
Flavobacteriaceae bacterium 32V, Amphilectus fucorum, JN039189
Bacterium DA34, Halichondria panicea, KP684288
Flavobacteriaceae bacterium SW152, AF493685
Sponge bacterium Zo26, Halichondria panicea, AY948381

Aquimarina sp. Aq78, Sarcotragus spinosulus, HE818244
Aquimarina sp. Aq81, Sarcotragus spinosulus, HE818247
Aquimarina sp. HJ055, marine sponge, DQ660387
Aquimarina sp. 38V, Amphilectus fucorum, JN039188
Marine sponge bacterium plateOTU22, Haliclona sp., EU346509

Aquimarina sp. Aq85, Sarcotragus spinosulus, HE818251
Aquimarina sp. Aq103, Sarcotragus spinosulus, HE818265

Flavobacteriaceae bacterium SW058, AF493683
Aquimarina muelleri, AY608406

Sponge bacterium Ex26, Halichondria panicea, AY948371
Aquimarina sp. Aq77, Sarcotragus spinosulus, HE818243
Aquimarina sp. Aq345, Sarcotragus spinosulus, HE818381
Aquimarina sp. Aq349, Sarcotragus spinosulus, HE818385

Aquimarina megaterium DN30_1H2, Aplysina aerophoba, KP769437
uncultured Flavobacterium sp., Tethya aurantium, AM259874

Flavobacterium sp. S4487, FJ457299
Aquimarina sp. Aq107, Sarcotragus spinosulus, HE818268

Aquimarina amphilecti 92V, Amphilectus fucorum, JX050189
Aquimarina amphilecti strain 92V, Amphilectus fucorum, JN039190

Aquimarina latercula, M58769
Aquimarina sp. Aq132, Ircinia variabilis, HE818115
Aquimarina sp. Aq135, Ircinia variabilis, HE818118
Aquimarina sp. Aq141, Ircinia variabilis, HE818122
Aquimarina sp. Aq142, Ircinia variabilis, HE818123
Flavobacteriaceae bacterium GUDS967, Rhabdastrella globostellata, KF282355
Flavobacteriaceae bacterium GUDS991, Rhabdastrella globostellata, KF282360

uncultured Flavobacteriaceae bacterium, Axinella corrugata, EF092215
Flavobacteriaceae bacterium GUDS970 , Rhabdastrella globostellata, KF282417

Aquimarina intermedia, AM113977
Flavobacteriaceae bacterium 04OKA−17−12, AB270586

Flavobacteriaceae bacterium GUDS944, Rhabdastrella globostellata, KF282354
Aquimarina spongiae strain A6, marine sponge, FJ348470
sponge bacterium IS16, Ircinia strobilina, EU332880
Flavobacteria bacterium GUDS932, Rhabdastrella globostellata, KF282352
Flavobacteria bacterium B6 ZZ−2008, Tedania anhelans, FM180520
sponge bacterium IS10, Ircinia strobilina, EU332883

Aquimarina sp. TSAR36, Theonella swinhoei, KC854361
Flavobacteriaceae bacterium GUDS977 , Rhabdastrella globostellata, KF282421
Flavobacteriaceae bacterium ZC1, Porphyra haitanensis, FJ750453

Flavobacterium sp. UST020129−011, AY241446
Salegentibacter sp. S3CA, Asbestopluma hypogea, KF188482

Salegentibacter agarivorans, DQ191176
Salegentibacter sp. 24La, Eurypon major, JN040595
Salegentibacter salegens, M92279

Salegentibacter flavus, AY682200
Salegentibacter sp. W069, EU203331

Sufflavibacter sp. 85V, Amphilectus fucorum, JN039184
Flavobacteria bacterium FB1, Haliclona simulans (marine sponge), EU768818

Mesonia mobilis, DQ367409
uncultured Bacteroidetes bacterium, Haliclona simulans, EU350889
Mesonia sp. J873, Pseudoceratinidae sp., AY371419

Psychroflexus torquis, U85881
Flavobacteriaceae bacterium G847, Axinellidae sp., Coelosphaeridae sp., Pachastrelli, AY368518

Flavobacteriaceae bacterium P99−3, AB106141
Nonlabens tegetincola, AY987349

Stenothermobacter spongiae, DQ064789
Flavobacteriaceae bacterium P100, EU195944

Nonlabens arenilitoris DN166_3E9, Aplysina aerophoba, KP769429
Gillisia myxillae UST050418−085, Myxilla incrustans, DQ202393
Gillisia sp. UST050418−077, Myxilla incrustans (marine sponge) , FJ596385

Salegentibacter sp. UST050418−085, Myxilla incrustans (marine sponge), FJ596389
Gillisia sp. NP10, EU196346

marine psychrophile IC148, AF001373
uncultured bacterium, EU735617

Flavobacteriaceae bacterium MOLA 459, AM990722
uncultured bacterium, Haliclona cf. Gellius sp. (marine sponge), EU236412
uncultured bacterium, marine sponge Ectyoplasia ferox, EF159764

Flavobacteriaceae bacterium GUDS910, Rhabdastrella globostellata, KF282348
marine bacterium CS−1, EF040536

Marine sponge bacterium PLATEdelici−, Haliclona sp., EU346572
Krokinobacter diaphorus, AB198089
Bacterium GAA31, Halichondria panicea, KP684321

Flavobacteriaceae bacterium 17L, Eurypon major, JN040572
Bacterium DA65, Halichondria panicea, KP684290

