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Supplementary Table S1. Divergence time estimated based on distributions of Ks (synonymous substitutions). 
             
Divergence - 
Orthologous Ks             

  

No. of 
duplicat
e pairs 

G (# 
Gaussian 
compone
nts) Chisquare p-value 

mean ln 
(Ks) 

varianc
e ln 
(Ks) 

fractio
n of 
data 

mean 
Ks 

Main 
ortholo
gous Ks 
peak 

Diverge
nce 
time 
(million 
years)*   

Horsegram - Soybean 17924 3 
110.39471

68 
3.74E-

09 

-
1.42890

52 
0.04595

189 
0.53268

009 
0.23957

1061 0.24 14.43   

     

-
1.01248

08 
0.21791

987 
0.45568

819 
0.36331

6545     

          
0.28321

31 
2.55331

582 
0.01163

172 
1.32738

7998       

Horsegram - Barrel 
medic 14835 3 

17.620024
5 

5.23E-
32 

-
0.53235

705 
0.05145

016 
0.51906

165 
0.58721

9232 0.59 35.37   
     - 0.19341 0.43088 0.98691     



0.01316
981 

811 726 6532 

          
1.54749

347 
1.89388

617 
0.05005

109 
4.69967

5529       

Horsegram - Common 
bean 17903 3 

120.27743
65 

1.04E-
04 

-
1.77856

17 
0.04827

958 
0.53502

027 
0.16888

0874 0.17 10.17   

     

-
1.49589

13 
0.24696

245 
0.45435

989 
0.22404

8821     

          
0.23571

41 
3.38082

696 
0.01061

984 
1.26581

2363       

Horsegram - Adzuki 
bean 17024 3 

152.73497
72 

8.48E-
09 

-
1.62299

4 
0.04813

041 
0.56740

146 
0.19730

7076 0.20 11.89   

     

-
1.29156

3 
0.21890

519 
0.41663

127 
0.27484

0871     

          
0.58135

2 
4.22553

279 
0.01596

727 
1.78845

4788       

Horsegram - 
Mungbean 14751 3 

152.04653
92 

3.08E-
13 

-
1.57320

44 
0.05185

789 
0.58168

562 
0.20737

9589 0.21 12.49   

     

-
1.17877

07 
0.24641

069 
0.40144

14 
0.30765

6709     

          
0.74545

14 
3.16118

017 
0.01687

298 
2.10739

2497       
             
* The synonymous substitution rate of 8.3 x 10-9 was extrapolated using an established age of 19.2 million years for the divergence of Phaseolus 



and Glycine of 19.2 Mya (Lavin et al., 2005) 
Lavin, M., Herendeen, P. & Wojciechowski, M. (2005) Evolutionary Rates Analysis of Leguminosae Implicates a Rapid Diversification of 
Lineages during the Tertiary. Syst. Biol 54, 575–594. 
 
 
 
  



Supplementary Table S2. Relative abundance of transcription factors in horsegram and other legumes. 

 
TFs families Horsegram Phaseolus vulgaris Vigna angularis Vigna radiata Medicago Glycine max 
AP2 26 31 27 21 37 99 
ARF 25 31 32 24 65 107 
ARR-B 18 17 16 10 46 55 
B3 29 61 40 25 113 148 
BBR-BPC 4 9 7 5 4 29 
BES1 8 7 5 5 9 19 
bHLH 165 203 192 153 259 548 
bZIP 76 105 122 63 124 352 
C2H2 106 137 135 104 112 321 
C3H 42 52 46 32 90 150 
CAMTA 7 9 12 8 20 24 
CO-like 13 14 14 10 13 40 
CPP 5 6 7 7 9 26 
DBB 11 16 13 8 15 47 
Dof 39 45 38 33 47 97 
E2F/DP 7 14 5 7 12 38 
EIL 12 7 6 5 13 13 
ERF 148 155 253 113 197 338 
FAR1 28 32 25 17 91 138 
G2-like 49 61 65 45 77 222 
GATA 29 35 40 24 53 92 
GeBP 8 5 7 6 6 10 
GRAS 63 63 88 55 75 151 
GRF 6 12 9 7 12 42 



