
Bacillus sp. WMB7A, EF114165
Bacillus sp. WMB12A, EF114189
Bacillus sp. WMB13A, EF114190
Bacillus sp. WMB9A, EF114166

Bacillus sp. WMB18, EF114184
Bacillus sp. WMB11A, EF114188

bacterium TLCL4, EU086571
Streptomyces sp. MAD07, marine sponge, GQ246758

Bacillus sp. UST050418−650, Haliclona foraminosa (marine sponge), FJ596439
Bacillus sp. UST050418−076, Myxilla incrustans (marine sponge), FJ596384

Bacillus sp. UST050418−555, Clathria pennata (marine sponge), FJ596448
Bacillus cereus Ab163, Arenosclera brasiliensis, KJ372507

Bacillus cereus Ab165, Arenosclera brasiliensis, KJ372504
bacterium THCL8, EU086554

Bacillus weihenstephanensis, FJ390462
Bacterium TSA69, Halichondria panicea, KP684429

Bacillus sp. Hs12, Haliclona simulans, JF803853
Bacillus cereus Ab233, Arenosclera brasiliensis, KJ372506
Bacterium TSA85, Halichondria panicea, KP684431

Bacillus cereus, EU366384
Bacillus cereus Mm33, EU862082
Bacillus sp. UST050418−171, Halichondria panicea (marine spong e), FJ596373

Bacillus sp. W035, EF114137
Bacillus sp. UST050418−887, Halichondria panicea (marine spong e), FJ596546

Bacillus sp. UST050418−728, Myxilla incrustans (marine sponge) , FJ596496
Bacillus sp. WMB21, EF114195

Bacillus sp. UST050418−531, Haliclona foraminosa (marine spong e), FJ596436
Bacillus cereus, EU661712

Bacillus sp. MOLA 515, AM990739
Bacillus sp. enrichment culture clone SYW25, FJ601655

Bacillus sp. Hs11, Haliclona simulans, JF803852
Bacillus sp. Hs51, Haliclona simulans, JF803863
Bacillus sp. Hs52, Haliclona simulans, JF803864
Bacterium RB94DO, Halichondria panicea, KP684390

Bacillus sp. soil−20, DQ005710
Bacillus sp. N38, EU873281
Bacillus sp. N26, EU873264
Bacillus sp. N42, EU873270

Bacillus cereus Ab227, Arenosclera brasiliensis, KJ372510
Bacterium GD126SAN0%, Halichondria panicea, KP684332
Bacterium GD49SAN75%, Halichondria panicea, KP684347

Bacterium GD90SAN50%, Halichondria panicea, KP684359
Bacillus sp. enrichment culture clone SYW15, FJ601645

Bacillus sp. UST050418−872, Haliclona rufescens (marine sponge ), FJ596521
Bacillus coagulans, FJ976533

Streptomyces sp. MAD01, marine sponge, GQ246755
Bacillus cereus, EU857430

Bacillus sp. B31(2008), Halichondria rugosa, EU384285
Bacillus sp. C117, Dysidea avara, DQ091011

Geobacillus stearothermophilus, EU363703
Bacillus thuringiensis, FJ897722

Bacillus sp. C123, Dysidea avara, DQ091012
uncultured bacterium, AB488300

Bacillus sp. UST050418−316, Mycale adhaerens (marine sponge), FJ596409
Bacillus sp. UST050418−106, Mycale adhaerens (marine sponge), FJ596404

Bacillus sp. UST050418−581, Halichondria panicea (marine spong e), FJ596470
Bacillus sp. UST050418−572, Halichondria panicea (marine spong e), FJ596465

Bacillus sp. UST050418−339, Mycale incrustans (marine sponge),  FJ596423
Bacillus sp. enrichment culture clone SYW4, FJ601634

bacterium 1−gw1−9, DQ990019
Bacterium GD51SAN75%, Halichondria panicea, KP684349
Bacterium RH09SAN, Halichondria panicea, KP684393
glacial ice bacterium SB100−8−1, AF479369

Bacillus thuringiensis, AF290545
Bacillus sp. UST050418−580, Halichondria panicea (marine spong e), FJ596469
Bacillus weihenstephanensis, DQ290004

Bacillus sp. 31Lc, Eurypon major, JN040591
Bacillus thuringiensis serovar kurstaki, GQ202000

Bacillus sp. WMB16, EF114187
Bacillus sp. Kaza−31, AF441728

Bacillus thuringiensis, EU159480
Bacillus sp. W038, EF114140
Bacillus cereus  Ulo−04, Ulosa sp., JN546597
Bacillus sp. UST050418−547, Clathria pennata (marine sponge), FJ596447

Bacillus sp. UST050418−197, Mycale adhaerens (marine sponge), FJ596405
Bacillus sp. UST050418−685, Clathria pennata (marine sponge), FJ596454

Bacillus sp. UST050418−690, Clathria pennata (marine sponge), FJ596456
Bacillus cereus, DQ120941

Bacillus sp. W041, EF114143
Bacillaceae bacterium GUDS1165, Rhabdastrella globostellata, KF282473

Bacillus sp. UST050418−693, Clathria pennata (marine sponge), FJ596457
Bacillus cereus LS4, Gelliodes carnosa (marine sponge), FJ9378 75

Bacillus thuringiensis serovar seoulensis, EF210286
Bacillus cereus, AE016877

Bacillus funiculus, AB049195
Bacillus mycoides, EU240385

Bacillus sp. UST050418−422, Myxilla incrustans (marine sponge) , FJ596480
Bacillus sp. C114, Dysidea avara, DQ091010
Bacillus sp. RM164, Suberites zeteki, DQ903968
Bacillus sp. RM107, Suberites zeteki, DQ903958

Bacillus sp. WMB10A, EF114185
Bacillus cereus Ab164, Arenosclera brasiliensis, KJ372503
Bacillus cereus Ab231, Arenosclera brasiliensis, KJ372505

Bacillus cereus Ab160, Arenosclera brasiliensis, KJ372508
Bacillus cereus Ab158, Arenosclera brasiliensis, KJ372509
Bacillus sp. MAC17159, DQ874993

Bacillus sp. WMB15, EF114186
uncultured bacterium, GU004013

Bacillus sp. C93, Dysidea avara, DQ091008
Bacillus sp. CBMAI 1138, Dragmacidon reticulatum, JN615467
Bacillus sp. HsCH8a, Haliclona simulans, JF803875
Bacillus cereus Pj1, Polymastia janeirensis, JN049908

Bacillaceae bacterium GUDS1138, Rhabdastrella globostellata, KF282457
Bacillaceae bacterium GUDS1143, Rhabdastrella globostellata, KF282462
Bacillaceae bacterium GUDS1157, Rhabdastrella globostellata, KF282471
Bacillaceae bacterium GUDS1171, Rhabdastrella globostellata, KF282478
Bacillaceae bacterium GUDS1208, Rhabdastrella globostellata, KF282504
Bacillaceae bacterium GUDS1242, Rhabdastrella globostellata, KF282521
Bacillaceae bacterium GUDS1300, Rhabdastrella globostellata, KF282559

Bacillus sp. UST050418−842, Haliclona rufescens (marine sponge ), FJ596516
Bacillus sp. TDSAS2−2, GQ284506

Bacillus sp. UST050418−338, Mycale incrustans (marine sponge),  FJ596422
Bacillus sp. N04ML1, Mycale laxissima, EF629847
Bacillus sp. CBMAI 1134, Axinella corrugata, JN615474

Bacillus sp. D727, marine sponge (Phylum Porifera), AY364589
Bacillus pseudomycoides, AF013121

Bacillus cereus LS24, Gelliodes carnosa (marine sponge), FJ937 887
Bacillus anthracis str. Vollum, AAEP01000043
Bacillus thuringiensis str. Al Hakam, CP000485

Bacillus sp. SDB21A, Ianthella basta, DQ323748
Bacillus thuringiensis, Haliclona simulans, FJ999565

Bacillus anthracis str. CDC 684, CP001215
Bacillus pseudomycoides, AM747226
Bacillus sp. C111, Dysidea avara, DQ091009
Bacillus sp. C130, Dysidea avara, DQ091013

Bacillus sp. F804, marine sponge (Porifera), AY371400
Bacillus sp. WMB14, EF114191

Bacillus thuringiensis serovar roskildiensis, EF210304
Bacillus anthracis, AB190217
Bacillus thuringiensis, DQ870694

Bacillus sp. RM130, Suberites zeteki, DQ903964
Bacillus sp. UST050418−755, Xestospongia hispida (marine spong e), FJ596508

uncultured Bacillus sp., AM259769
Bacillus sp. WMB6B, EF114192
Bacillus sp. WMB6A, EF114167
Bacillus sp. WMB6C, EF114193

Bacillus sp. UST050418−289, Halichondria panicea (marine spong e), FJ596379
Bacillus sp. LH2−3, GQ423394

Bacillus sp. W040, EF114142
Bacillus sp. Nn3, Neofibularia nolitangere (sponge), EU333152

Bacillus sp. A77, Stelletta tenui (Lindgren, 1897), DQ274119
Bacillus sp. A71, Stelletta tenui (Lindgren, 1897), DQ274118
Bacillus sp. B31, Halichondria rugosa (Ridley&Dendy), DQ277987
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Staphylococcus sp. CBMAI 1311, Amphimedon viridis, JN615479
Staphylococcus capitis, Bemisia tabaci biotype Q (whitefly), FJ380955
Staphylococcus capitis SK14, Homo sapiens, ACFR01000029
Staphylococcus sp. N33, EU873271
Staphylococcus capitis subsp., AB009937

Staphylococcus sp. CBMAI 1102, Amphimedon viridis, JN615448
Bacillales bacterium GUDS926, Rhabdastrella globostellata, KF282403
Staphylococcus sp. GUDS986 , Rhabdastrella globostellata, KF282427
Staphylococcus aureus subsp. a, D83355

Staphylococcus sp. UST050418−432, Myxilla incrustans (marine s ponge), FJ596483
Staphylococcus saccharolyticus, L37602

marine bacterium CS−7, EF040538
uncultured Staphylococcus sp., EU160521

Staphylococcus sp. WMB5, EF114157
Staphylococcus sp. BBF1, AM158916

Staphylococcus sp. MOLA 524, AM990748
Staphylococcus epidermidis, L37605

Staphylococcus sp. N32, EU873267
Staphylococcus sp. MOLA 387, AM990664

uncultured Staphylococcaceae bacterium, Haliclona simulans, FJ999596
Staphylococcus epidermidis ATCC 12228, AE015929
Staphylococcus sp. 56V, Amphilectus fucorum, JN039181
Staphylococcus sp. CBMAI 1081, Amphimedon viridis, JN615429

Bacillus sp. B04, Halichondria rugosa, DQ277981
uncultured Staphylococcus sp., FJ957666

Staphylococcus epidermidis ATCC 12228, AE015929
Geobacillus stearothermophilus, EU382221

Firmicutes bacterium GUDS1337, Rhabdastrella globostellata, KF282581
Staphylococcus epidermidis, AY308046

Staphylococcus sp. MOLA 521, AM990745
Staphylococcus epidermidis, EU513396
uncultured Staphylococcus sp., EF414193

bacterium S982, Axinella corrugata (sponge), FJ215572
Staphylococcus sp. A32, Stelletta tenui (Lindgren, 1897), DQ27 4115
uncultured bacterium, FM874347