Bacterium DA66, Halichondria panicea, KP684291
Bacterium DA93, Halichondria panicea, KP684298

uncultured bacterium, Haliclona cf. Gellius sp. (marine sponge), EU236389
Flavobacteriaceae bacterium GMD185, marine sponge, DQ660391
Flavobacteriaceae bacterium GMD203, marine sponge, DQ660389
Flavobacteriaceae bacterium GMD102, marine sponge, DQ660394

Flavobacteriaceae bacterium NHD020, DQ993336
Flavobacterium sp. LW29, GU073292

Flavobacterium antarcticum, AY581113
Flavobacterium sp. KOPRI 25160, FJ544918

Flavobacterium aquatile, M62797
Flavobacterium sp. 3A5, AF368756

Flavobacteriaceae bacterium D11−24b1, AM403225
Bacterium enrichment culture clone ARC2LOD13, Halichondria panicea, KP684441

uncultured bacterium, Rhopaloeides odorabile, EU183921
uncultured bacterium, Rhopaloeides odorabile, EU183925
Flavobacteriaceae bacterium 47V, Amphilectus fucorum, JN039183

Myroides sp. UST050418−261, Haliclona rufescens (marine sponge ), FJ596350
Myroides profundi, EU204978

Coenonia anatina, Y17612
uncultured bacterium, Tursiops truncatus, FJ960039

Joostella sp. S7CA, Asbestopluma hypogea, KF188486
Flavobacteriales bacterium GUDS1182, Rhabdastrella globostellata, KF282376

Bacterium enrichment culture clone ARC1LOD19, Halichondria panicea, KP684438
Flavobacteriales bacterium GUDS1206, Rhabdastrella globostellata, KF282503

Bacterium enrichment culture clone ARC1LOD20, Halichondria panicea, KP684439
Flavobacterium sp. R564, marine sponge (Phylum Porifera), AY367761
Joostella marina, EF660761

Leptobacterium flavescens, AB362216
Leptobacterium flavescens, AB362212
Leptobacterium flavescens, AB362217
Leptobacterium flavescens, AB362213
Leptobacterium flavescens, AB362214
Leptobacterium flavescens, AB362215

uncultured bacterium, marine sponge Xestospongia muta, EF159892
Bacterium GAA32, Halichondria panicea, KP684322

marine bacterium CS−31, EF040548
Marine sponge bacterium PLATEdelici−, Haliclona sp., EU346638
Cellulophaga lytica, AB032512
Marine sponge bacterium PLATEdelici−, Haliclona sp., EU346571

Cellulophaga sp. BSw21516A, GQ358939
Cytophaga sp. UST050418−392, Clathria pennata (marine sponge), FJ596445

Cellulophaga sp. UST050418−418, Halichondria panicea (marine sponge), FJ596461
Cellulophaga baltica, AJ005972

Aureimarina marisflavi, EF108215
unidentified bacterium, Halichondria panicea, Z88574

Sediminicola luteus, AB206957
uncultured Bacteroidetes bacterium, EF414188
uncultured Bacteroidetes bacterium, EF414168

uncultured bacterium, Aplysinella rhax (marine sponge), EU352739
uncultured bacterium, Aplysinella rhax (marine sponge), EU352740

uncultured Flavobacteriaceae bacterium, Axinella corrugata, EF092198
marine bacterium CS−46, EF040558

uncultured Bacteroidetes bacterium, Delisea pulchra, DQ269077
Bacteroidetes bacterium A973, marine sponge (Porifera), AY371406

Bacteroidetes bacterium GMD16C04, AY162110
uncultured bacterium, Kirkpatrickia varialosa, AY321386

uncultured Bacteroidetes bacterium, AY274858
uncultured bacterium, Haliclona cf. Gellius sp. (marine sponge), EU236393
uncultured bacterium, Haliclona cf. Gellius sp. (marine sponge), EU236413

uncultured Flavobacteriaceae bacterium, Axinella corrugata, EF092229
uncultured Flavobacteriaceae bacterium, Axinella corrugata, EF092235

Marine sponge bacterium FILTER4C107, Haliclona sp., EU346446
uncultured bacterium, Haliclona cf. Gellius sp. (marine sponge), EU236375

uncultured bacterium, EU491573
uncultured Bacteroidetes bacterium, DQ482737

Lutaonella thermophila, EU287913
uncultured bacterium, Haliclona cf. Gellius sp. (marine sponge), EU236346

Gilvibacter sediminis, AB255368
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Flavobacterium sp. E966, marine sponge; Porifera, AY368517
Flavobacterium sp. MPCa5SU_Cu08, EF414036
Gaetbulibacter sp. CNURIC 014, FJ490367
Flavobacterium sp. MPCa5SU_Cu11, EF414043

Sediminibacter furfurosus, AB255369
uncultured Bacteroidetes bacterium, GU061247
Flavobacteria bacterium ’BSD S1 20’, AY259508

uncultured bacterium, Pestarella tyrrhena, DQ890442
uncultured bacterium, Rhopaloeides odorabile, EU183914
uncultured bacterium, Rhopaloeides odorabile, EU183941

uncultured bacterium, Rhopaloeides odorabile, EU183931
Bacteroidetes bacterium N9mIS13, Ircinia strobilina, EF629579

uncultured bacterium, Rhopaloeides odorabile, EU183892
uncultured bacterium, Montastraea faveolata, FJ203545
uncultured Bacteroidetes bacterium, Xestospongia sp., EU315551

Sponge bacterium Ex5, Halichondria panicea, AY948365
Bacteroidetes bacterium UL2, Ulva sp., AM180737

Sponge bacterium Ex9, Halichondria panicea, AY948369
Winogradskyella arenosi, AB438962