HB-other 8 9 14 11 20 30 
HB-PHD 3 4 3 1 5 16 
HD-ZIP 55 61 59 49 58 180 
HRT-like 1 2 1 1 3 1 
HSF 30 35 19 22 36 81 
LBD 47 53 62 40 67 125 
LFY 1 1 1 1 1 2 
LSD 4 7 7 3 9 18 
M-type_MADS 35 49 51 19 99 87 
MIKC_MADS 19 43 47 27 50 209 
MYB 47 181 120 117 185 430 
MYB_related 79 89 121 85 158 342 
NAC 91 106 115 82 123 269 
NF-X1 3 2 3 1 5 10 
NF-YA 9 19 12 9 16 117 
NF-YB 18 22 31 12 24 58 
NF-YC 14 18 28 13 17 38 
Nin-like 10 15 13 10 21 61 
NZZ/SPL 1 2 0 0 0 0 
RAV 3 3 7 1 3 5 
S1Fa-like 2 2 1 1 4 4 
SAP 2 2 1 1 1 2 
SBP 20 29 28 23 28 111 
SRS 11 13 10 9 12 42 
STAT 1 1 0 0 1 2 
TALE 33 47 35 21 34 133 
TCP 30 31 37 24 27 81 



Trihelix 34 47 37 32 41 104 
VOZ 3 5 4 3 4 26 
Whirly 3 4 4 4 3 18 
WOX 17 18 25 18 21 41 
WRKY 93 102 92 88 140 296 
YABBY 8 9 11 9 8 47 
ZF-HD 21 19 30 15 18 58 

 
 
Supplementary Table S3. Simple sequence repeats predicted in horsegram genome. 
 