Staphylococcus epidermidis, EF114153
Bacillus sp. UST050418−613, Xestospongia hispida (marine spong e), FJ596507

Staphylococcus sp. WMB4B, EF114200
Staphylococcus sp. 55V, Amphilectus fucorum, JN039182

uncultured bacterium, Homaxinella balfourensis, AY321382
Staphylococcus sp. Ob 03, Osmia bicornis, AJ971888

Staphylococcus warneri, EU373515
Staphylococcus sp. enrichment culture clone NS, FJ379290
Staphylococcus warneri, L37603
uncultured Staphylococcus sp., EU341193

Staphylococcus sp. UST010620−004, AY241414
uncultured organism, AY897994

Staphylococcus sp. UST050418−838, Haliclona rufescens (marine sponge), FJ596515
Staphylococcus sp. G779, marine sponge, Porifera, AY369994

Staphylococcus pasteuri, AB009944
Bacillaceae bacterium GUDS1178, Rhabdastrella globostellata, KF282485
Staphylococcus sp. W081, EF114150

Staphylococcus sp. 26Lb, Eurypon major, JN040603
Staphylococcus sp. J688, marine sponge, Porifera, AY369995
Staphylococcus pasteuri Dr71M, Dragmacidon reticulatus, JN001306
Staphylococcus sp. MOLA 510, AM990735

Staphylococcus sp. WMB4A, EF114156
Staphylococcus epidermidis WMB1B, EF114197

Staphylococcus sp. B5, DQ376919
Staphylococcus sp. GUDS943, Rhabdastrella globostellata, KF282413
Bacterium enrichment culture clone RB2aLO07, Halichondria panicea, KP684472
Staphylococcus hominis subsp., L37601

Staphylococcus sp. UST050418−219, Mycale incrustans (marine sp onge), FJ596418
Staphylococcus lugdunensis, AB009941
Staphylococcus sp. MOLA 509, AM990734

Staphylococcus haemolyticus HNS011, Mycale sp., JN128245
Staphylococcus haemolyticus, D83367
Staphylococcus sp. J318, marine sponge, Porifera, AY369993

Staphylococcus epidermidis WMB2B, EF114198
Staphylococcus chromogenes, D83360

Staphylococcus epidermidis, EF114154
Staphylococcus pettenkoferi, AF322002

Staphylococcus cohnii HNS003, Mycale sp., JN128237
Staphylococcus cohnii subsp. c, D83361

Staphylococcus sp. UST050418−067, Halichondria panicea (marine  sponge), FJ596366
Staphylococcus arlettae, GU143791

Staphylococcus arlettae, AB009933
Firmicutes bacterium M29, EF513632

Staphylococcus equorum SB11, Spongia sp., DQ001314
Staphylococcus sp. S6AQ, Asbestopluma hypogea, KF188473
Staphylococcus equorum subsp., AF527483

Staphylococcus sp. UST050418−175, Halichondria panicea (marine  sponge), FJ596377
bacterium daSW.24, EU935321

Staphylococcus saprophyticus HNS014, Mycale sp., JN128248
Staphylococcus saprophyticus s, AM237352

Staphylococcus saprophyticus s, L37596
Staphylococcus sp. UST050418−597, Myxilla incrustans (marine s ponge), FJ596491

Salinicoccus roseus SB15, Spongia sp., DQ001316
Jeotgalicoccus pinnipedialis, AJ251530

Staphylococcus sp. A75, Stelletta tenuis, DQ091004
Staphylococcus fleurettii, AB233330

Staphylococcus sp. UST050418−559, Clathria pennata (marine spo nge), FJ596450
Staphylococcus epidermidis, EF114155
Staphylococcus epidermidis WMB3B, EF114199

Staphylococcus saprophyticus, EU159481
Staphylococcus sp. UST050418−033, Haliclona rufescens (marine sponge), FJ596335

Figure S9-B. 16S rRNA gene-based phylogeny of sponge-associated Firmicutes. Details are as provided for Figure S1
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Bacillus sp. PC1, marine sponge Pseudoceratina clavata, AY372926
Bacillus megaterium, ginseng, FJ613544
Bacillus sp. NJ6−3−2, Hymeniacidon perleve, AY621379

Bacillus sp. UST050418−734, Myxilla incrustans (marine sponge) , FJ596497
Bacillus sp. 91_39, Erylusdeficiens, KP120791

Bacillus sp. 91_28, Erylusdeficiens, KP120798
Bacillus sp. 91_19.2, Erylusdeficiens, KP120805
Bacillus sp. LAMI 007, FJ413048
Bacillus flexus, EU221411

Bacillus sp. 91_46, Erylusdeficiens, KP120785
Bacillus sp. J357, marine sponge (Porifera), AY371404
Bacillus sp. RM6, Suberites zeteki, DQ903942

Bacillus sp. RM12, Suberites zeteki, DQ903946
Bacillus sp. 91_53, Erylusdeficiens, KP120779
Bacillus sp. UST050418−101, Mycale adhaerens (marine sponge), FJ596402

Bacillaceae bacterium GUDS1194, Rhabdastrella globostellata, KF282495
Bacillus sp. 1606, Petrosia ficiformis, DQ888880

Bacillus sp. B14, Halichondria rugosa (Ridley&Dendy), DQ277984
Bacillus sp. Bt11 OTU1, AY965252

Bacillus aryabhattai HNS016, Mycale sp., JN128250
Bacillus sp. 32L, Eurypon major, JN040604
Bacillus sp. UST050418−463, Xestospongia hispida (marine spong e), FJ596502

Bacillus megaterium, EU834239
Bacillus sp. 22−9, EU571182

Bacillus aryabhattai HNS002, Mycale sp., JN128236
Bacillus megaterium, EU835733

Bacillus aryabhattai DN67_5C7, Aplysina aerophoba, KP769436
groundwater biofilm bacterium W1, FJ204439
Bacillus megaterium, GU120642

Bacillus megaterium, Aplysina insularis, GQ203108
Bacillus sp. AU715, Cymbastela concentrica, LN878409
Bacillus sp. AU740, Cymbastela concentrica, LN878411
Bacillus sp. AU741, Cymbastela concentrica, LN878412
glacial ice bacterium G500K−18, AF479335
Bacillus megaterium, AB271751

Bacillus flexus LS262, Gelliodes carnosa (marine sponge), FJ93 7932
Bacillus subtilis, EU159488

Bacillus flexus H42, EU862081
Bacillus flexus, GU001887

Bacillus flexus HNS010, Mycale sp., JN128244
Bacillus sp. B105, Halichondria rugosa, EU384288
Bacillus sp. B87, Halichondria rugosa, EU384286
Bacillus flexus, AB021185
Bacillus sp. BSi20565, EU330341

Bacillus flexus LS54, Gelliodes carnosa (marine sponge), FJ937 902
Bacillus sp. LS216, Gelliodes carnosa (marine sponge), FJ93792 7

Bacillus sp. B02, Halichondria rugosa (Ridley&Dendy), DQ277980
Geobacillus stearothermophilus TSAR38, Theonella swinhoei, KC854359

Bacillus sp. LS207, Gelliodes carnosa (marine sponge), FJ93792 6
Staphylococcus sp. LS255, Gelliodes carnosa, FJ937931

uncultured marine bacterium, sponge, GU108271
Bacillus megaterium SA1, Echinodictyum sp., DQ001305

Bacillus sp. CBMAI 1137, Dragmacidon reticulatum, JN615466
Bacillus sp. RM7, Suberites zeteki, DQ903943

Bacillus megaterium A3, Tedania anhelans, FM180507
Bacillus megaterium LS3, Gelliodes carnosa (marine sponge), FJ 937874
Bacillus megaterium, AJ550462

Bacillus simplex, FJ897763
Bacillus megaterium, FN554594

Bacillus sp. MOLA 656, AM990769
Bacillus sp. UST050418−697, Halichondria panicea (marine spong e), FJ596474

Bacillus sp. MAC17168, DQ874990
Bacillus sp. 1115, Tethya aurantia, DQ888875
Bacillus sp. AU742, Cymbastela concentrica, LN878413
Bacillus megaterium, D16273
Bacillus sp. RM19, Suberites zeteki, DQ903948

Bacillus megaterium, GQ161983
Bacillus sp. NW−Sp3BO, Rhopaloeides odorabile, AF333557

Bacillus sp. UST050418−649, Haliclona foraminosa (marine spong e), FJ596438
Bacterium GD02SAN25%, Halichondria panicea, KP684325

Bacterium GD03SAN25%, Halichondria panicea, KP684327
Bacillus sp. S1AQ, Asbestopluma hypogea, KF188468

Bacillus sp. K396, marine sponge (Porifera), AY371405
Bacillus sp. BUS 07−7, Apostychopus japonicus, AM931039

Bacillus sp. S16CA, Asbestopluma hypogea, KF188495
Bacillus sp. S49CA, Asbestopluma hypogea, KF188528

Bacillus sp. Hs1, Haliclona simulans, JF803846
Bacillus sp. Hs23, Haliclona simulans, JF803857

Bacillus sp. LS42, Gelliodes carnosa (marine sponge), FJ937897
Bacillus sp. MN−003, AF355627

Bacterium enrichment culture clone ARC3LOD17, Halichondria panicea, KP684446
uncultured Bacillus sp., DQ875006
uncultured Firmicutes bacterium, Mycale armata, EU919063

Bacillus aquimaris, AF483625
Bacillus aquimaris, DQ432010

Bacterium GD53SAN75%, Halichondria panicea, KP684350
Bacterium RB53SAN, Halichondria panicea, KP684381
Bacillus sp. N13, EU873274
Bacillus sp. N27, EU873284
Bacillus sp. N17, EU873276
Bacillus sp. N36(2008), EU873286
Bacillus sp. N28, EU873285
Bacillus sp. N14, EU873275
Bacillus sp. N12(2008), EU873260

Bacillus sp. D516, marine sponge (Porifera), AY371689
Bacillus aquimaris, AB376670
Bacillus sp. PCWCS15, GQ284380

Bacillus sp. GL42, FJ977601
Bacillus sp. RM27, Suberites zeteki, DQ903950

Bacillus sp. RM11, Suberites zeteki, DQ903945
Bacillus coahuilensis, EF014451

Bacillus sp. RM129, Suberites zeteki, DQ903963
Bacterium GD04SAN25%, Halichondria panicea, KP684328

Bacterium GD62SAN75%, Halichondria panicea, KP684353
Bacillus sp. MAC1780, DQ874980

Bacterium enrichment culture clone ARC3LOD16, Halichondria panicea, KP684445
Bacillus sp. SP5, AY780435

Bacillus sp. S17CA, Asbestopluma hypogea, KF188496
Bacterium FTA01, Halichondria panicea, KP684301

Bacillus sp. S21CA, Asbestopluma hypogea, KF188500
Bacillus sp. S24CA, Asbestopluma hypogea, KF188503

Bacillus sp. S40CA, Asbestopluma hypogea, KF188519
Bacillus sp. UST050418−096, Mycale adhaerens (marine sponge), FJ596399

Bacillus aquimaris, EU835729
Bacillus sp. SW11, Pseudoceratina clavata, DQ227666

Bacillus sp. HLSB39, Haliclona simulans, FJ999559
Bacillus sp. G2DM−51, DQ416786
Bacillus sp. AU235, Cymbastela concentrica, LN878362

