg
	tolerable
	benigh
	Polymorphism
	damaging
	

	p.Ala443Val
	Damaging
	Possibly_damaging
	disease causing
	damaging
	D

	p.Arg361Leu
	Tolerable
	Probably_damaging
	disease causing
	NA
	

	p.Glu337Lys
	Tolerable
	Probably_damaging
	Polymorphism
	Damaging
	

	p.Ser309Pro
	Tolerable
	Benign
	polymorphism
	Damaging
	

	p.Arg279Trp
	Damaging
	Probably_damaging
	Polymorphism
	Damaging
	

	p.Pro135His
	Tolerable
	Probably_damaging
	Polymorphism
	NA
	


SIFT, Sorting intolerant from tolerant; PolyPhen-2, Polymorphism Phenotyping v2; M-CAP, Mendelian Clinically Applicable Pathogenicity; D, deleterious; T, tolerable. 