Scaffold ID SSR_ID SSR type SSR size scaffold_start scaffold_end SSR_Category 

PHG9_Scaffold_1 1 p2 (AG)8 16 1641 1656 
potentially 
variable 

PHG9_Scaffold_1 2 p3 (TTC)5 15 5614 5628 
potentially 
variable 

PHG9_Scaffold_1 21 p2 (TA)7 14 88346 88359 
potentially 
variable 

PHG9_Scaffold_1 31 p2 (TA)6 12 109096 109107   

PHG9_Scaffold_1 35 p2 (TA)7 14 159240 159253 
potentially 
variable 

PHG9_Scaffold_1 41 p3 (AAT)5 15 217005 217019 
potentially 
variable 

PHG9_Scaffold_1 58 p2 (TA)7 14 303961 303974 
potentially 
variable 

PHG9_Scaffold_1 59 p3 (TTG)5 15 310218 310232 
potentially 
variable 

PHG9_Scaffold_1 65 p2 (TA)9 18 338510 338527 
potentially 
variable 



PHG9_Scaffold_1 73 p3 (ACC)5 15 430828 430842 
potentially 
variable 

PHG9_Scaffold_1 75 p2 (GA)6 12 440871 440882   

PHG9_Scaffold_1 77 p3 (GAG)5 15 460497 460511 
potentially 
variable 

PHG9_Scaffold_2 5 p2 (TA)7 14 11580 11593 
potentially 
variable 

PHG9_Scaffold_2 9 p3 (AAT)5 15 26584 26598 
potentially 
variable 

PHG9_Scaffold_2 10 p2 (AT)6 12 30004 30015   

PHG9_Scaffold_2 19 p3 (TAA)5 15 47359 47373 
potentially 
variable 

PHG9_Scaffold_2 21 p2 (CT)6 12 53014 53025   

PHG9_Scaffold_2 28 p2 (TA)8 16 58910 58925 
potentially 
variable 

PHG9_Scaffold_2 34 p3 (ATA)5 15 77254 77268 
potentially 
variable 

PHG9_Scaffold_2 36 p2 (AT)6 12 78816 78827   

PHG9_Scaffold_2 37 p3 (TCA)5 15 79845 79859 
potentially 
variable 

PHG9_Scaffold_2 38 p3 (TAT)5 15 83178 83192 
potentially 
variable 

PHG9_Scaffold_2 45 p2 (TA)6 12 88278 88289   

PHG9_Scaffold_2 46 p3 (TTA)5 15 88886 88900 
potentially 
variable 

PHG9_Scaffold_2 51 p3 (TAT)5 15 125894 125908 
potentially 
variable 

PHG9_Scaffold_2 52 p2 (TA)7 14 130108 130121 
potentially 
variable 

PHG9_Scaffold_2 55 p3 (TGA)5 15 141853 141867 potentially 



variable 

PHG9_Scaffold_3 3 p3 (ATC)5 15 11198 11212 
potentially 
variable 

PHG9_Scaffold_3 13 p2 (AT)7 14 39446 39459 
potentially 
variable 

PHG9_Scaffold_3 19 p2 (GT)7 14 58233 58246 
potentially 
variable 

PHG9_Scaffold_3 31 p2 (AC)9 18 96581 96598 
potentially 
variable 

PHG9_Scaffold_3 32 p2 (TA)8 16 99964 99979 
potentially 
variable 

PHG9_Scaffold_3 36 p3 (AAG)5 15 132028 132042 
potentially 
variable 

PHG9_Scaffold_3 37 p2 (AT)6 12 132424 132435   

PHG9_Scaffold_3 38 p2 (AT)8 16 133646 133661 
potentially 
variable 

PHG9_Scaffold_4 5 p2 (AT)8 16 2757 2772 
potentially 
variable 

PHG9_Scaffold_4 7 p3 (TTC)5 15 6537 6551 
potentially 
variable 

PHG9_Scaffold_4 20 p2 (AT)6 12 54658 54669   

PHG9_Scaffold_4 21 p2 (AG)7 14 59263 59276 
potentially 
variable 

PHG9_Scaffold_4 31 p2 (TA)9 18 99639 99656 
potentially 
variable 

PHG9_Scaffold_6 5 p6 (GAACCA)5 30 9111 9140 Hypervariable 

PHG9_Scaffold_6 11 p3 (AAT)5 15 39452 39466 
potentially 
variable 

PHG9_Scaffold_6 12 p2 (TA)6 12 40579 40590   
PHG9_Scaffold_6 14 p2 (AT)6 12 47978 47989   



PHG9_Scaffold_6 16 p2 (CT)9 18 54872 54889 
potentially 
variable 

PHG9_Scaffold_6 23 p3 (AAC)5 15 83628 83642 
potentially 
variable 

PHG9_Scaffold_6 24 p2 (TA)9 18 86712 86729 
potentially 
variable 

PHG9_Scaffold_6 32 p3 (GAA)5 15 102716 102730 
potentially 
variable 

PHG9_Scaffold_6 36 p3 (CTT)6 18 110127 110144 
potentially 
variable 

PHG9_Scaffold_6 38 p2 (TG)7 14 110795 110808 
potentially 
variable 

PHG9_Scaffold_6 48 p2 (AT)7 14 139811 139824 
potentially 
variable 

PHG9_Scaffold_6 55 p3 (TTA)5 15 172225 172239 
potentially 
variable 

PHG9_Scaffold_6 56 p3 (TAT)5 15 173879 173893 
potentially 
variable 

PHG9_Scaffold_6 57 p2 (AT)6 12 179803 179814   

PHG9_Scaffold_6 58 p2 (AT)7 14 181098 181111 
potentially 
variable 

PHG9_Scaffold_7 3 p2 (CA)6 12 4360 4371   
PHG9_Scaffold_7 5 p2 (TA)6 12 7545 7556   