Bacillus sp. A9 ZZ−2008, Tedania anhelans, FM180513
Bacillus marisflavi, AF483624
Bacillus sp. LS18, Gelliodes carnosa (marine sponge), FJ937882

Bacillus baekryungensis, EU835731
Bacillus sp. AU236B, Cymbastela concentrica, LN878366

Bacillus aquimaris LS71, Gelliodes carnosa (marine sponge), FJ 937907
Bacillus sp. ZZ−2008, Tedania anhelans, FM173122

Bacillus sp. HL1, FN554585
Bacillus sp. HLSB25, Haliclona simulans, FJ999557
Bacillus sp. HLSB181, Haliclona simulans, FJ999578
Bacillus sp. MAC17154, DQ874991
Bacillus sp. LS41, Gelliodes carnosa (marine sponge), FJ937896
Bacillus sp. A8 ZZ−2008, Tedania anhelans, FM180512

uncultured Planococcus sp., FJ268972
Bacillus sp. MAC1755, DQ874975
uncultured bacterium, AY739691

Bacillus sp. W034, EF114136
Bacillus sp. SMAKK003, Unclassified, JN007072

Bacillus sp. HLSB99, Haliclona simulans, FJ999576
Bacillus sp. BWDY−28, DQ328952

Bacillus sp. W033, EF114135
Bacillus marisflavi, GQ161975
Bacillus marisflavi, GQ161974

Bacillus sp. RM42, Suberites zeteki, DQ903954
Bacillus sp. SUB8, AY780436

Bacillus sp. 91_8, Erylusdeficiens, KP120776
Bacillus alcalophilus LS115, Gelliodes carnosa (marine sponge) , FJ937916
Bacillus marisflavi, AY647294

Bacillus seohaeanensis, AY667495

Figure S9-C. 16S rRNA gene-based phylogeny of sponge-associated Firmicutes. Details are as provided for Figure S1
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uncultured Sporosarcina sp., Stelletta tenui (Lindgren, 1897), DQ236259
uncultured Sporosarcina sp., Stelletta tenui (Lindgren, 1897), DQ236256

uncultured Bacillus sp., Stelletta tenui (Lindgren, 1897), DQ236258
uncultured Sporosarcina sp., Stelletta tenui (Lindgren, 1897), DQ236255

uncultured bacterium, EU369157
Bacillus sp. N22, EU873263

Sporosarcina ureae, AF202057
Paenisporosarcina sp. AU650 , Scopalina sp., LN878635

Sporosarcina globispora, AM237400
uncultured Bacillus sp., Halichondria rugosa (Ridley&Dendy), DQ274130
uncultured Bacillus sp., Halichondria rugosa (Ridley&Dendy), DQ274127

uncultured bacterium DA057, AJ000988
Sporosarcina soli, DQ073394

Planococcus rifietoensis, marine sponge; Porifera, AY368541
Planococcus columbae, AJ966515

Planococcus sp. TSAR31, Theonella swinhoei, KC854366
Planococcus maitriensis, AJ544622

Planococcus plakortidis MTCC 8491, Plakortis simplex, JF775504
Planococcus maritimus HNS009, Mycale sp., JN128243

Planococcus maritimus cas5, marine sponge, FJ834328
Planococcus sp. UST050418−893, Halichondria panicea (marine sp onge), FJ596549

Planococcus donghaensis, EF079063
Planomicrobium sp. CBMAI 1080, Geodia corticostylifera, JN615428

Lysinibacillus sphaericus HNS006, Mycale sp., JN128240
Bacillus sp. UST050418−714, Halichondria panicea (marine sponge), FJ596478

Lysinibacillus sphaericus Pj52, Polymastia janeirensis, JN001308
Lysinibacillus fusiformis, L14013

Lysinibacillus sp. Lb128, Ircinia variabilis, HE818112
Lysinibacillus fusiformis, Ircinia sp. (marine sponge), GQ487630

Lysinibacillus fusiformis, Ircinia sp. (marine sponge), GQ487629
Lysinibacillus sp. CBMAI 1190, Mycale laxissima, JN615477

Lysinibacillus sp. TSSAS2−32, GQ284507
Bacillus sp. PC2, marine sponge Pseudoceratina clavata, AY372918

Bacillus sp. PIC−C1, DQ227770
Lysinibacillus sp. UST050418−072, Myxilla incrustans (marine s ponge), FJ596383

Bacillus massiliensis, AY677116
Ureibacillus thermosphaericus, AB101594

Bacillus sp. CBMAI 1189, Dragmacidon reticulatum, JN615476
Solibacillus silvestris, AJ006086

Chryseomicrobium imtechense HNS001, Mycale sp., JN128235
Planomicrobium sp. MW 10, GQ927308

Bacillus sp. N24, EU873277
Sporosarcina sp. 35Lb, Eurypon major, JN040576

Renibacterium salmoninarum, AB017538
Marinibacillus sp. UST050418−081, Myxilla incrustans (marine s ponge), FJ596386
Marinibacillus marinus, AB021190
Marinibacillus sp. UST050418−201, Mycale adhaerens (marine spo nge), FJ596407

Bacillus sp. UST050418−102, Mycale adhaerens (marine sponge), FJ596403
Jeotgalibacillus alimentarius, AF281158

Bacillus sp. JAM−FM1401, AB362279
Bacillaceae bacterium MOLA 662, AM990775

Planococcus sp. UST020129−031, AY241425
uncultured bacterium, AB486618

Bacillus koreensis, AY667496
Streptococcus pneumoniae, AF003930

uncultured Streptococcus sp., EF619069
uncultured bacterium, Agelas robusta (marine sponge), GQ215686

uncultured Streptococcus sp., Homo sapiens, DQ346426
Streptococcus infantis, AY485603

Streptococcus mutans, AY188348
uncultured bacterium, Xestospongia muta, EF159938

Streptococcus gordonii, AY485606
Streptococcus equinus, AF429765

Lactococcus garvieae Pj32, Polymastia janeirensis, JN001309
Lactococcus plantarum, EF694029

Pilibacter termitis, Coptotermes formosanus, AY533171
Enterococcus columbae, AJ301828

Enterococcus faecalis H52, Haliclona sp., JN001313
Enterococcus sp. 118_7, Erylusdeficiens, KP120815
Enterococcus sp. 118_4, Erylusdeficiens, KP120820

Enterococcus sp. 118_3, Erylusdeficiens, KP120825
Enterococcus sp. 118_19, Erylusdeficiens, KP120832
Enterococcus sp. 118_1, Erylusdeficiens, KP120837

Enterococcus faecalis, AB012212
Vagococcus elongatus, AF445297

Lactobacillus delbrueckii subs, AY050173
Lactobacillus sanfranciscensis, X76327

Desemzia incerta, Y17300
Firmicutes bacterium GUDS1121, Rhabdastrella globostellata, KF282448

Marinilactibacillus psychrotol, AB083406
Marinilactibacillus psychrotolerans, AB083411
Marinilactibacillus psychrotolerans, AB083407
Marinilactibacillus psychrotolerans, AB083408
Marinilactibacillus psychrotolerans, AB083412
Marinilactibacillus psychrotolerans, AB083410
Marinilactibacillus psychrotolerans, AB083409

Marinilactibacillus piezotoler, AY485792
Alkalibacterium putridalgicola, AB294167

Allofustis seminis, AJ410303
Carnobacterium funditum, S86170
Carnobacterium sp. C−13, Craniella australiensis (Carter), DQ180147

Granulicatella elegans, AF016390
uncultured bacterium, marine sponge Xestospongia muta, EF159937

Trichococcus palustris, AJ296179
Carnobacterium maltaromaticum, M58825
Carnobacterium sp. UST050418−652, Haliclona foraminosa (marine sponge), FJ596440

Isobaculum melis, AJ302648
Bacillus carboniphilus, AB021182

Bacillus badius, FJ188296
Bacillus sp. B42, Halichondria rugosa (sponge), EF370050

Bacillus sp. UST050418−439, Myxilla incrustans (marine sponge) , FJ596484
Bacillus sp. UST050418−470, Xestospongia hispida (marine spong e), FJ596504

Bacillus badius, X77790
Microbacterium sp. A64, Stelletta tenui (Lindgren, 1897), DQ274117

Bacillus sp. A45, Stelletta tenui (Lindgren, 1897), DQ274116
Bacillus sp. MSI81, EU199239

Bacillus sporothermodurans, U49080
Bacillus coagulans, AB271752

Bacillus pocheonensis, AB245377
Bacterium GD43DO50%, Halichondria panicea, KP684344

Bacterium 0%16DO, Halichondria panicea, KP684273
Bacterium 0%73DO, Halichondria panicea, KP684278

Bacterium 0%84LO, Halichondria panicea, KP684280
Bacterium RB03SAN, Halichondria panicea, KP684367
Bacterium RB11SAN, Halichondria panicea, KP684368

Bacterium RB55DO, Halichondria panicea, KP684382
Bacterium RB75DO, Halichondria panicea, KP684386

Bacterium RH35DO, Halichondria panicea, KP684400
Bacterium RH52LO, Halichondria panicea, KP684401

Bacterium TSA01, Halichondria panicea, KP684420
Bacillus sp. SP6, AY780433

Bacillus halmapalus, X76447
Bacterium 23D6, Crambe crambe, JX575234

Bacterium 23D10, Crambe crambe, JX575235
Bacterium 23D9, Crambe crambe, JX575236
Bacterium 23E9, Crambe crambe, JX575237
Bacterium 23D11, Crambe crambe, JX575238

Bacterium 22B9_orange, Crambe crambe, JX575287
Bacterium 0%79LO, Halichondria panicea, KP684279
Bacillus sp. S5CA, Asbestopluma hypogea, KF188484
Bacillus sp. S6CA, Asbestopluma hypogea, KF188485
Bacillus sp. S18CA, Asbestopluma hypogea, KF188497
Bacillus sp. S38CA, Asbestopluma hypogea, KF188517

Bacillus horikoshii DN9_1A9, Aplysina aerophoba, KP769440
Bacillus sp. LS26, Gelliodes carnosa (marine sponge), FJ937889
Bacterium GD82LO100%, Halichondria panicea, KP684357

Bacillus aestuarii, GQ918255
Bacillus horikoshii, Candidaspongia flabellata, AF369643

Bacillus sp. M13, Pseudoceratina clavata, DQ227670
Bacillus sp. F22, Pseudoceratina clavata, DQ227668

Bacillus sp. DE06, Pseudoceratina clavata, DQ227669
Bacillus sp. CNJ869 PL04, DQ448794

Bacillus sp. L795, marine sponge (Phylum Porifera), AY364586
Bacillus sp. BC3, Haliclona simulans (marine sponge), EU768821

Bacillus acidiceler, DQ374637
Bacillus sp. S3−6, FJ373032

uncultured bacterium, DQ129471
Bacillus beijingensis CBMAI 1188, Dragmacidon reticulatum, JN615475

Bacterium GD77LO100%, Halichondria panicea, KP684355
Bacillus sp. CBMAI 1099, Mycale angulosa, JN615445

Bacterium 22C6, Crambe crambe, JX575227
Bacterium 22D2, Crambe crambe, JX575228

Bacillus sp. S42CA, Asbestopluma hypogea, KF188521
Bacillus sp. S50CA, Asbestopluma hypogea, KF188529

