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Supplementary Figure S1. Heatmap and scatter plot of samples. (a) Heatmap cluster of 

all the samples. NT, no treatment group; DMSO, dimethyl sulfoxide group; Hal1: 

haloperidol high dose group; Hal2: haloperidol low dose group; Ris1: risperidone high 

dose group; Ris2: risperidone low dose group. (b) Scatter plot of the NT and DMSO 

groups. Average β values were compared. 
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Supplementary Figure S2. Proportion of hypermethylated and hypomethylated DMPs 

in the haloperidol (a) and risperidone (b) groups. TSS1500 and TSS200 indicate the 

regions 1500 bp and 200 bp upstream, respectively, of the transcription start site. IGR 

indicates the intergenic region. Shore indicates the region 2 kb away from the CpG island. 

Shelf indicates the region 2 kb away from shore. Open sea indicates the inter-CpG island 

region. DMP, differentially methylated probe; UTR, untranslated region. 

 