PHG9_Scaffold_7 6 p2 (AT)7 14 7961 7974 
potentially 
variable 

PHG9_Scaffold_7 8 p3 (TAT)6 18 12852 12869 
potentially 
variable 

PHG9_Scaffold_7 15 p2 (TA)7 14 27676 27689 
potentially 
variable 

PHG9_Scaffold_7 20 p2 (TA)6 12 60475 60486   



PHG9_Scaffold_7 25 p2 (AG)7 14 71663 71676 
potentially 
variable 

PHG9_Scaffold_7 31 p2 (AT)9 18 97156 97173 
potentially 
variable 

PHG9_Scaffold_7 39 p2 (TA)7 14 125800 125813 
potentially 
variable 

PHG9_Scaffold_7 40 p2 (AT)6 12 126658 126669   

PHG9_Scaffold_7 42 p3 (ATT)5 15 128108 128122 
potentially 
variable 

PHG9_Scaffold_7 46 p2 (AG)6 12 136493 136504   

PHG9_Scaffold_7 50 p2 (TA)7 14 144238 144251 
potentially 
variable 

PHG9_Scaffold_8 3 p2 (TA)6 12 8079 8090   
PHG9_Scaffold_8 7 p2 (TC)6 12 19843 19854   

PHG9_Scaffold_9 7 p3 (AAT)5 15 29114 29128 
potentially 
variable 

PHG9_Scaffold_9 9 p3 (AAT)6 18 30665 30682 
potentially 
variable 

PHG9_Scaffold_9 13 p2 (AG)6 12 40920 40931   

PHG9_Scaffold_9 17 p3 (AAG)5 15 52620 52634 
potentially 
variable 

PHG9_Scaffold_9 18 p2 (CT)6 12 53013 53024   

PHG9_Scaffold_9 28 p2 (AT)7 14 93084 93097 
potentially 
variable 

PHG9_Scaffold_9 33 p3 (ATC)6 18 104943 104960 
potentially 
variable 

PHG9_Scaffold_9 34 p2 (CA)8 16 106848 106863 
potentially 
variable 

PHG9_Scaffold_9 36 p3 (TCT)5 15 116526 116540 
potentially 
variable 



PHG9_Scaffold_9 48 p3 (AGA)5 15 142606 142620 
potentially 
variable 

PHG9_Scaffold_9 52 p2 (AG)7 14 144371 144384 
potentially 
variable 

PHG9_Scaffold_9 54 p3 (GAT)5 15 150059 150073 
potentially 
variable 

PHG9_Scaffold_9 59 p2 (TA)6 12 158837 158848   
PHG9_Scaffold_9 60 p2 (CT)6 12 159729 159740   

PHG9_Scaffold_9 61 p3 (TCT)5 15 159864 159878 
potentially 
variable 

PHG9_Scaffold_9 70 p2 (TA)7 14 182105 182118 
potentially 
variable 

PHG9_Scaffold_9 74 p2 (AC)9 18 200892 200909 
potentially 
variable 

PHG9_Scaffold_9 90 p2 (AT)7 14 236410 236423 
potentially 
variable 

PHG9_Scaffold_9 91 p3 (TTA)5 15 237450 237464 
potentially 
variable 

PHG9_Scaffold_9 99 p2 (TA)9 18 262366 262383 
potentially 
variable 

PHG9_Scaffold_10 6 p3 (TAT)5 15 9278 9292 
potentially 
variable 

PHG9_Scaffold_10 11 p2 (AG)6 12 32950 32961   
PHG9_Scaffold_10 12 p2 (CT)6 12 33358 33369   

PHG9_Scaffold_10 17 p2 (AT)9 18 39449 39466 
potentially 
variable 

PHG9_Scaffold_11 1 p3 (ATC)5 15 1036 1050 
potentially 
variable 

PHG9_Scaffold_11 13 p2 (CT)6 12 39220 39231   
PHG9_Scaffold_11 17 p3 (AAT)5 15 47302 47316 potentially 