Bacillus jeotgali, AF221061
Bacterium 0%11LO, Halichondria panicea, KP684272

uncultured bacterium, EU369170
Bacillus sp. N39, EU873279

uncultured hydrocarbon seep bacterium BPC094, AF154082
Bacillus sp. 2011SOCNI14, Spongia officinali, KF582891

Bacillus fordii, AY443039
Bacillaceae bacterium GUDS1150, Rhabdastrella globostellata, KF282466

Bacillus sp. UST050418−421, Myxilla incrustans (marine sponge) , FJ596479
Bacillus niacini, AB021194

uncultured bacterium, Lasiurus sindicus, DQ298294
Bacillus sp. E051, marine sponge (Phylum Porifera), AY364587

Bacillus bataviensis, AJ542508
Firmicutes bacterium M39, EF513638
Rhizobium sp. CAF431, Dalbergia odorifera T.Chen, FJ405377

uncultured soil bacterium, AF423249
Bacillus sp. A10 ZZ−2008, Tedania anhelans, FM180514

Bacillus flexus, GQ279347
Bacillus sp. W036, EF114138

Bacillus sp. HL2, FN554586
Bacillus sp. RM178, Suberites zeteki, DQ903974

Bacillus sp. MAC17155, DQ874992
Firmicutes bacterium M28, EF513631

Bacillus sp. W077, EF114179
Firmicutes bacterium M40, EF513639

Bacillus sp. LS56, Gelliodes carnosa (marine sponge), FJ937903
Bacillus sp. 2P03AE, EU977669

Bacillus sp. B940, marine sponge (Phylum Porifera), AY364590
Bacillus horneckiae, EU861364

Bacillus sp.SB17, Aplysina aerophoba, AF218239
Bacillus bataviensis, AY647284

Bacillus sp. 2011SOCCUF3, Spongia officinali, KF582890
Bacillus sp. MAC1785, DQ874981
Bacillus sp. MAC1759, DQ874976

SC59

Figure S9-D. 16S rRNA gene-based phylogeny of sponge-associated Firmicutes. Details are as provided for Figure S1

Fig. S9-C

0.10

Fig. S9-E



Bacillus sp. UST050418−760, Xestospongia hispida (marine spong e), FJ596509
Bacillus sp. MHS035, DQ993300

Bacillus sp. UST050418−742, Myxilla incrustans (marine sponge) , FJ596499
Bacillus simplex, Anaphalis lactea, FJ263033

Brevibacterium sp. M_30, GQ495055
Bacillus sp. 16L, Eurypon major, JN040571

Bacillus sp. B126, Scleritodermidae sp., AY364585
Bacillus sp. UST050418−707, Halichondria panicea (marine spong e), FJ596476

Brevibacterium frigoritolerans, AM747813
Bacillus simplex, AJ439078
Bacillus sp. RM117, Suberites zeteki, DQ903961

Bacillus sp. 2011SOCCUF4, Spongia officinali, KF582892
Bacillus sp. 2011SOCCUA3, Spongia officinali, KF582893
Bacillus sp. UST050418−859, Haliclona rufescens (marine sponge ), FJ596518
Bacillus sp. RM3, Suberites zeteki, DQ903941

Brevibacterium sp. UST050418−858, Haliclona rufescens (marine sponge), FJ596517
Marine sponge bacterium plateOTU5, Haliclona sp., EU346492

Bacillus sp. MOLA 522, AM990746
Bacillus sp. W079, EF114148

Bacillus sp. MOLA 535, AM990759
Bacillus sp. MOLA 661, AM990774

Bacillus sp. NHTS−19, Phragmites australis (common reed), AJ875023
Bacillus sp. IDA4789, AY289499

uncultured bacterium, Haliclona cf. Gellius sp. (marine sponge), EU236278
uncultured bacterium, Haliclona cf. Gellius sp. (marine sponge), EU817114

eubacterium sp. 11−10, EU571158
uncultured bacterium, Haliclona cf. Gellius sp. (marine sponge), EU236312

uncultured bacterium, Haliclona cf. Gellius sp. (marine sponge), EU817115
uncultured bacterium, Haliclona cf. Gellius sp. (marine sponge), EU236314

uncultured Firmicutes bacterium, Homo sapiens, EF071363
Bacillus psychrosaccharolyticu, AB021195

Bacillus sp. PA27, AM900775
Bacillus sp. LM4, EU821340

Bacillus sp. SP8, AY780434
Bacillus firmus, FJ974057

Brevibacillus sp. JS3, marine sponge Rhabdastrella globostellata, AY372923
Bacillus sp. M108, Pseudoceratina clavata, DQ227667

Bacterium 02PS2, Crambe crambe, JX575229
Bacterium TSA45, Halichondria panicea, KP684424

Bacillus sp. PC8, marine sponge Pseudoceratina clavata, AY372919
Bacillus sp. M_22, GQ495047

Bacillus firmus, GQ903396
Bacillus sp. JS12, marine sponge Rhabdastrella globostellata, AY372920

Bacillus sp. JS17, marine sponge Rhabdastrella globostellata, AY372922
Bacillus sp. JS15, marine sponge Rhabdastrella globostellata, AY372921

Bacillus firmus, EU624421
Bacillus sp. SCSSS05, FJ461462

Bacillus sp. MAC17134, DQ874987
uncultured bacterium, Agelas robusta (marine sponge), GQ215676

Bacillus sp. N31(2008), EU873278
Bacillus firmus, D78314

Bacillus firmus HNS012, Mycale sp., JN128246
Bacillus sp. A09, Stelletta tenui (Lindgren, 1897), DQ274112

Bacillus sp. M608, marine sponge (Phylum Porifera), AY364582
Bacillus sp. SK03, FJ966212

Bacillus sp. HLSB174, Haliclona simulans, FJ999577
Bacillus infantis, AY904032

Bacillus sp. G2DM−61, DQ416783
Bacillus sp. HLSB264, Haliclona simulans, FJ999572

Marine sponge bacterium PLATEmarine+, Haliclona sp., EU346561
Bacillus sp. DD2.2O2, GQ352419
Bacillus sp. UST020129−025, AY241448

Bacillus firmus, GQ161978
Bacillus sp. 77, FJ613622

Bacterium RB83SAN, Halichondria panicea, KP684388
Bacterium TSA83, Halichondria panicea, KP684430

Stenotrophomonas maltophilia, Bemisia tabaci, FJ217200
Bacillus firmus, AJ491843
Bacillus firmus, GQ161982

Bacillus firmus cas7, marine sponge, FJ834329
Bacillus sp. UST020129−017, AY241450

Bacillus sp. CN40, EU709019
Bacillus sp. DN88_4G3, Petrosia ficiformis, KP769435

Bacillus sp. P313, marine sponge (Phylum Porifera), AY364581
Bacillus sp. P308, deep−water marine sponge (phylum Porifera), FJ554672
Bacillus sp. P307, Porifera (deep−water marine sponge), FJ943260

Bacillus sp. TSAR7, Theonella swinhoei, KC854390
Bacillus nealsonii, FJ544393
Bacillus sp. IAFILS6, FJ943259

Bacillaceae bacterium GUDS1213, Rhabdastrella globostellata, KF282508
uncultured Firmicutes bacterium, Prostylyssa foetida, EU930712

Bacillus cereus Ab156, Arenosclera brasiliensis, KJ372511
Bacillus sp. 2011SOCNI13, Spongia officinali, KF582888

Bacillus sp. 2011SOCNI58, Spongia officinali, KF582889
Bacillus korlensis, EU603328

Bacillus benzoevorans, D78311
Bacillus sp. 62L, Eurypon major, JN040577

Bacillus endophyticus, AF295302
uncultured marine bacterium, sponge, GU108291

uncultured marine bacterium, sponge, GU108281
uncultured marine bacterium, sponge, GU108317

uncultured marine bacterium, sponge, GU108250
uncultured marine bacterium, sponge, GU108325

Bacillus subtilis, GQ161984
uncultured marine bacterium, sponge, GU108301

uncultured marine bacterium, sponge, GU108326
uncultured marine bacterium, sponge, GU108237

Bacillus sp. SeaH−As10w, FJ607364
Bacillus sp. LS61, Gelliodes carnosa (marine sponge), FJ937906

Bacillus litoralis, AY608605
Bacillus niabensis, GQ284392

Bacillus sp. CBMAI 1095, Mycale laxissima, JN615441
Bacillus sp. J383, marine sponge (Porifera), AY371403

Bacillus fastidiosus, X60615
Bacillus sp. M111, Pseudoceratina clavata (marine sponge), DQ399737

Bacillus sp. M107, Pseudoceratina clavata (marine sponge), DQ399736
Bacillus kribbensis, DQ280367

Bacillus sp. HJ302, marine sponge, DQ167240
Bacterium TSA46, Halichondria panicea, KP684425
Bacillus idriensis DN51_2A1, Aplysina aerophoba, KP769417

Bacillus idriensis, AY904033
Bacillus sp. PS1, Gelliodes carnosa (marine sponge), FJ937872

Anoxybacillus flavithermus, EU816689
uncultured bacterium, Haliclona cf. Gellius sp. (marine sponge), EU236276

Anoxybacillus kestanbolensis, AY248711
uncultured bacterium, Agelas robusta (marine sponge), GQ215692

Anoxybacillus contaminans, AJ551330
Geobacillus pallidus, Z26930

Geobacillus thermoleovorans, M77488
Bacillus sp. A391a, FJ430001
Bacillus sp. B61, Halichondria rugosa (Ridley&Dendy), DQ277988

Bacillus sp. B15, Halichondria rugosa (Ridley&Dendy), DQ277985
Bacillus pumilus, Acanthella acuta, DQ888886

Figure S9-E. 16S rRNA gene-based phylogeny of sponge-associated Firmicutes. Details are as provided for Figure S1
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Bacillus pumilus Ab146, Arenosclera brasiliensis, KJ372516
Bacillus pumilus Ab147, Arenosclera brasiliensis, KJ372517

Bacillus pumilus Ab148, Arenosclera brasiliensis, KJ372518
marine bacterium CS−70, EF040568

marine bacterium CS−76, EF040572
Bacillus pumilus, FJ573185

Bacillus sp. UST050418−524, Haliclona foraminosa (marine sponge), FJ596434
Bacillus sp. Hs84, Haliclona simulans, JF803870

Bacillus pumilus, Gentiana macrophylla, GQ861465
Bacillus sp. JS−12, EF040535

Bacillus sp. UST050418−420, Halichondria panicea (marine sponge), FJ596462
Bacillus sp. UST050418−329, Mycale adhaerens (marine sponge), FJ596411

groundwater biofilm bacterium B2a, FJ204414
Mesorhizobium sp. W39, Alexandrium minutum, EU874894

Bacillus sp. B222 Ydz−dh, EU368768
Bacillus sp. B99, Halichondria rugosa, EU384287
Bacillus sp. SFI5−2, EU878269
Bacillus pumilus B106, Halichondria rugosa (sponge), EU369175
Bacillus sp. UST050418−680, Clathria pennata (marine sponge), FJ596453

Bacillus sp. UST050418−300, Myxilla incrustans (marine sponge), FJ596394
Bacillus sp. UST050418−696, Halichondria panicea (marine sponge), FJ596473

