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Suppl. Table 1: Markers frequently used for identification of CD8+ T cells differentiation state

	Cell population
	Abbre-viation
	Flow cytometry markers*
	Known transcription factors
(1) 

	Naïve
	
	CD45RA+CCR7+
	

	Early effector cells 
	EEC
	CD127-KLRG1-
	

	Short-lived effector cells
	SLEC
	CD127-KLRG1+
	

	Memory precursor effector cells 
	MPEC
	CD127+KLRG1-
	

	Effector memory
	EM
	CD45RA-CCR7-  or CD45RO+CCR7-
	Tbethi
Blimp1hi /ID2hi/STAT4hi

	subsets   
	Effector memory 1
	EM1
	CD27+CD28+

	

	
	Effector memory 2
	EM2
	CD27+CD28-
 
	

	
	Effector memory 3
	EM3
	CD27-CD28-
	

	
	Effector memory 4
	EM4
	CD27-CD28+

	

	Effector memory re-expressing CD45RA
	EMRA
	CD45RA-CCR7-
 
	

	Tissue resident memory 
	TRM
	CD103+CD69+
	Tbetlow / TCF1low / Hobit hi / Blimp1hi /KLF2-/low / Eomes -/low

	Central memory 
	CM
	CD45RA-CCR7+
	Tbetlow / Eomes hi / TCF1hi / BCL6 hi / STAT3 hi / ID3 hi 

	Stem cell memory  
	SCM
	CD45RA+CCR7+
CD27+ CD95+
	TCF1hi 

	Peripheral memory
	TPM
	CX3CR1int CD27hiCD127hi
	


(*) Refers to markers used to identify the respective population by Flow cytometry. The markers reported in the context of research in decidua tissues are highlighted in bold. 



	Cell population (Abbrev.)
	Trimesters
	Cytokine secretion
	Cytoxicity
	Inhibitory molecules
	Pathology

	
	1
	3
	
	
	
	

	Naïve
	- 
(2–6)
	-/+  
(4,5,7–9)

	-/+ IFNy 
- TNFa 
(4)
	PRFlow*
GZMB low *
-CD107a  
(4,7)
	+PD1+Tim3+ 
(3)
	N/D


Supplementary Table 2. CD8+ naive cells in human decidua
The data is based on published flow cytometry analysis using markers CD45RA and CCR7 as well as inhibitory markers and cytokine expression Black symbols ↑, ↓, and = indicate significantly higher, lower or not significantly different compared to CD8+ T cells in peripheral blood. - very low (0-5%);  + low: 6-20%;  ++ high: 21-55 %; +++ very high >56 % of the reference population. The symbol “/” represents diverging values. N/D: data not determined. Low in subscript refers to a low mean fluorescence intensity by flow cytometry. Cytokine secretion/cytoxicity  was measured following PMA/Iomycin stimulation except those marked with „*“. PRF: perforin-1; GrzB: granzyme B.

Suppl. Table 3. CD8 T cell inhibitory receptors and their ligands at the feto-maternal interface. 
	Inhibitory 
Receptor
	PD1
	Tim3
	CTLA4
	LAG3
	Tigit

	Ligands
	PD-L1
	Gal9
	CD80
	CD86
	HLA class II/
MHC-II
	FGL1
	CD155
	CD112

	Feto-maternal interface
	Ligand-positive cells
	TB, MΦ
	DC, GC
MΦ, NK,
HB, ENC
	MO

	MΦ, DC 
MC, HB
	MΦ, DC, 
MC
	HB
	TB
	MΦ, SC, ENC, EPC 
HB, TB

	
	References in decidua 
	(10)
(11)
	(3)
	(12)
	(13)
	N/D
	N/D


TB: Trophoblasts, MΦ: Macrophages, SC: Stromal cells, DC: dendritic cells, GC: granulocytes, NK: NK cells, HB: Hofbauer cells, ENC: endothelial cells. Monocytes: MC, EPC: epithelial cells, N/D: not determined. Expression of ligand positive cells is based on online published single cell sequencing dataset (14).
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Suppl. Figure 1. CD8+ T cell differentiation. Graphical representation of differenciation trajectories according to the „linear model“ as well as markers used to identify each CD8+ T cell subset as named in Suppl. Table 1. The arrows denote the differenciation process and not a gating strategy.
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Suppl. figure 2. Heatmaps of selected markers from single cell gene expression analysis (15). Protein names are used for simplification.

Supplementary methodological information
Selected keywords were used for the literature search in Pubmed. Articles were not excluded based on publication date. Articles for constuction of table 1 (characterization of human decidual CD8+ T cells) were limited to flow cytometry data using CD45RA/CD45RO and CCR7 enabling direct comparison. 

Publicly available single-cell RNA sequencing dataset (GEO:GSE164449, https://www.ncbi.nlm.nih.gov/geo/) from the decidua of three healthy first trimester pregnancy samples (on average 7 weeks of gestation) (15) was re-analysed using the R-package Seurat (16). Following data cleaning and selection of MS4A7-CD3E+CD8A+ cells, UMAP dimensionality reduction was performed and cell clustering and identification of differentially expressed genes per cluster was conducted.

The decidual tissues were enzymatically digested and erythrocytes were lysed. Sorted CD45+ living cells were processed with the Chromium Single Cell 3´Reagent kits and libraries were generated with an approach by 10x Genomics. Libraries were sequenced on Illumina NovaSeq 6000 by Novogene Bioinformatics Technology Co. (15).
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