variable 
PHG9_Scaffold_11 18 p2 (TA)6 12 49551 49562   

PHG9_Scaffold_11 19 p2 (AG)8 16 51358 51373 
potentially 
variable 

PHG9_Scaffold_11 28 p2 (TA)9 18 64670 64687 
potentially 
variable 

PHG9_Scaffold_11 37 p2 (TG)6 12 76960 76971   

PHG9_Scaffold_11 40 p3 (TTA)5 15 80984 80998 
potentially 
variable 

PHG9_Scaffold_11 41 p3 (CAA)6 18 81361 81378 
potentially 
variable 

PHG9_Scaffold_11 49 p2 (AT)7 14 106014 106027 
potentially 
variable 

PHG9_Scaffold_11 53 p2 (AG)8 16 124635 124650 
potentially 
variable 

PHG9_Scaffold_12 6 p2 (TA)6 12 14328 14339   

PHG9_Scaffold_12 12 p3 (ATA)5 15 32703 32717 
potentially 
variable 

PHG9_Scaffold_12 23 p3 (CAT)5 15 70395 70409 
potentially 
variable 

PHG9_Scaffold_12 32 p2 (TA)7 14 99350 99363 
potentially 
variable 

PHG9_Scaffold_13 4 p2 (AT)7 14 1602 1615 
potentially 
variable 

PHG9_Scaffold_13 5 p3 (ATA)5 15 6883 6897 
potentially 
variable 

PHG9_Scaffold_13 10 p2 (AT)7 14 26030 26043 
potentially 
variable 

PHG9_Scaffold_13 14 p2 (AT)9 18 45495 45512 
potentially 
variable 



PHG9_Scaffold_13 20 p3 (AGG)5 15 61399 61413 
potentially 
variable 

PHG9_Scaffold_13 21 p3 (TTC)5 15 63217 63231 
potentially 
variable 

PHG9_Scaffold_13 24 p2 (TA)7 14 68043 68056 
potentially 
variable 

PHG9_Scaffold_13 25 p2 (AG)7 14 69717 69730 
potentially 
variable 

PHG9_Scaffold_13 28 p3 (TGG)6 18 73788 73805 
potentially 
variable 

PHG9_Scaffold_13 41 p3 (GAA)5 15 104160 104174 
potentially 
variable 

PHG9_Scaffold_13 45 p2 (TG)6 12 114775 114786   

PHG9_Scaffold_13 48 p2 (AT)8 16 122779 122794 
potentially 
variable 

PHG9_Scaffold_13 49 p2 (TA)9 18 125019 125036 
potentially 
variable 

PHG9_Scaffold_13 59 p2 (GC)6 12 142203 142214   

PHG9_Scaffold_13 63 p2 (TA)7 14 147152 147165 
potentially 
variable 

PHG9_Scaffold_13 70 p2 (CA)6 12 173307 173318   
PHG9_Scaffold_13 90 p2 (GT)6 12 241063 241074   

PHG9_Scaffold_13 92 p3 (ATT)5 15 259842 259856 
potentially 
variable 

PHG9_Scaffold_13 97 p2 (AT)6 12 269004 269015   

PHG9_Scaffold_13 99 p3 (GAA)5 15 278010 278024 
potentially 
variable 

PHG9_Scaffold_13 100 p2 (GA)6 12 279803 279814   
PHG9_Scaffold_13 103 p2 (TA)6 12 291583 291594   



PHG9_Scaffold_14 1 p2 (TA)7 14 15524 15537 
potentially 
variable 

PHG9_Scaffold_14 4 p2 (TA)6 12 29235 29246   
PHG9_Scaffold_14 18 p2 (TA)6 12 61148 61159   