Bacillus sp. UST050418−718, Myxilla incrustans (marine sponge), FJ596493
Bacillus pumilus, EF113957

Bacillus pumilus, FJ236809
Bacillus pumilus PS9, AB196351
Bacillus sp. SDA3A, Ianthella basta, DQ323746
Bacillus pumilus, Chinese cabbage, EU373329
bacterium Te68R, AY587832

Bacillus sp. LS289, Gelliodes carnosa (marine sponge), FJ937943
Bacillus pumilus Ab145, Arenosclera brasiliensis, KJ372515
Bacillus pumilus Ab150, Arenosclera brasiliensis, KJ372520
Bacillus pumilus Ab161, Arenosclera brasiliensis, KJ372523
Bacillus sp. 2011SOCPBJ6, Spongia officinali, KF582886

Bacillus sp. UST050418−278, Haliclona rufescens (marine sponge), FJ596355
uncultured Bacillus sp., FJ227520

Bacillus sp. UST050418−159, Haliclona rufescens (marine sponge), FJ596347
Bacterium 22C12_green, Crambe crambe, JX575288
Bacillus pumilus, AM237370

Bacillus sp. R−31208, AM910309
Bacterium 24E12, Crambe crambe, JX575225
Bacterium 22C4, Crambe crambe, JX575226
Bacillus pumilus Ab149, Arenosclera brasiliensis, KJ372519
Bacillus pumilus Ab162, Arenosclera brasiliensis, KJ372524
Bacillus sp. OPT−S6, Ophlitaspongia papilla, KF155249

Bacterium 22c12_orange, Crambe crambe, JX575289
Bacillus sp. POLY−S8, Polymastia penicillus, KF155262

Bacillus sp. MOLA 536, AM990760
Bacillus pumilus, AB271753

Bacillus pumilus Pc31, EU862089
Bacillus sp. UST050418−333, Mycale adhaerens (marine sponge), FJ596414

Bacillus sp. UST050418−331, Mycale adhaerens (marine sponge), FJ596413
Bacterium 22C7, Crambe crambe, JX575224

Bacillus pumilus, Petrosia ficiformis, DQ888882
Bacillus pumilus, Tethya aurantia, DQ888874
Bacillus sp. TSAR5, Theonella swinhoei, KC854392
Bacillus pumilus, AY456263

Bacillus pumilus, EU855214
Bacillaceae bacterium GUDS1107, Rhabdastrella globostellata, KF282443
Bacillaceae bacterium GUDS1136, Rhabdastrella globostellata, KF282456
Bacillaceae bacterium GUDS1152, Rhabdastrella globostellata, KF282468
Bacillaceae bacterium GUDS1189, Rhabdastrella globostellata, KF282492
Bacillus sp. UST050418−811, Haliclona rufescens (marine sponge), FJ596514
Bacillus pumilus A7, Tedania anhelans, FM180511

Bacillus sp. UST050418−815, Halichondria panicea (marine sponge), FJ596524
Bacillus sp. UST050418−894, Halichondria panicea (marine sponge), FJ596550

Bacillus pumilus A586, AF447806
marine bacterium CS−102, EF040581

Bacillus sp. JS−2, EF040534
Bacillus safensis, AY167886

Bacillus safensis, AF234854
Bacillus sp. BC1, Haliclona simulans (marine sponge), EU768819

Bacillus subtilis, EU931563
Bacillus safensis HNS004, Mycale sp., JN128238
Bacillus sp. UST050418−890, Halichondria panicea (marine sponge), FJ596547

Bacillus sp. 21Vb, Amphilectus fucorum, JN039180
Geobacillus stearothermophilus 31Lh, Eurypon major, JN040590
Bacillus pumilus 31Ld, Eurypon major, JN616284
Bacillus sp. Hs3, Haliclona simulans, JF803848
Bacillus sp. Hs14, Haliclona simulans, JF803854
Bacillus sp. Hs56, Haliclona simulans, JF803865
Bacillus pumilus Ab152, Arenosclera brasiliensis, KJ372521

Bacillus pumilus Ab154, Arenosclera brasiliensis, KJ372526
Bacillus pumilus Ab236, Arenosclera brasiliensis, KJ372528

Bacillus sp. AU27 , Cymbastela concentrica, LN878352
bacterium 8−gw1−5, DQ990034

Bacillus altitudinis, FJ976556
Bacillus pumilus Ab151, Arenosclera brasiliensis, KJ372527

Bacillus sp. UST050418−711, Halichondria panicea (marine sponge), FJ596477
Bacillus altitudinis, AJ831842

Bacillus sp. SF221, FJ977608
Bacillus sp. UST050418−315, Mycale adhaerens (marine sponge), FJ596408

Bacillus sp. UST050418−902, Halichondria panicea (marine sponge), FJ596552
Bacillus sp. 7a, FJ478432

Bacillus pumilus Pc32, EU862085
Bacillus pumilus Dr31, sponge, GQ888676

Bacillus safensis, FJ577678
Bacillus pumilus, FJ040808

Bacillus pumilus LS30, Gelliodes carnosa (marine sponge), FJ937892
Bacillus pumilus, Haliclona simulans, FJ999569

Bacillus aerophilus, AJ831844
Bacillus sp. UST050418−461, Xestospongia hispida (marine sponge), FJ596501

Bacillus sp. A2 ZZ−2008, Tedania anhelans, FM180506
Bacillus sp. UST050418−097, Mycale adhaerens (marine sponge), FJ596400

Bacillus pumilus, Lolium perenne, AM921626
Bacillus pumilus Ab166, Arenosclera brasiliensis, KJ372522
Bacillus stratosphericus DN14_7A9, Petrosia ficiformis, KP769446

Bacillus sp. H762, marine sponge (Phylum Porifera), AY364588
marine bacterium CS−54, EF040562

marine bacterium CS−68, EF040566
marine bacterium CS−90, EF040578

Bacillus pumilus, Axinella polypoides, DQ888872
Bacillus sp. A24, FJ751910

Bacillus pumilus B9, Tedania anhelans, FM180523
Bacillus pumilus, Haliclona simulans, FJ999555

Bacillus sp. N29(2008), EU873265
Bacillus sp. W080, EF114149
Bacillus pumilus  PetCh−01, Petrosia sp., JN546601

Bacillus pumilus, Chinese cabbage, EU373436
Bacillus pumilus, Haliclona simulans, FJ999558

Bacillus pumilus Ab153, Arenosclera brasiliensis, KJ372525
Bacillus sp. MAC17116, DQ874985

Bacillus sp. Hs91, Haliclona simulans, JF803871
Bacillus licheniformis PS79, AB196353
Bacillus licheniformis PS2, AB196350

rumen bacterium 37−H_43, reindeer, GQ461837
Bacillus licheniformis, X68416

Bacillus sp. A6 ZZ−2008, Tedania anhelans, FM180510
Bacillus sp. 30La, Eurypon major, JN040597

Bacillus sp. Hs147, Haliclona simulans, JF803873
Bacillus sp. B8 ZZ−2008, Tedania anhelans, FM180522
Bacillus sonorensis, AF302118

Bacillus olivae, DQ139838
Paenibacillus lautus, X60621

Bacillus sp. Hs49, Haliclona simulans, JF803862
Bacillus sp. B05, Halichondria rugosa (Ridley&Dendy), DQ277982

Bacillus sp. MOLA 655, AM990768
Bacillus sp. RM166, Suberites zeteki, DQ903969

Bacillus sp. NW−Sp3Y, Rhopaloeides odorabile, AF333558
Bacillus sp. UST010723−004, AY241399
Bacillus sp. UST050418−558, Clathria pennata (marine sponge), FJ596449

Bacillus sp. NW−Sp3AS, Rhopaloeides odorabile, AF333556
Bacillus sp. BC2, Haliclona simulans (marine sponge), EU768820

Bacillus licheniformis, Acanthella acuta, DQ888885
uncultured Bacillus sp., DQ899876

uncultured marine bacterium, sponge, GU108319
uncultured marine bacterium, sponge, GU108253

Bacillus marisflavi SA5, Echinodictyum sp., DQ001312
uncultured marine bacterium, sponge, GU108299

uncultured marine bacterium, sponge, GU108268
Bacillus sp. UST050418−521, Haliclona foraminosa (marine sponge), FJ596433

Bacillus sp. UST050418−794, Haliclona rufescens (marine sponge), FJ596511
Bacillus licheniformis, EU882848

Bacillaceae bacterium GUDS1051 , Rhabdastrella globostellata, KF282438
Bacillus vallismortis, EF154254

Bacillus subtilis SMAKK002, Unclassified, JF965493
Bacillus sp. B63, Halichondria rugosa (sponge), EF370051

Bacillus sp. TS8, EU215516
Bacillus sp. MAC17145, DQ874988
Bacillus amyloliquefaciens, DQ422953
Bacillus sp. UST050418−905, Halichondria panicea (marine sponge), FJ596553

Bacillus amyloliquefaciens, GU085100
Bacillus amyloliquefaciens FZB42, CP000560

Bacillus subtilis A202, AF447805
Bacillus amyloliquefaciens, AB255669
Bacillus sp. UST050418−863, Haliclona rufescens (marine sponge), FJ596519

Bacillus sp. 118_43, Erylusdeficiens, KP120817
Bacillus sp. 118_42, Erylusdeficiens, KP120818
Bacillus amyloliquefaciens, X60605

Bacillus amyloliquefaciens, Chinese cabbage, EU373386
Bacillus sp. A190, AF447804

Bacillus subtilis, AB115959
Bacillus sp. DR13, FJ464987

Bacillus sp. UST050418−657, Haliclona foraminosa (marine sponge), FJ596441
Bacillus subtilis A184, AF447803

Bacillus sp. B144, Halichondria rugosa (sponge), EF370054
Bacillus subtilis SD18, Mycale mannarensis, DQ001318

Bacillus sp. HsMMA7, Haliclona simulans, JF803874
Bacillus sp. 39L, Eurypon major, JN040596
Bacillus subtilis subsp. subti, AB042061
Bacillus sp. MHS008, DQ993315

Bacillus subtilis HNS005, Mycale sp., JN128239
Bacillus sp. a19, GQ273746
Bacillus sp. B22, Halichondria rugosa (sponge), EF370048
Bacillus subtilis, EF103289
Bacillus sp. B145, Halichondria rugosa (sponge), EF370055
Bacillus sp. B114, Halichondria rugosa (sponge), EF370052
Bacillus subtilis subsp. subti, AB271744
Bacillus subtilis M18SP4Q, Fasciospongia cavernosa, KC886741

Bacillus mojavensis, AB021191
[Brevibacterium] frigoritolerans, EU081510

uncultured bacterium, GQ144343
Bacillus sp. B17, Halichondria rugosa (sponge), EF370046
Bacillus sp. B27, Halichondria rugosa (sponge), EF370049
[Brevibacterium] halotolerans, DQ187380

Bacillus sp. B19, Halichondria rugosa (sponge), EF370047
Bacillus sp. B131, Halichondria rugosa (sponge), EF370053
Bacillus subtilis subsp. spizi, AF074970

Brevibacterium halotolerans, AM747812
Bacillus sp. GMTB−4B, FJ042891

Bacillus sp. B18, Halichondria rugosa (Ridley&Dendy), DQ277986
uncultured marine bacterium, sponge, GU108290

uncultured marine bacterium, sponge, GU108329
Bacillus subtilis, GQ161986
Bacillus subtilis, GQ161987
Bacillus subtilis cas2, marine sponge, FJ834327