Bacterium GAA29, Halichondria panicea, KP684320
Marine sponge bacterium FILTER11C227m, Haliclona sp., EU346430

Winogradskyella echinorum, EU727254
Bacterium FTA42, Halichondria panicea, KP684307

Psychroserpens aff. Burtonensis, Halichondria panicea, Y17132
Psychroserpens sp. MEBiC05023, sponge, EU581702

Gelidibacter mesophilus, AJ344134
Subsaximicrobium wynnwilliamsi, AY693997

Psychroserpens mesophilus, DQ001321
Psychroserpens burtonensis, U62912

Bacteroidetes bacterium N3mIS1, Ircinia strobilina, EF629549
Bacteroidetes bacterium N3mIS10, Ircinia strobilina, EF629558
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Flavobacteriaceae bacterium 43Lb, Eurypon major, JN040584
Bacteroidetes bacterium GUDS1233, Rhabdastrella globostellata, KF282383
Flavobacteriales bacterium GUDS1278, Rhabdastrella globostellata, KF282388
Flavobacteriales bacterium GUDS1223, Rhabdastrella globostellata, KF282513

marine bacterium CS−24, EF040545
Flavobacterium sp. L303, marine sponge (Porifera), AY371412

Sediminitalea flava, AB294106
uncultured Bacteroidetes bacterium, EF414078

Gaetbulibacter sp. EM39, EU443204
Flavobacteriaceae bacterium DOKDO 020, DQ191181

uncultured Bacteroidetes bacterium, Sepia officinalis, AM162577
Marine sponge bacterium PLATEmucin+, Haliclona sp., EU346568

Marine sponge bacterium FILTER11C226m, Haliclona sp., EU346429
Marine sponge bacterium PLATEmarine+, Haliclona sp., EU346604
uncultured Bacteroidetes bacterium, Ircinia strobilina, EF629693

Flavobacteriaceae bacterium MEBiC05063, sponge, EU581699
Flavobacteriaceae sp. DN105_1H3, Aplysina aerophoba, KP769431
Flavobacteriaceae bacterium TJD809, DQ993346

Flavobacteriaceae bacterium SW325, AF493690
Marine sponge bacterium PLATEcassta+, Haliclona sp., EU346553

uncultured bacterium, AY375149
Bacteroidetes bacterium R8−Ret−T53−23g, Phakellia ventilabrum, AM117936
Psychroserpens burtonensis, AY771723
Lacinutrix mariniflava, DQ167239

Flavobacteriaceae sp. DN112_6A5, Aplysina aerophoba, KP769444
Lacinutrix copepodicola, AB261015
Lacinutrix sp. MEBiC01653, sponge, EU581705
Bacteroidetes bacterium R8−Ret−T12−11d, Phakellia ventilabrum, AM117935

Lacinutrix copepodicola, AY694001
Psychroserpens mesophilus, EU000224
Psychroserpens sp. TB 39, Anoxycalyx (Scolymastra) joubini; Antarctic sponge, EU237131
Flavobacteriaceae bacterium TB 48, Anoxycalyx (Scolymastra) joubini; Antarctic sponge, EU237133

Marine sponge bacterium plateOTU3, Haliclona sp., EU346490
Formosa sp. TB 65, Anoxycalyx (Scolymastra) joubini; Antarctic sponge, EU237139

Formosa sp. UST050418−061, Halichondria panicea (marine sponge ), FJ596364
Gelidibacter sp. UL5, Ulva sp., AM180740

Olleya marilimosa, AY586527
Olleya sp. L−4, FJ886713

Olleya sp. UST050418−038, Haliclona rufescens (marine sponge),  FJ596337
marine psychrophile SW17, AF001368

uncultured Bacteroidetes bacterium, GQ350480
uncultured Bacteroidetes bacterium, EF414069

uncultured Cytophaga sp., AB015545
uncultured bacterium, Gorgonia ventalina (coral), GU118405

uncultured bacterium, Haliclona cf. Gellius sp. (marine sponge), EU236396
Psychroserpens sp. UST050418−031, Haliclona rufescens (marine sponge), FJ596333
uncultured bacterium, FJ716956

Actinobacterium W072, Geodia sp. (sponge), EU203326
Formosa sp. W076, Geodia sp. (sponge), EU203327

Mesoflavibacter zeaxanthinifac, AB265181
Bacteroidetes bacterium J879, marine sponge, Porifera, AY370005

uncultured Bizionia sp., Dysidea avara (Schmidt), DQ274137
uncultured Bizionia sp., Dysidea avara (Schmidt), DQ274133

uncultured Bizionia sp., Dysidea avara (Schmidt), DQ274132
uncultured Bizionia sp., Dysidea avara (Schmidt), DQ274150

Bizionia paragorgiae, Paragoria arborea, AY651070
uncultured Bizionia sp., Dysidea avara (Schmidt), DQ274144
uncultured Bizionia sp., Dysidea avara (Schmidt), DQ274146
Bizionia sp. C−3, Craniella australiensis (Carter), DQ180153
Gelidibacter sp. 13−4, AF513399

Bizionia saleffrena, AY694005
Formosa spongicola A2, marine sponge, FJ348469

uncultured Bacteroidetes bacterium, Haliclona simulans, EU350885
Bizionia argentinensis, EU021217

Marine sponge bacterium FILTEROTU10, Haliclona sp., EU346396
Marine sponge bacterium plateOTU24, Haliclona sp., EU346511

Algibacter mikhailovii, AM491809
Marine sponge bacterium PLATEchitin+, Haliclona (gellius) sp., EU346566
Marine sponge bacterium FILTER14C116, Haliclona sp., EU346414