PHG9_Scaffold_14 28 p3 (TTC)6 18 88329 88346 
potentially 
variable 

PHG9_Scaffold_14 30 p3 (AGA)5 15 97910 97924 
potentially 
variable 

PHG9_Scaffold_14 32 p3 (AGA)5 15 108019 108033 
potentially 
variable 

PHG9_Scaffold_14 41 p3 (ATT)6 18 155064 155081 
potentially 
variable 

PHG9_Scaffold_14 43 p2 (TC)8 16 177018 177033 
potentially 
variable 

PHG9_Scaffold_14 48 p2 (TA)6 12 190730 190741   

PHG9_Scaffold_14 49 p2 (TA)7 14 191446 191459 
potentially 
variable 

PHG9_Scaffold_14 50 p2 (TC)8 16 192228 192243 
potentially 
variable 

PHG9_Scaffold_14 53 p2 (AG)6 12 214884 214895   

PHG9_Scaffold_14 55 p3 (TAT)5 15 220634 220648 
potentially 
variable 

PHG9_Scaffold_14 60 p2 (TC)6 12 239695 239706   

PHG9_Scaffold_14 62 p3 (ATT)6 18 256280 256297 
potentially 
variable 

PHG9_Scaffold_14 64 p3 (TAT)5 15 264749 264763 
potentially 
variable 

PHG9_Scaffold_14 65 p2 (AT)9 18 281528 281545 
potentially 
variable 

PHG9_Scaffold_14 68 p3 (TAT)5 15 291831 291845 potentially 



variable 

PHG9_Scaffold_14 70 p3 (TAA)5 15 328189 328203 
potentially 
variable 

PHG9_Scaffold_15 3 p2 (AT)6 12 2986 2997   

PHG9_Scaffold_15 12 p3 (AAG)5 15 38020 38034 
potentially 
variable 

PHG9_Scaffold_15 13 p2 (CA)7 14 50117 50130 
potentially 
variable 

PHG9_Scaffold_15 19 p2 (TA)7 14 60506 60519 
potentially 
variable 

PHG9_Scaffold_15 23 p2 (AT)6 12 87617 87628   
PHG9_Scaffold_15 28 p2 (CT)6 12 98779 98790   
PHG9_Scaffold_15 37 p2 (TA)6 12 148272 148283   