Bacillus sp. SWA12, EF081005
Bacillus sp. PA7, Petrosia ficiformis, EF192100

Bacillus sp. A08, Stelletta tenuis, DQ091003
Bacillus sp. C51, Dysidea avara, DQ091005
Bacillus sp. C77, Dysidea avara, DQ091006

Bacillus atrophaeus C89, Dysidea avara, DQ091007
Bacillus atrophaeus, EF188847

Bacillus sp. MOLA 660, AM990773
Bacillus subtilis, Tethya aurantia, DQ888876

Bacillus sp. LS52, Gelliodes carnosa (marine sponge), FJ937901
Bacillus pumilus, GQ161976
Bacillus pumilus, GQ161980

Bacillus alkalitelluris, AY829448
Exiguobacterium sp. AU180 , Scopalina sp., LN878485

Exiguobacterium sp. UST050418−425, Myxilla incrustans (marine sponge), FJ596481
Exiguobacterium oxidotolerans, AB105164

Exiguobacterium sp. UST050418−260, Haliclona rufescens (marine sponge), FJ596349
Exiguobacterium artemiae, AM072763

Exiguobacterium sp. UST050418−724, Myxilla incrustans (marine sponge), FJ596495
Exiguobacterium sp. UST050418−720, Myxilla incrustans (marine sponge), FJ596494

Bacillaceae bacterium G304, marine sponge (Phylum Porifera), AY364593
Exiguobacterium aurantiacum, X70316

Exiguobacterium profundum HNS008, Mycale sp., JN128242
Exiguobacterium acetylicum, X70313

Exiguobacterium sp. UST020129−002, AY241453
uncultured bacterium, AM500812
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Firmicutes bacterium JS13, marine sponge Rhabdastrella globostellata, AY372927
Halobacillus sp. MOLA 514, AM990738
Halobacillus sp. SA−Hb5, AB189305

Bacillaceae bacterium GUDS1188, Rhabdastrella globostellata, KF282377
Halobacillus sp. 56, GQ249101
Halobacillus sp. LS14, Gelliodes carnosa (marine sponge), FJ937880
Halobacillus sp. HLSB269, Haliclona simulans, FJ999579
Halobacillus sp. JC55, FN432353

Halobacillus sp. HLSB90, Haliclona simulans, FJ999567
Halobacillus kuroshimensis HNS007, Mycale sp., JN128241
Bacillaceae bacterium GUDS1243, Rhabdastrella globostellata, KF282522
Halobacillus kuroshimensis HNS013, Mycale sp., JN128247

Halobacillus kuroshimensis, AB195680
Halobacillus sp. S15−3, EU868842
Halobacillus sp. HLSB41, Haliclona simulans, FJ999561

Bacillaceae bacterium GUDS1245, Rhabdastrella globostellata, KF282523
Halobacillus profundi, AB189298

Halobacillus litoralis, X94558
Halobacillus litoralis CBMAI 1086, Mycale angulosa, JN615434

Halobacillus trueperi, Haliclona simulans, FJ999556
Halobacillus trueperi LS5, Gelliodes carnosa (marine sponge), FJ937876

Halobacillus sp. RG−Hb, AB198762
Halobacillus trueperi, EU624433

Halobacillus trueperi, Haliclona simulans, FJ999554
Halobacillus sp. SA−Hb11, AB198768

Halobacillus sp. TSAR44, Theonella swinhoei, KC854353
Halobacillus aidingensis, AY351389

Halobacillus trueperi, DQ157162
Halobacillus trueperi, EF114144

Halobacillus trueperi Pj2MM, Polymastia janeirensis, JN001310
Halobacillus campisalis, EF486356

Bacterium GD05LO25%, Halichondria panicea, KP684329
Halobacillus faecis, AB243865
Halobacillus sp. Wcll−1−1−4, GQ161981
Halobacillus sp. S27−1, EU868843

Halobacillus sp. MAC1769, DQ874977
Halobacillus salinus, AF500003

Halobacillus sp. HLSB56, Haliclona simulans, FJ999583
Halobacillus sp. C42, EU259061
Halobacillus sp. LS31, Gelliodes carnosa (marine sponge), FJ937893
Halobacillus sp. LS27, Gelliodes carnosa (marine sponge), FJ937890
Halobacillus litoralis LS93, Gelliodes carnosa (marine sponge), FJ937910

Halobacillus sp. SCSSS14, FJ461468
Halobacillus locisalis, AY190534

Halobacillus sp. AB007, Candidaspongia flabellata, AF369646
Halobacillus sp. SYMS−2−3−2, sponge, GQ222194

Halobacillus sp. NY−15, FJ587216
Halobacillus sp. HLSB61, Haliclona simulans, FJ999564
Halobacillus sp. PRE27, EU880526
Halobacillus sp. B3 ZZ−2008, Tedania anhelans, FM180517

Halobacillus sp. DCR_C82, FJ535582
Halobacillus sp. Wcll−1−4−2, GQ161973
Halobacillus sp. SYMS−2−22−6, GQ161979

Halobacillus sp. H432, Halichondriidae sp., AY368508
Thalassobacillus devorans, AJ717299

Pontibacillus chungwhensis LS59, Gelliodes carnosa (marine sponge), FJ937904
Pontibacillus marinus, AY603977

Bacillus sp. UST020129−022, AY241451
Pontibacillus sp. LS113, Gelliodes carnosa (marine sponge), FJ937915

Bacillus sp. K373, marine sponge (Porifera), AY371402
Pontibacillus halophilus, EU583728

Marinococcus sp. HAL6, AJ849368
Marinococcus halotolerans, AY817493

Salsuginibacillus kocurii, AM492160
Virgibacillus sp. AU703, Scopalina sp., LN878640

Virgibacillus pantothenticus, D78477
Virgibacillus pantothenticus H31, sponge, GQ888677

Virgibacillus sp. N37, EU873282
Virgibacillus sp. N40, EU873283

bacterium K2−60, AY345410
Virgibacillus dokdonensis, AY822043
Virgibacillus pantothenticus PS11, AB196352

Virgibacillus sp. TSAR10, Theonella swinhoei, KC854387
Virgibacillus salexigens, Y11603

Oceanobacillus oncorhynchi LS22, Gelliodes carnosa (marine sponge), FJ937885
Oceanobacillus oncorhynchi sub, AJ640134

Oceanobacillus soja, AB473561
uncultured Firmicutes bacterium, Prostylyssa foetida, EU930713

Oceanobacillus chironomi, DQ298074
Oceanobacillus iheyensis, GQ203116

Oceanobacillus sp. MAC17101, DQ874984
Firmicutes bacterium M34, EF513635

Oceanobacillus iheyensis G52M, Geodia corticostylifera, JN001320
Oceanobacillus iheyensis, AB010863

Virgibacillus sp. N30, EU873266
Oceanobacillus picturae, AJ315060

Oceanobacillus picturae H40MM, Haliclona sp., JN001322
Oceanobacillus sp. AU244, Cymbastela concentrica, LN878343

Oceanobacillus profundus, DQ386635
Oceanobacillus sp. MAC17179, DQ874995

halophilic bacterium QW106, EU124354
Bacillus sp. B118, Halichondria rugosa (Ridley&Dendy), DQ277990

Oceanobacillus caeni, AB275883
Lentibacillus salicampi, AY057394

Bacillus sp. N41, EU873269
uncultured bacterium, Mycales laxissima (marine sponge), DQ098831

Amphibacillus xylanus, D82065
Paraliobacillus ryukyuensis, AB087828

Bacillaceae bacterium GUDS1185, Rhabdastrella globostellata, KF282489
Bacillaceae bacterium GUDS1221, Rhabdastrella globostellata, KF282511
Bacillaceae bacterium GUDS1249, Rhabdastrella globostellata, KF282526

Bacillaceae bacterium GUDS1274, Rhabdastrella globostellata, KF282543
Bacillaceae bacterium GUDS1493, Rhabdastrella globostellata, KF282598
Terribacillus sp. N34, EU873268

Terribacillus goriensis, DQ519571
Bacillus sp. G3DM−87, EU037290

Terribacillus halophilus CBMAI 1112, Mycale laxissima, JN615457
Bacillaceae bacterium GUDS1492, Rhabdastrella globostellata, KF282597

Bacillus sp. M110, Pseudoceratina clavata, DQ227671
Bacillus sp. OPT−S7, Ophlitaspongia papilla, KF155250

Bacillaceae bacterium GUDS1133, Rhabdastrella globostellata, KF282455
Bacillus sp. S37CA, Asbestopluma hypogea, KF188516

Bacillaceae bacterium GUDS1115, Rhabdastrella globostellata, KF282367
Bacillus algicola DN53_3H5, Petrosia ficiformis, KP769416

Bacillus sp. RM171, Suberites zeteki, DQ903972
Bacillus sp. MSI75, EU199230

Bacillus sp. UST050418−471, Xestospongia hispida (marine sponge), FJ596505
Bacillus sp. UST050418−448, Myxilla incrustans (marine sponge), FJ596485

Bacillus sp. DCR_A54, FJ535617
Bacillus sp. MB70, AB518982

Bacillus sp. MAC1713, DQ874978
Bacillus sp. AU29 , Cymbastela concentrica, LN878372

Bacterium RB14SAN, Halichondria panicea, KP684370
Bacillus sp. L794, marine sponge (Phylum Porifera), AY364584

Bacillaceae bacterium GUDS1044 , Rhabdastrella globostellata, KF282434
Bacillus hwajinpoensis Ab234, Arenosclera brasiliensis, KJ372512
Bacillaceae bacterium GUDS1132, Rhabdastrella globostellata, KF282454
Bacillaceae bacterium GUDS1141, Rhabdastrella globostellata, KF282460
Bacillaceae bacterium GUDS1148, Rhabdastrella globostellata, KF282465
Bacillaceae bacterium GUDS1198, Rhabdastrella globostellata, KF282497
Bacillaceae bacterium GUDS1264 , Rhabdastrella globostellata, KF282535
Bacillaceae bacterium GUDS1266 , Rhabdastrella globostellata, KF282537

Bacillaceae bacterium GUDS1088, Rhabdastrella globostellata, KF282362
Bacillus sp. W029, EF114131

Bacillus algicola LS7, Gelliodes carnosa (marine sponge), FJ937877
Bacillus sp. MOLA 508, AM990733

Bacillus sp. TSAR50, Theonella swinhoei, KC854347
Bacillus algicola, AY228462
Bacillus sp. Hs42, Haliclona simulans, JF803860

Bacillus algicola SB9, Spongia sp., DQ001307
Bacillus algicola SC3, Sigmadocia fibulatu, DQ001308

Bacillus sp. Hs74, Haliclona simulans, JF803867
Bacillus sp. Hs146, Haliclona simulans, JF803872
Bacillus sp. TA14_3, EU308290
Bacillus hwajinpoensis, AF541966

Bacillus sp. AU673, Scopalina sp., LN878593
Bacillus sp. LS48, Gelliodes carnosa (marine sponge), FJ937899

Bacillus baekryungensis LS218, Gelliodes carnosa (marine sponge), FJ937928
Bacillus hwajinpoensis, Suberites domuncula, DQ888884