Bacterium RHA20, Halichondria panicea, KP684412
Algibacter sp. Mac16, DQ357756

Gelidibacter sp. ’BSD S2 05’, AY259512
Bacterium RHA16, Halichondria panicea, KP684410

Flaviramulus basaltis, DQ361033
uncultured bacterium, EU287356
marine metagenome, AACY020466212

uncultured Flavobacterium sp., Tethya aurantium, AM259823
uncultured bacterium, Montastraea faveolata, FJ202367
uncultured bacterium, Rhopaloeides odorabile, EU183994

uncultured bacterium, Montastraea faveolata, FJ203173
uncultured bacterium, Rhopaloeides odorabile, EU183932
uncultured bacterium, Rhopaloeides odorabile, EU183967

Bacteroidetes bacterium R634, Axinellidae sp., Coelosphaeridae sp., Scleritoderm, AY371445
marine bacterium CON−A2, EF100858

Kordia sp. Kd111, Sarcotragus spinosulus, HE818272
Bacteroidetes bacterium N03AW1, EF629843
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Tenacibaculum sp. S9AQ, Asbestopluma hypogea, KF188476
Tenacibaculum sp. S10AQ, Asbestopluma hypogea, KF188477

Tenacibaculum sp. AU184, Scopalina sp., LN878486
Tenacibaculum sp. AU702, Scopalina sp., LN878545

Tenacibaculum discolor, Solea senegalensis, AM411030
Tenacibaculum mesophilum HNS042, Mycale sp., JN128276
Tenacibaculum sp. AU757B, Cymbastela concentrica, LN878468

Tenacibaculum mesophilum, AB032503
Tenacibaculum sp. UST020129−001, AY241447

Tenacibaculum lutimaris HNS043, Mycale sp., JN128277
Tenacibaculum mesophilum HNS044, Mycale sp., JN128278
Tenacibaculum sp. AU768, Cymbastela concentrica, LN878418

Cytophagaceae bacterium GUDS934, Rhabdastrella globostellata, KF282409
Cytophagaceae bacterium GUDS978 , Rhabdastrella globostellata, KF282422
Cytophagaceae bacterium GUDS1045 , Rhabdastrella globostellata, KF282435
Cytophaga sp. JL063, sponge (Neofibularia sp.), DQ869303
Cytophaga sp. T−551, AB073586

Flavobacteriaceae bacterium GUDS905, Rhabdastrella globostellata, KF282399
Cytophagaceae bacterium GUDS1203, Rhabdastrella globostellata, KF282500
Tenacibaculum skagerrakense, AF469612
Tenacibaculum litopenaei, DQ822567
uncultured Flavobacteriaceae bacterium, Axinella corrugata, EF092238
Flexibacter echinicida, AY006466
uncultured Flexibacter sp., EF414150

Tenacibaculum sp. Tb79, Sarcotragus spinosulus, HE818245
Tenacibaculum sp. Tb90, Sarcotragus spinosulus, HE818256
Tenacibaculum sp. 35V, Amphilectus fucorum, JN039185
Tenacibaculum sp. MOLA 512, AM990737
Tenacibaculum sp. MOLA 533, AM990757

uncultured Flavobacterium sp., Tethya aurantium, AM259865
Tenacibaculum aiptasiae, EF416572

Flexibacter aurantiacus subsp. copepodarum, AB078044
Tenacibaculum sp. WEXT4, AB274770
Flexibacter sp. S4475, FJ457298

Cytophaga sp. H406, marine sponge (Phylum Porifera), AY367750
uncultured Flavobacterium sp., Tethya aurantium, AM259867
uncultured Flavobacterium sp., Tethya aurantium, AM259866

Tenacibaculum lutimaris HNS040, Mycale sp., JN128274
Tenacibaculum lutimaris HNS041, Mycale sp., JN128275

Sponge bacterium Zo6, Halichondria panicea, AY948374
Tenacibaculum sp. 33Va, Amphilectus fucorum, JN039186

Bacterium FTA19, Halichondria panicea, KP684304
Bacterium GAA33, Halichondria panicea, KP684323

Bacterium PSA08, Halichondria panicea, KP684360
Tenacibaculum sp. HJ103, marine sponge, DQ660385

Tenacibaculum sp. UST010723−003, AY241398
Tenacibaculum maritimum, M64629

Sponge bacterium Ex4, Halichondria panicea, AY948364
Polaribacter butkevichii, AY189722

Polaribacter sp. S−6, DQ978987
Polaribacter sp. UST050418−349, Haliclona foraminosa (marine s ponge), FJ596426

Flavobacteriaceae bacterium G1B2, AY285943
Polaribacter sp. MGP−9, AF530135

uncultured bacterium, Mycale acerata, AY321405
Polaribacter irgensii, M61002

uncultured bacterium, Kirkpatrickia varialosa, AY321390
Polaribacter franzmannii, U14586

Polaribacter dokdonensis, DQ004686
Polaribacter sp. S11CA, Asbestopluma hypogea, KF188490
Polaribacter sp. S28CA, Asbestopluma hypogea, KF188507
Polaribacter sp. a500, FN433005

marine bacterium CS−25, EF040546
uncultured Flavobacterium sp., Tethya aurantium, AM259822

Polaribacter sp. K17−16, FJ425213
Tenacibaculum sp. D38BY, EU021293

uncultured Flavobacteria bacterium, EF202335
uncultured Flavobacterium sp., Tethya aurantium, AM259819
uncultured Flavobacteriaceae bacterium, EU394574
uncultured Flavobacterium sp., Tethya aurantium, AM259820
uncultured Flavobacterium sp., Tethya aurantium, AM259821

uncultured bacterium, DQ015841
uncultured bacterium, Petrosia ficiformis (marine sponge), GQ258080

