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Figure S1. The DEGs and pathways in AD. A, B, Volcano plot of gene expression profile data between AD and normal samples.  C, GO enrichment analysis. D, KEGG enrichment analysis.
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Figure S2. The hub gene network and the top 5 MCODE in AD.


 [image: ]Figure S3. The DEGs and related pathways in rosacea. A, B, Volcano plot of gene expression profile data between rosacea and control samples. C, GO enrichment analysis. D, KEGG enrichment analysis.
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Figure S4. The hub gene network and the top 5 MCODE in rosacea.
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Figure S5. MLT-regulated pharmacological network in AD and rosacea
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