Bacterium GD105SAN50%, Halichondria panicea, KP684331
Bacillus baekryungensis, FJ907965
Bacterium GD30LO50%, Halichondria panicea, KP684340
Bacillus hwajinpoensis, FJ188306

Bacillus sp. MAC17164, DQ874989
Bacillus sp. Hs10, Haliclona simulans, JF803851

Marine sponge bacterium PLATEglyarg+, Haliclona sp., EU346544
Bacillus sp. SMB29, DQ868690

Bacterium enrichment culture clone ARC1LOD10, Halichondria panicea, KP684434
Bacillus sp. Hs4, Haliclona simulans, JF803849
Bacillus sp. Hs15, Haliclona simulans, JF803855
Bacillus sp. Hs27, Haliclona simulans, JF803859
Bacillus sp. Hs78, Haliclona simulans, JF803868
Bacillus sp. Hs83, Haliclona simulans, JF803869

Bacillus sp. UST050418−830, Halichondria panicea (marine sponge), FJ596534
Bacillus sp. SCSSS17, FJ461469

Bacillus sp. RM21, Suberites zeteki, DQ903949
Bacillus sp. UST050418−098, Mycale adhaerens (marine sponge), FJ596401

Bacillus sp. UST020129−005, AY241452
Erythrobacter sp. W030, EF114132

Bacillus sp.SB144, Aplysina aerophoba, AF218243
Bacillus sp. HNR02, Chinese cabbage, EU373338

Bacillus sp. Hs73, Haliclona simulans, JF803866
Bacillus arsenicus, GQ304784

Bacillus sp. LS23, Gelliodes carnosa (marine sponge), FJ937886
Bacterium A5 ZZ−2008, Tedania anhelans, FM180509

Bacillus sp. CNJ904 PL04, DQ448797
Bacillus arsenicus, Haliclona simulans, FJ999563

Bacillus sp. 2011SOCCUA10, Spongia officinali, KF582887
Bacillus barbaricus, EU373540

Bacterium B4 ZZ−2008, Tedania anhelans, FM180518
Fictibacillus nanhaiensis Ab237, Arenosclera brasiliensis, KJ372513

Fictibacillus nanhaiensis Ab238, Arenosclera brasiliensis, KJ372514
Bacillaceae bacterium GUDS1559, Rhabdastrella globostellata, KF282606
bacterium JL−74, AY745842
Bacillus arsenicus, Haliclona simulans, FJ999562

Bacillus sp. 38La, Eurypon major, JN040585
Bacillaceae bacterium GUDS1565, Rhabdastrella globostellata, KF282608
Bacillus sp. H819, marine sponge (Phylum Porifera), AY364591
Bacillus sp. W044, EF114146

Bacillus sp. SCSSS02, FJ461472
Bacillus sp. RM170, Suberites zeteki, DQ903971

Bacillus sp. MAC1790, DQ874982
Bacillus sp. SYMS−2−14−8, GQ161977

Bacillus barbaricus, GQ284409
Bacillus arsenicus, AJ606700

Bacillus sp. LS29, Gelliodes carnosa (marine sponge), FJ937891
Bacillus sp. WPCB165, EU939690
Bacillus sp. WPCB074, EU939689

Bacillus sp. 76−7, Anas carolinensis (green wing teal), GQ478402
Bacillus sp. W037, EF114139

Bacillus sp. UST050418−086, Mycale adhaerens (marine sponge), FJ596396
Bacillus sp. R−6782, AY422984

Bacillus sp. MOLA 657, AM990770
Bacillus sp. UST050418−198, Mycale adhaerens (marine sponge), FJ596406

Bacillus macauensis, AY373018
Bacillus gelatini, AJ551329

Bacillus sp. J8, EU143348
uncultured Firmicutes bacterium, Prostylyssa foetida, EU930711

Bacillus sp. MAC1772, DQ874979
Bacillus sp. S942, Axinellidae sp., Pachastrellidae sp., AY371401

Bacillus decolorationis, AJ315075
Bacillus sp. BH85065−2, FJ897775
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Bacillus gibsonii, EU373538
Bacillus sp. MAC17128, DQ874986
Bacillus gibsonii, X76446

Bacillus gibsonii HNS015, Mycale sp., JN128249
Bacillus sp. AU40 , Cymbastela concentrica, LN878354

Bacillus licheniformis, EU834235
Bacillus gibsonii LS155, Gelliodes carnosa (marine sponge), FJ937920
Bacillus gibsonii, Haliclona simulans, FJ999560

Bacillus sp. RM167, Suberites zeteki, DQ903970
Bacillus sp. H761, marine sponge (Phylum Porifera), AY364583

Bacillus clausii, EU869250
Bacillus sp. 25−6, EU571193

Bacillus sp. UST020129−009, AY241449
Bacillus clausii, Suberites domuncula, DQ888883

Bacillus clausii, X76440
Bacillus sp. MAC1799, DQ874983

Bacillus sp. Hs24, Haliclona simulans, JF803858
Bacillus lehensis, AY793550
Bacillus patagoniensis, AY258614

Bacillus sp. Hs43, Haliclona simulans, JF803861
Bacillus akibai, AB043858

Bacillus sp. C−138, Craniella australiensis (Carter), DQ180149
Bacillus pseudalcaliphilus, X76449

Marine sponge bacterium PLATErafhis+, Haliclona sp., EU346548
Bacillus arseniciselenatis, AF064705

Bacillus halodurans, AJ302709
Paenibacillus sp. UST050418−290, Halichondria panicea (marine sponge), FJ596380

Paenibacillus sp. UST050418−687, Clathria pennata (marine sponge), FJ596455
Paenibacillus sp. UST050418−319, Mycale adhaerens (marine sponge), FJ596410

Paenibacillus sp. UST050418−094, Mycale adhaerens (marine sponge), FJ596398
Paenibacillaceae bacterium AU698, Scopalina sp., LN878639

uncultured Paenibacillus sp., EU647540
Paenibacillus sp. UST050418−700, Halichondria panicea (marine sponge), FJ596475

Paenibacillus sp. SAFN−022b, AY167825
Paenibacillus sp. UST050418−898, Halichondria panicea (marine sponge), FJ596551

Bacterium TSA51, Halichondria panicea, KP684427
Bacterium TSA53, Halichondria panicea, KP684428
Paenibacillus sp. Hs8, Haliclona simulans, JF803850

Paenibacillus sp. MOLA 507, AM990732
Paenibacillus amylolyticus, AM237378
Paenibacillus amylolyticus, AB073190

Paenibacillus amylolyticus, Lolium perenne, AM921628
Paenibacillus sp. RM144, Suberites zeteki, DQ903966
Paenibacillus sp. IB−1067, FN429976

Paenibacillus sp. MAC174, DQ874973
Paenibacillus sp. RM85, Suberites zeteki, DQ903955

Paenibacillus sp. GPTSA21, DQ854978
Paenibacillus sp. Hs22, Haliclona simulans, JF803856

Paenibacillus amylolyticus, FJ487574
Paenibacillus sp. Hs2, Haliclona simulans, JF803847

Paenibacillus sp. UST050418−662, Haliclona foraminosa (marine sponge), FJ596442
Paenibacillus sp. UST050418−763, Xestospongia hispida (marine sponge), FJ596510
Paenibacillus taichungensis, EU179327

Paenibacillus illinoisensis, AB073192
Paenibacillus xylanilyticus, AY427832

Paenibacillus illinoisensis Ab232, Arenosclera brasiliensis, KJ372500
Paenibacillus illinoisensis Ab205, Arenosclera brasiliensis, KJ372501

Paenibacillus sp. RM132, Suberites zeteki, DQ903965
Paenibacillus sp. WPCB023, FJ006870
Paenibacillus sp. W108, EU203332

Paenibacillus sp. RM115, Suberites zeteki, DQ903960
Bacillus sp. UST050418−874, Haliclona rufescens (marine sponge), FJ596522

Paenibacillus macquariensis su, X60625
Marine sponge bacterium PLATEmarine+, Haliclona sp., EU346580

Marine sponge bacterium PLATEfluthi−, Haliclona sp., EU346592
Paenibacillus humicus, AM411528

Paenibacillus pasadenensis, AY167820
Thermobacillus xylanilyticus, AJ005795

Paenibacillus sp. HLSBA1, Haliclona simulans, FJ999582
Paenibacillus tarimensis, EF125184
Paenibacillus sp. RM108, Suberites zeteki, DQ903959
Paenibacillus agarexedens, AJ345020

Paenibacillus naphthalenovoran, AF353681
uncultured bacterium, Agelas robusta, GQ215689

Paenibacillus chondroitinus, D82064
Paenibacillus curdlanolyticus, D78466

Paenibacillus alvei, AB073200
Paenibacillus sp. B1, FJ178786

Paenibacillus thiaminolyticus, AB073197
Paenibacillus sp. 91_7, Erylusdeficiens, KP120777
Paenibacillus sp. 91_5, Erylusdeficiens, KP120782

Paenibacillus sp. 91_24, Erylusdeficiens, KP120801
Paenibacillus glucanolyticus, AB073189
Paenibacillus sp. MC5−1, FJ932656

Marine sponge bacterium plateOTU30, Haliclona sp., EU346517
Marine sponge bacterium PLATEbasic+, Haliclona sp., EU346579

Marine sponge bacterium PLATEmarine+, Haliclona sp., EU346581
Paenibacillus azoreducens, AJ272249

Paenibacillaceae bacterium CNJ934 PL04, DQ448766
Paenibacillus sp. N290, marine sponge (Porifera), AY371688

Bacillus sp. M115, Pseudoceratina clavata, DQ227672
Bacillus sp. M118, Pseudoceratina clavata, DQ227673

Bacillus mannanilyticus, AB043864
Thermicanus aegyptius, AJ242495

Erysipelothrix inopinata, AJ550617
Holdemania filiformis, Y11466

Clostridium innocuum, M23732
Catenibacterium mitsuokai, AB030224

Chinese potato phytoplasma YN−169, EU338445
Asteroleplasma anaerobium, M22351

Mycoplasma cavipharyngis, AF125879
Spiroplasma montanense, AY189307

Gemella haemolysans, L14326
uncultured bacterium, Agelas robusta (marine sponge), GQ215690

Turicibacter sanguinis, AF349724
Bacillus sp. JS4, marine sponge Rhabdastrella globostellata, AY372924
Brevibacillus invocatus, AF378231
Brevibacillus invocatus, EU977716

Brevibacillus sp. PC6, marine sponge Pseudoceratina clavata, AY372925
Brevibacillus agri LS97, Gelliodes carnosa (marine sponge), FJ937913

Brevibacillus reuszeri, AB112715
Brevibacillus thermoruber, Z26921

uncultured bacterium, Agelas robusta, GQ215681
uncultured Selenomonas sp., Homo sapiens, FJ976364

Selenomonas flueggei, AF287803
uncultured bacterium, Agelas robusta (marine sponge), GQ215670

Schwartzia succinivorans, Y09434
Megamonas rupellensis, EU346729
uncultured bacterium, Agelas robusta, GQ215693