Sponge bacterium Zo9, Halichondria panicea, AY948376
Marine sponge bacterium PLATEcassta−, Haliclona sp., EU346583
marine bacterium CS−15, EF040540

Flexibacter sp. OUB39, Heterocapsa circularisquama, AB058913
uncultured bacterium, FJ644616

uncultured Flavobacteriaceae bacterium, Axinella corrugata, EF092184
Lutibacter litoralis, AY962293
Lutibacter sp. S7−2, FJ598048

uncultured Flavobacterium sp., Tethya aurantium, AM259868
uncultured Flavobacterium sp., Tethya aurantium, AM259869
uncultured Flavobacterium sp., Tethya aurantium, AM259870
uncultured Flavobacterium sp., Tethya aurantium, AM259871
uncultured bacterium, FJ545483

Croceimarina litoralis, EF108214
uncultured bacterium, EF646122

uncultured Bacteroidetes bacterium, GQ348085
uncultured bacterium, Haliclona cf. Gellius sp. (marine sponge), EU236356

uncultured bacterium, FJ716921
Antarcticum aff. Vesiculatum, Halichondria panicea, Y17133

uncultured bacterium, AY922235
Lutimonas sp. MOLA 107, AM990881
uncultured Flavobacterium sp., Tethya aurantium, AM259872
uncultured bacterium, EU287278
uncultured Bacteroidetes bacterium, EU350901

Marine sponge bacterium FILTEROTU21, Haliclona sp., EU346407
Marine sponge bacterium PLATESPLO62, Haliclona sp., EU346635
Marine sponge bacterium plateOTU33, Haliclona sp., EU346520

Marine sponge bacterium FILTER4B214m, Haliclona sp., EU346435
uncultured Flavobacterium sp., Tethya aurantium, AM259873
Marine sponge bacterium FILTEROTU16, Haliclona sp., EU346402
uncultured bacterium, FJ264745

Marine sponge bacterium FILTER4C133m, Haliclona sp., EU346439
Bacterium PSA60, Halichondria panicea, KP684366
uncultured bacterium, Rhopaloeides odorabile, EU183996

uncultured bacterium, DQ832639
Marine sponge bacterium FILTER4C138m, Haliclona sp., EU346442

uncultured bacterium, EU491713
Marine sponge bacterium FILTER11C204m, Haliclona sp., EU346424
Tenacibaculum marinus, EU290161

Fulvibacter tottoriensis, AB294107
Candidatus Sulcia muelleri, Desudaba danae, EU646079

uncultured Bacteroidetes bacterium, Chondrilla nucula, AM259925
uncultured Bacteroidetes bacterium, Haliclona simulans, EU350883

uncultured Cytophagales bacterium, AF354617
uncultured bacterium, Kirkpatrickia varialosa, AY321391

uncultured bacterium, AJ318122
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uncultured bacterium, Montastraea faveolata, FJ202312
uncultured Bacteroidetes bacterium, Siderastrea siderea, EF123557
uncultured bacterium, Montastraea faveolata, FJ202201

uncultured bacterium, Rhopaloeides odorabile, EU183899
uncultured bacterium, Rhopaloeides odorabile, EU183937

uncultured bacterium, Rhopaloeides odorabile, EU183959
uncultured bacterium, Rhopaloeides odorabile, EU184004
marine bacterium r55, Montipora sp., AB470951

uncultured bacterium, Rhopaloeides odorabile, EU183922
Bacteroidetes bacterium JC2469, FJ394546
uncultured bacterium, Montastraea faveolata, FJ202133

uncultured bacterium, Montastraea faveolata, FJ202998
uncultured bacterium, Rhopaloeides odorabile, EU183897
uncultured bacterium, Rhopaloeides odorabile, EU183952
uncultured bacterium, Rhopaloeides odorabile, EU183912
uncultured bacterium, Rhopaloeides odorabile, EU183936
uncultured bacterium, Rhopaloeides odorabile, EU183911
uncultured bacterium, Rhopaloeides odorabile, EU183973
uncultured bacterium, Rhopaloeides odorabile, EU183964
uncultured bacterium, Rhopaloeides odorabile, EU184005

uncultured bacterium, Aplysina aerophoba, EU267125
uncultured bacterium, Montastraea faveolata, FJ202154
uncultured bacterium, Montastraea faveolata, FJ202908

uncultured bacterium, Rhopaloeides odorabile, EU183924
uncultured Bacteroidetes bacterium, FJ664779

uncultured bacterium, Montastraea faveolata, FJ202430
uncultured bacterium, Montastraea faveolata, FJ202814

uncultured bacterium, Rhopaloeides odorabile, EU183989
uncultured bacterium, Rhopaloeides odorabile, EU183971
uncultured bacterium, Rhopaloeides odorabile, EU183970

uncultured bacterium, Rhopaloeides odorabile, EU183920
uncultured bacterium, Aplysina aerophoba, EU267149

