Supplementary Table 3. Location of CSFIR variants in CSF1R protein domain.

pseigtri‘g'e 1 0.7% 2 0.4%
EC 6 4.3% 9 1.9%
™ 1 0.7% 1 0.2%
JMD 7 5.0% 9 1.9%

TKD1 22 15.7% 76 16.1%
KID 6 4.3% 6 1.3%
TKD2 83 59.3% 337 71.2%
Other 14 10.0% 33 7.0%
Total 140 100% 473 100%

TKD: 75.0% (Mutation of type); 87.3% (Number of cases)