Veillonella dispar, AF439639
Megasphaera sueciensis, DQ223729

Anaeroarcus burkinensis, AJ010961
Acidaminococcus intestini, AF473835

Desulfosporosinus lacus, AJ582757
Desulfotomaculum thermobenzoic, Y11574

Pelotomaculum terephthalicicum, AB091323
Thermincola ferriacetica, AY631277

Figure S9-H. 16S rRNA gene-based phylogeny of sponge-associated Firmicutes. Details are as provided for Figure S1
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uncultured Clostridium sp., Prostylyssa foetida, EU930697
uncultured Firmicutes bacterium, Prostylyssa foetida, EU930695

uncultured Firmicutes bacterium, Prostylyssa foetida, EU930699
uncultured Firmicutes bacterium, Prostylyssa foetida, EU930698

uncultured bacterium, Okapia johnstoni, EU468702
uncultured Firmicutes bacterium, Prostylyssa foetida, EU930700

uncultured bacterium, Eulemur mongoz, EU776915
uncultured bacterium, EU488411

uncultured Firmicutes bacterium, Prostylyssa foetida, EU930704
uncultured Firmicutes bacterium, Prostylyssa foetida, EU930703

uncultured Firmicutes bacterium, Prostylyssa foetida, EU930702
uncultured bacterium, Colobus angolensis, EU472436

uncultured Firmicutes bacterium, Prostylyssa foetida, EU930701
uncultured bacterium, DQ809256

uncultured bacterium, AM991191
uncultured Clostridia bacterium, EF438216

uncultured bacterium, marine sponge Xestospongia muta, EF159909
uncultured Clostridium sp., Axinella corrugata, EF092228

uncultured bacterium, Gorgonia ventalina (coral), GU118453
Clostridium lituseburense, M59107

uncultured Firmicutes bacterium, Prostylyssa foetida, EU930696
Clostridium bartlettii, AY438672

uncultured bacterium, Homo sapiens, GQ898457
Clostridium bartlettii DSM 16795, ABEZ02000021

uncultured Firmicutes bacterium, Prostylyssa foetida, EU930705
uncultured Firmicutes bacterium, Prostylyssa foetida, EU930706

Clostridium irregulare, X73447
Peptostreptococcaceae bacterium WN082, AB298728

uncultured bacterium, Latrunculia apicalis, AY321397
Peptostreptococcus anaerobius, AY326462

Clostridium hiranonis, AB023970
Clostridium difficile, X73450

Clostridium sp. WMB24A , EF114201
Clostridium sp. WMB24G, EF114159
Clostridium sp. WMB24B , EF114202
Clostridium sp. WMB24F, EF114158
Clostridium sp. WMB24C , EF114203
Clostridium sp. WMB24H, EF114160
Clostridium sp. WMB24I, EF114161
Clostridium sp. WMB24D , EF114204
Clostridium sp. WMB24E , EF114205

Desulfovibrio gabonensis, X73451
Eubacterium tenue, DQ445861

uncultured bacterium, Canis lupus (wolf), FJ978596
uncultured bacterium, FJ825551

uncultured Firmicutes bacterium, Prostylyssa foetida, EU930708
uncultured Firmicutes bacterium, Prostylyssa foetida, EU930709

uncultured Firmicutes bacterium, Prostylyssa foetida, EU930710
uncultured Firmicutes bacterium, Prostylyssa foetida, EU930707

Sporacetigenium mesophilum, AY682207
Clostridium paradoxum, Z69929

Tepidibacter sp. S51CA , Asbestopluma hypogea, KF188530
Tepidibacter sp. AU743  , Cymbastela concentrica, LN878450

Tepidibacter sp. S8CA , Asbestopluma hypogea, KF188487
Bacterium enrichment culture clone MA1ANA16 , Halichondria panicea, KP684454

uncultured Clostridia bacterium, Ircinia strobilina, EF629776
uncultured Clostridia bacterium, Ircinia strobilina, EF629779

Tepidibacter thalassicus, AY158079
Alkaliphilus transvaalensis, AB037677

uncultured Firmicutes bacterium, EF414072
Anaerovirgula multivorans, AB201750

uncultured bacterium, Rhopaloeides odorabile, EU183933
uncultured bacterium, Rhopaloeides odorabile, EU184006
uncultured bacterium, Rhopaloeides odorabile, EU183938

uncultured bacterium, Rhopaloeides odorabile, EU183927
uncultured bacterium, Rhopaloeides odorabile, EU183988

uncultured bacterium, Montastraea faveolata, FJ202847
uncultured bacterium, Montastraea faveolata, FJ202376
uncultured bacterium, Rhopaloeides odorabile, EU183947

uncultured bacterium, Rhopaloeides odorabile, EU183961
uncultured bacterium, Rhopaloeides odorabile, EU183954
uncultured bacterium, Rhopaloeides odorabile, EU183968
uncultured bacterium, Rhopaloeides odorabile, EU183916
uncultured bacterium, Rhopaloeides odorabile, EU183972

uncultured bacterium, Rhopaloeides odorabile, EU183909
marine snow associated bacterium Adriatic87, AF030773

uncultured bacterium, Montastraea faveolata, FJ202321
uncultured Clostridiales bacterium, Montastrea faveolata, FJ403105

uncultured bacterium, FJ717181
Clostridia bacterium TSAR14 , Theonella swinhoei, KC854383

uncultured bacterium, Rhopaloeides odorabile, EU184001
uncultured bacterium, Aplysina aerophoba, EU267148

uncultured bacterium, Aplysina aerophoba, EU267123
Fusibacter paucivorans, AF050099

Guggenheimella bovis, AY272039
Acidaminobacter hydrogenoforma, AF016691

uncultured bacterium, FJ712620
uncultured Clostridia bacterium, Ircinia strobilina, EF629777

uncultured Clostridia bacterium, Ircinia strobilina, EF629780
uncultured Clostridia bacterium, Ircinia strobilina, EF629781

uncultured Clostridia bacterium, Mycale laxissima kept a flow−through aquaculture s, EF630273
uncultured bacterium, EU617877

Anaerovorax odorimutans, AJ251215
Eubacterium minutum, U13037

Clostridia bacterium TSAR48 , Theonella swinhoei, KC854349
Bacterium enrichment culture clone PF1ANA10 , Halichondria panicea, KP684462

Clostridium caminithermale, AF458779
Bacterium enrichment culture clone MA2ANA16 , Halichondria panicea, KP684458

uncultured Firmicutes bacterium, EF414087
Caminicella sporogenes, AJ320233

Caloranaerobacter azorensis, AJ272422
Clostridiisalibacter paucivora, EF026082

uncultured bacterium, Rhopaloeides odorabile, EU183895
Dethiosulfatibacter aminovoran, AB218661

Garciella nitratireducens, AY176772
uncultured bacterium, FM873432

uncultured Firmicutes bacterium, Prostylyssa foetida, EU930716
uncultured bacterium, Homo sapiens, GQ898514
uncultured Firmicutes bacterium, Prostylyssa foetida, EU930714

uncultured Firmicutes bacterium, Prostylyssa foetida, EU930715
uncultured Firmicutes bacterium, Prostylyssa foetida, EU930717

swine fecal bacterium RF1A−Pec1, swine, FJ753815
Clostridium disporicum, Y18176

Sarcina ventriculi, X76649
uncultured bacterium, Pongo pygmaeus abelii, EU467495

Clostridium quinii, X76745
uncultured bacterium, EF687331

uncultured bacterium, marine sponge Xestospongia muta, EF159931
Eubacterium nitritogenes, AB018185

swine fecal bacterium SD−Cel3, swine, FJ753795
Clostridium beijerinckii, X68179

Clostridium beijerinckii, EU203329
Clostridium sartagoforme, Y18175

Bacterium enrichment culture clone PF1ANA12 , Halichondria panicea, KP684463
Clostridium botulinum, L37585

Clostridium sp. TSAR39 , Theonella swinhoei, KC854358
Clostridium tepidiprofundi, EF197795

uncultured Clostridium sp., Topsentia nigrocutis, EU302872
uncultured Clostridium sp., Topsentia nigrocutis, EU302874

uncultured Clostridium sp., Topsentia nigrocutis, EU302873
uncultured bacterium, Rhopaloeides odorabile, EU183918

Bacterium enrichment culture clone RB1LO05 , Halichondria panicea, KP684471
uncultured bacterium, Haliclona cf. Gellius sp. (marine sponge), EU236399

Clostridium sp. TSAR19  , Theonella swinhoei, KC854378
Clostridium sp. r22, Montipora sp., AB470965

Clostridium sp. r54, Montipora sp., AB470962
Bacterium enrichment culture clone MA1ANA04 , Halichondria panicea, KP684450

uncultured bacterium, Montastraea faveolata, FJ202830
uncultured bacterium, EU488051

uncultured bacterium, marine sponge Xestospongia muta, EF159869
Caloramator australicus, EU409943

Thermobrachium celere, X99238
uncultured Clostridia bacterium, Ircinia strobilina, EF629774

uncultured organism, EU245221
Clostridium glycyrrhizinilytic, AB233029

Ruminococcus torques, L76604
Robinsoniella peoriensis, AF445285

Clostridium symbiosum, M59112
Lactonifactor longoviformis, DQ100449
Roseburia faecis, AY305310

Clostridium phytofermentans, CP000885
Clostridium populeti, X71853

Anaerostipes caccae, Homo sapiens, AJ270487
Clostridium aminovalericum, X73436

uncultured Firmicutes bacterium, Prostylyssa foetida, EU930718
Clostridium xylanovorans, AF116920

Sporobacterium olearium, AF116854
Clostridium lentocellum, X76162

uncultured Gram−positive bacterium HOC39, AB054173
Epulopiscium fishelsoni, Acanthurus nigrofuscus, AF067413

Bacterium enrichment culture clone MA1ANA02 , Halichondria panicea, KP684449
Bacterium enrichment culture clone MA2ANA04 , Halichondria panicea, KP684457
Clostridium colinum, X76748

Hespellia sp. TSAR23  , Theonella swinhoei, KC854374
uncultured bacterium, marine sponge Xestospongia muta, EF159903

Gracilibacter thermotolerans, DQ117465
uncultured Clostridiales bacterium, Reticulitermes speratus, AB198553
Clostridiales bacterium W060 , Geodia sp. (sponge), EU203323

Eubacterium sp. oral clone BU014, AF385563
Clostridium josui, AB011057

Fastidiosipila sanguinis, Home sapiens, AJ575187
Eubacterium siraeum, L34625

Faecalibacterium prausnitzii, AJ413954
Clostridium methylpentosum, Y18181

Eubacterium desmolans, L34618
Butyricicoccus pullicaecorum, EU410376

uncultured bacterium, Aplysina aerophoba, EU267147
uncultured bacterium, Aplysina aerophoba, EU267133

uncultured Clostridiales bacterium, EU283550
Clostridiales bacterium oral taxon 093, Homo sapiens, GQ422712

uncultured Clostridia bacterium, Ircinia strobilina, EF629778
uncultured bacterium, Presbytis francoisi, EU775044

Catabacter hongkongensis, AY574991
Bacterium enrichment culture clone PF1ANA13 , Halichondria panicea, KP684464

uncultured Clostridia bacterium, Ircinia strobilina, EF629775
uncultured bacterium, Ovis canadensis, EU466119

Anaerobranca californiensis, AY064217
Natronovirga wadinatrunensis, EU338489

Outgroup 14
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Figure S9-I. 16S rRNA gene-based phylogeny of sponge-associated Firmicutes. Details are as provided for Figure S1
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