Prevotella denticola, AY323524
Prevotella ruminicola, AF218618

Prevotella intermedia, L16468
uncultured bacterium, Agelas robusta, GQ215669

Prevotella brevis, AJ011682
Prevotella ruminicola, L16482

Prevotella bryantii, AF396925
Prevotella tannerae, AJ005634

Bacteroides coprophilus, AB260026
Prevotella zoogleoformans, L16488

Bacteroides vulgatus, M58762
uncultured bacterium, Speothos venaticus, EU463336

Bacteroides massiliensis, AY126616
Bacteroides thetaiotaomicron, AE015928

Bacteroides thetaiotaomicron, AB050109
Bacteroides fragilis, X83938

Bacteroides acidifaciens, AB021164
Barnesiella intestinihominis, AB370251

uncultured bacterium UASB_TL54, AF254396
Butyricimonas virosa, AB443949

Odoribacter splanchnicus, L16496
uncultured bacterium, Montastraea faveolata, FJ202953
uncultured Bacteroidetes bacterium, EF414096

uncultured bacterium, Rhopaloeides odorabile, EU183935
Cytophaga fermentans, M58766

Cytophagaceae bacterium GUDS1294, Rhabdastrella globostellata, KF282390
Bacterium enrichment culture clone PF1ANA08, Halichondria panicea, KP684461

Bacterium enrichment culture clone PF1ANA11, Halichondria panicea, KP684467
Prolixibacter bellariivorans, AY918928

uncultured bacterium, EF645953
Alistipes putredinis, L16497
uncultured Bacteroidetes bacterium, marine sponge Antho chartacea, EF076239

Alistipes onderdonkii, AY974071
uncultured bacterium, Aplysina aerophoba, EU267135

uncultured bacterium, Aplysina aerophoba, EU267151
uncultured Bacteroidales bacterium, Macrotermes gilvus, AB234427

uncultured Bacteroidetes bacterium, Mycale armata, EU919056
uncultured Bacteroidetes bacterium, Mycale armata, EU919072

uncultured Bacteroidetes bacterium, EF414200
uncultured symbiont bacterium of Aplysina cavernic, Aplysina cavernicola; sponge, AY180076

Cryomorpha ignava, AF170738
uncultured bacterium, AY942779
uncultured organism, DQ395552
uncultured Bacteroidetes bacterium, AY225660

uncultured bacterium, Synoicum adareanum (tunicate), FJ169196
uncultured Flavobacteriaceae bacterium, Axinella corrugata, EF092242

uncultured bacterium, Haliclona cf. Gellius sp. (marine sponge), EU236386
uncultured bacterium, marine sponge Xestospongia muta, EF159878

uncultured Flavobacteria bacterium, AM279203
uncultured bacterium, GU119452
uncultured Bacteroidetes bacterium, Svenzea zeai, FJ529361

uncultured Bacteroidetes bacterium, Svenzea zeai, FJ529366
uncultured Bacteroidetes bacterium, AY274868
unidentified bacterium, Halichondria panicea, Z88577

Brumimicrobium sp. P99, EU195945
uncultured bacterium, Latrunculia apicalis, AY321399

Cytophaga sp. C−4, Craniella australiensis (Carter), DQ180154
uncultured Bacteroidetes bacterium, AF507867

uncultured bacterium, marine sponge Ectyoplasia ferox, EF159769
Fluviicola taffensis, AF493694
uncultured bacterium, GQ340146
uncultured Bacteroidetes bacterium, EF414222

Cryomorphaceae bacterium Haldis−1, FJ424814
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Crocinitomix catalasitica, M58791
uncultured bacterium, Haliclona cf. Gellius sp. (marine sponge), EU236348

uncultured Flavobacteriaceae bacterium, Axinella corrugata, EF092209
uncultured bacterium, EU570843

uncultured Bacteroidetes bacterium, Mycale laxissima kept a recirculating aquaculture, EF630199
uncultured Bacteroidetes bacterium, Haliclona simulans, AM422912

uncultured bacterium, Kirkpatrickia varialosa, AY321388
uncultured Bacteroidetes bacterium, AM279204

Flavobacterium sp. K429, marine sponge (Phylum Porifera), AY36 7760
Sphingobacterium mizutaii, FJ194520

Sphingobacterium sp. R550, Unidentified demospongiae, AF489284
Sphingobacterium sp. TSAR21, Theonella swinhoei, KC854376

Sphingobacterium multivorum, AB100739
Pseudosphingobacterium domesti, AM407725

Sphingobacterium comitans, X91814
uncultured bacterium, FJ644589
uncultured Bacteroidetes bacterium, Ircinia strobilina, EF629703
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Figure S4-D. 16S rRNA gene-based phylogeny of sponge-associated Bacteroidetes. Details are as provided for Figure S1
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Bacteroidetes bacterium N2yML1, Mycale laxissima kept in a flow−through aquaculture, EF629831
Bacteroidetes bacterium N1mML10c, Mycale laxissima kept in a recirculating aquaculture, EF629864
uncultured Bacteroidetes bacterium, Mycale laxissima kept a recirculating aquaculture, EF630186
uncultured Bacteroidetes bacterium, Mycale laxissima kept a recirculating aquaculture, EF630189
uncultured Bacteroidetes bacterium, Mycale laxissima kept a recirculating aquaculture, EF630191
uncultured Bacteroidetes bacterium, Ircinia strobilina, EF629684
uncultured Bacteroidetes bacterium, Mycale laxissima kept a recirculating aquaculture, EF630207
uncultured Bacteroidetes bacterium, Mycale laxissima kept a recirculating aquaculture, EF630205
uncultured Bacteroidetes bacterium, Ircinia strobilina, EF629683
Bacteroidetes bacterium N3mML6, Mycale laxissima kept in a recirculating aquaculture, EF629874

uncultured Bacteroidetes bacterium, Mycale laxissima kept a recirculating aquaculture, EF630192
uncultured Bacteroidetes bacterium, Mycale laxissima kept a recirculating aquaculture, EF630198
Bacteroidetes bacterium N1mML4, Mycale laxissima kept in a recirculating aquaculture, EF629858

uncultured bacterium, Rhopaloeides odorabile, EU335080
uncultured bacterium, Montastraea faveolata, FJ203593

Bacteroidetes bacterium N04ML10, Mycale laxissima, EF629855
Bacteroidetes bacterium N3mML1, Mycale laxissima kept in a recirculating aquaculture, EF629869

Fabibacter halotolerans, marine sponge, DQ080995
Flexibacteraceae bacterium CL−GR63, EF211828

bacterium DG1129, AY258133
uncultured Bacteroidetes bacterium, EF630211

uncultured bacterium, FJ644584
Marine sponge bacterium liquidOTU3, Haliclona sp., EU346449
Roseivirga ehrenbergii, AY739663
Flexibacteraceae bacterium JL007, sponge (Vetulina sp.), DQ869296
Flexibacteraceae bacterium R966, sponge (Geodia sp.), DQ869301
Flexibacteraceae bacterium R966, marine sponge (Porifera), AY371413
Roseivirga echinicomitans, AY753206

Flexibacter sp. F981, Halichondriidae sp., Pseudoceratinidae sp., AY367762
Roseivirga spongicola, marine sponge, DQ080996

uncultured Flexibacter sp., Tethya aurantium, AM259884
uncultured Flexibacter sp., Tethya aurantium, AM259887
uncultured Flexibacter sp., Tethya aurantium, AM259883
uncultured Flexibacter sp., Tethya aurantium, AM259888
uncultured Flexibacter sp., Tethya aurantium, AM259885

uncultured Flexibacter sp., Tethya aurantium, AM259881
uncultured Flexibacter sp., Tethya aurantium, AM259882
uncultured Flexibacter sp., Tethya aurantium, AM259889
uncultured Flexibacter sp., Tethya aurantium, AM259890
uncultured Flexibacter sp., Tethya aurantium, AM259886
uncultured Flavobacterium sp., Tethya aurantium, AM259880
Ekhidna lutea, AM746475

uncultured Bacteroidetes bacterium, EF414083
uncultured bacterium, Montastraea faveolata, FJ203195

uncultured bacterium, Haliclona cf. Gellius sp. (marine sponge), EU236411
uncultured Flexibacter sp., Tethya aurantium, AM259891

uncultured Flexibacter sp., Tethya aurantium, AM259826
Bacteroidetes bacterium S923, Pachastrellidae sp., AY371438

Flexibacteraceae bacterium K439, marine sponge (Phylum Porifera), AY367763
marine CFB−group bacterium MBIC01599, AB086624
Bacteroidetes bacterium K383, Verongida sponge, AF489285

Algoriphagus antarcticus, AJ577141
Cytophaga sp. CP1, Haliclona simulans (marine sponge), EU768822

Cyclobacterium lianum, DQ534063
Flexibacter tractuosus, M58789

uncultured Bacteroidetes bacterium, Mycale laxissima kept a recirculating aquaculture, EF630197
uncultured organism, EU245340

bacterium DG873, AY258118
Marinoscillum furvescens, AB078079

Marinoscillum pacificum, marine sponge, DQ660388
uncultured bacterium, Haliclona cf. Gellius sp. (marine sponge), EU236380

uncultured bacterium, Haliclona cf. Gellius sp. (marine sponge), EU236360
uncultured bacterium, Haliclona cf. Gellius sp. (marine sponge), EU236343

uncultured Bacteroidetes bacterium, Mycale laxissima kept a recirculating aquaculture, EF630184
uncultured Bacteroidetes bacterium, Mycale laxissima, EF630166

uncultured Bacteroidetes/Chlorobi group bacterium, DQ431893
uncultured Bacteroidetes bacterium, Mycale laxissima, EF630183
uncultured bacterium, Sphaerotylus antarcticus, AY321414

uncultured Bacteroidetes bacterium, AJ441237
uncultured bacterium, Montastraea faveolata, FJ203403
uncultured Bacteroidetes bacterium, EF414154

uncultured bacterium, EU801449
uncultured bacterium, Haliclona cf. Gellius sp. (marine sponge), EU236350

uncultured Bacteroidetes bacterium, Mycale laxissima kept a recirculating aquaculture, EF630206
uncultured bacterium, EU491719

uncultured Flexibacteraceae bacterium, Axinella corrugata, EF092199
uncultured bacterium, Haliclona cf. Gellius sp. (marine sponge), EU236347

Reichenbachiella agariperforan, AB058919
uncultured Bacteroidetes bacterium, EF414091

uncultured Flexibacteraceae bacterium, Montastrea faveolata, FJ425608
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uncultured Bacteroidetes bacterium, EF414075
uncultured Bacteroidetes bacterium, EF414094
uncultured bacterium, Montastraea faveolata (coral), GU118611

uncultured Bacteroidetes bacterium, EF414068
uncultured Flexibacteraceae bacterium, Axinella corrugata, EF092244

uncultured bacterium, Rhopaloeides odorabile, EU335074
uncultured Flexibacteraceae bacterium, Axinella corrugata, EF092163

uncultured bacterium, AB250565
uncultured Flexibacteraceae bacterium, Axinella corrugata, EF092232

uncultured Bacteroidetes bacterium, EF414089
uncultured Cytophaga sp., AB015263

uncultured bacterium, Aplysinella rhax (marine sponge), EU352741
uncultured Bacteroidetes bacterium, Delisea pulchra, DQ269117

uncultured Bacteroidetes bacterium, Mycale laxissima kept a flow−through aquaculture s, EF630178
Cytophaga hutchinsonii, M58768

Hymenobacter deserti, EU325941
uncultured bacterium, Montastraea faveolata, FJ203538
uncultured Bacteroidetes bacterium, EF414086

Flexibacter polymorphus, M58786
uncultured bacterium, Montastraea faveolata, FJ202770

uncultured Bacteroidetes bacterium, AF406540
Marine sponge bacterium PLATEmucin+, Haliclona sp., EU346567

Flammeovirga yaeyamensis, AB247554
Persicobacter diffluens, AB260929

uncultured Bacteroidetes bacterium, Mycale laxissima kept a flow−through aquaculture s, EF630179
uncultured bacterium, Haliclona cf. Gellius sp. (marine sponge), EU236419

uncultured bacterium, Shinkaia crosnieri after rearing, AB476201
uncultured bacterium, Shinkaia crosnieri after rearing, AB476288

uncultured bacterium, Haliclona cf. Gellius sp. (marine sponge), EU236407
uncultured Flavobacterium sp., Tethya aurantium, AM259876

uncultured bacterium, Tursiops truncatus, FJ959553
uncultured Bacteroidetes bacterium, Ircinia strobilina, EF629688

uncultured Bacteroidetes bacterium, Mycale laxissima kept a flow−through aquaculture s, EF630169
uncultured Bacteroidetes bacterium, Mycale laxissima kept a flow−through aquaculture s, EF630168

uncultured Bacteroidetes bacterium, Mycale laxissima kept a flow−through aquaculture s, EF630167
uncultured Bacteroidetes bacterium, Calcinus obscurus, EU246799

uncultured bacterium, DQ154800
uncultured bacterium, FJ644588
uncultured Bacteroidetes bacterium, Mycale laxissima kept a flow−through aquaculture s, EF630177

uncultured Bacteroidetes bacterium, Mycale laxissima kept a flow−through aquaculture s, EF630174
uncultured Bacteroidetes bacterium, Mycale laxissima kept a recirculating aquaculture, EF630200

Lewinella nigricans, EU371936
uncultured bacterium, Haliclona cf. Gellius sp. (marine sponge), EU236397

uncultured Bacteroidetes bacterium, Mycale laxissima kept a recirculating aquaculture, EF630190
Lewinella cohaerens, AF039292

uncultured Sphingobacteriales bacterium, Axinella corrugata, EF092259
uncultured bacterium, Montastraea faveolata, FJ202681

uncultured Saprospiraceae bacterium, DQ109905
uncultured bacterium, EU808097
uncultured Bacteroidetes bacterium, Dysidea sp., EU919102
uncultured Bacteroidetes bacterium, Mycale armata, EU919089

uncultured Bacteroidetes bacterium, Dysidea sp., EU919109
uncultured Bacteroidetes bacterium, Mycale armata, EU919086
uncultured Bacteroidetes bacterium, Dysidea sp., EU919096

uncultured bacterium, AB179500
Sediminibacterium salmoneum, EF407879

Flavisolibacter ginsengiterrae, AB267476
Terrimonas ferruginea, AM230484

Chitinophaga filiformis, AB078049
uncultured Bacteroidetes bacterium, EF630210
uncultured Bacteroidetes bacterium, Mycale laxissima kept a flow−through aquaculture s, EF630180

uncultured marine bacterium, FJ826157
Bacterium enrichment culture clone ARC1LOD09, Halichondria panicea, KP684437
uncultured bacterium, Haliclona cf. Gellius sp. (marine sponge), EU236422

uncultured Sphingobacteriales bacterium, Axinella corrugata, EF092220
uncultured Bacteroidetes bacterium, DQ330420

uncultured Bacteroidetes bacterium, Ircinia strobilina, EF629697
uncultured Bacteroidetes bacterium, EU283531

uncultured Bacteroidetes bacterium, Mycale laxissima kept a recirculating aquaculture, EF630195
uncultured Bacteroidetes bacterium, Mycale laxissima kept a recirculating aquaculture, EF630193

uncultured bacterium, EF632932
Balneola vulgaris, AY576749

uncultured bacterium, EF619124
uncultured Sphingobacteriales bacterium, Axinella corrugata, EF092231

SCC9 29

uncultured Bacteroidetes bacterium, FJ205294
SCC10 7

uncultured bacterium, GU056052
uncultured soil bacterium, AY493957

uncultured Bacteroidetes bacterium, Mycale laxissima kept a recirculating aquaculture, EF630194
uncultured Bacteroidetes bacterium, Mycale laxissima kept a recirculating aquaculture, EF630185

uncultured Bacteroidetes bacterium, Mycale laxissima kept a flow−through aquaculture s, EF630172
uncultured Bacteroidetes bacterium, Mycale laxissima kept a flow−through aquaculture s, EF630171

uncultured bacterium, Pestarella tyrrhena, DQ890437
uncultured Bacteroidetes bacterium, Mycale laxissima kept a flow−through aquaculture s, EF630170

uncultured Cytophaga sp., Erythropodium caribaeorum, DQ889917
uncultured Bacteroidetes bacterium, Mycale laxissima kept a flow−through aquaculture s, EF630181

uncultured Cytophaga sp., AB015543
uncultured Sphingobacteriales bacterium, Axinella corrugata, EF092187

uncultured Bacteroidetes bacterium, AJ567581
Salinibacter ruber, AY531231

uncultured Bacteroidetes bacterium, Mycale laxissima, EF630182
Rhodothermus marinus, AF217494

Outgroup 16
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Figure S4-E. 16S rRNA gene-based phylogeny of sponge-associated Bacteroidetes. Details are as provided for Figure S1
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