PHG9_Scaffold_15 44 p2 (TA)7 14 158828 158841 
potentially 
variable 

PHG9_Scaffold_15 46 p2 (AG)9 18 167949 167966 
potentially 
variable 

PHG9_Scaffold_15 48 p3 (CCT)5 15 171036 171050 
potentially 
variable 

PHG9_Scaffold_15 49 p6 (TGAATG)5 30 173339 173368 Hypervariable 

PHG9_Scaffold_15 50 p3 (ACA)5 15 175159 175173 
potentially 
variable 

PHG9_Scaffold_15 52 p2 (TA)6 12 184471 184482   

PHG9_Scaffold_15 54 p2 (TA)9 18 194866 194883 
potentially 
variable 

PHG9_Scaffold_15 58 p2 (AG)6 12 216762 216773   

PHG9_Scaffold_15 59 p3 (GCG)5 15 218651 218665 
potentially 
variable 

PHG9_Scaffold_15 66 p2 (AT)6 12 253298 253309   



PHG9_Scaffold_16 2 p2 (AT)6 12 8131 8142   

PHG9_Scaffold_16 3 p2 (AC)8 16 10381 10396 
potentially 
variable 

PHG9_Scaffold_16 4 p3 (ACA)6 18 11341 11358 
potentially 
variable 

PHG9_Scaffold_16 13 p2 (TA)8 16 28223 28238 
potentially 
variable 

PHG9_Scaffold_16 15 p2 (AT)6 12 34336 34347   

PHG9_Scaffold_16 21 p2 (AT)7 14 50167 50180 
potentially 
variable 

PHG9_Scaffold_16 27 p3 (GGT)5 15 59907 59921 
potentially 
variable 

PHG9_Scaffold_16 28 p2 (TC)6 12 61736 61747   

PHG9_Scaffold_17 2 p2 (TA)7 14 419 432 
potentially 
variable 

PHG9_Scaffold_17 3 p2 (TA)8 16 3028 3043 
potentially 
variable 

PHG9_Scaffold_17 10 p2 (TA)6 12 29027 29038   

PHG9_Scaffold_17 15 p2 (TA)8 16 49232 49247 
potentially 
variable 

PHG9_Scaffold_17 19 p3 (ATC)5 15 57883 57897 
potentially 
variable 

PHG9_Scaffold_17 23 p2 (AT)6 12 63493 63504   

PHG9_Scaffold_17 24 p3 (AAT)5 15 66020 66034 
potentially 
variable 

PHG9_Scaffold_17 26 p2 (TA)7 14 67528 67541 
potentially 
variable 

PHG9_Scaffold_17 27 p2 (AT)7 14 70187 70200 
potentially 
variable 

PHG9_Scaffold_17 28 p2 (TA)6 12 70728 70739   



PHG9_Scaffold_17 32 p2 (TA)6 12 95041 95052   

PHG9_Scaffold_17 35 p2 (GA)7 14 99222 99235 
potentially 
variable 

PHG9_Scaffold_17 37 p2 (GA)6 12 101500 101511   

PHG9_Scaffold_17 40 p3 (AAT)5 15 106711 106725 
potentially 
variable 

PHG9_Scaffold_17 44 p2 (TA)6 12 129414 129425   

PHG9_Scaffold_17 50 p3 (TGA)5 15 136124 136138 
potentially 
variable 

PHG9_Scaffold_17 52 p2 (AT)7 14 138724 138737 
potentially 
variable 

PHG9_Scaffold_17 55 p6 (AGGTGG)6 36 149704 149739 Hypervariable 

PHG9_Scaffold_17 59 p3 (AAT)5 15 165861 165875 
potentially 
variable 

PHG9_Scaffold_17 61 p2 (AT)7 14 171204 171217 
potentially 
variable 

PHG9_Scaffold_18 3 p3 (ATT)6 18 6290 6307 
potentially 
variable 

PHG9_Scaffold_18 4 p3 (GAC)5 15 11019 11033 
potentially 
variable 

PHG9_Scaffold_18 6 p2 (TC)8 16 13404 13419 
potentially 
variable 

PHG9_Scaffold_18 7 p3 (AGC)5 15 14509 14523 
potentially 
variable 

PHG9_Scaffold_18 12 p2 (TA)6 12 25963 25974   
PHG9_Scaffold_19 1 p2 (AG)6 12 513 524   

PHG9_Scaffold_19 2 p3 (ACA)5 15 2285 2299 
potentially 
variable 

PHG9_Scaffold_19 14 p3 (AGC)5 15 32296 32310 
potentially 
variable 



PHG9_Scaffold_19 19 p3 (TTC)6 18 53656 53673 
potentially 
variable 

PHG9_Scaffold_19 28 p2 (AG)8 16 75168 75183 
potentially 
variable 

PHG9_Scaffold_19 32 p2 (AT)8 16 82564 82579 
potentially 
variable 

PHG9_Scaffold_19 37 p2 (TG)6 12 107569 107580   

PHG9_Scaffold_20 3 p3 (AAT)5 15 3383 3397 
potentially 
variable 

PHG9_Scaffold_20 14 p2 (TA)7 14 44812 44825 
potentially 
variable 

PHG9_Scaffold_20 17 p2 (TA)8 16 48498 48513 
potentially 
variable 

PHG9_Scaffold_20 24 p2 (TA)8 16 55808 55823 
potentially 
variable 

PHG9_Scaffold_20 28 p2 (AT)8 16 72730 72745 
potentially 
variable 

PHG9_Scaffold_20 30 p2 (AG)8 16 80742 80757 
potentially 
variable 

PHG9_Scaffold_20 35 p2 (TA)6 12 95208 95219   
PHG9_Scaffold_20 37 p2 (TA)6 12 96107 96118   

PHG9_Scaffold_20 49 p2 (AT)7 14 146604 146617 
potentially 
variable 

PHG9_Scaffold_21 25 p3 (TCT)5 15 91460 91474 
potentially 
variable 

PHG9_Scaffold_21 30 p3 (AAG)5 15 96252 96266 
potentially 
variable 

PHG9_Scaffold_21 32 p2 (AT)7 14 101685 101698 
potentially 
variable 

PHG9_Scaffold_21 54 p2 (AT)6 12 135379 135390   



PHG9_Scaffold_21 55 p3 (GTT)5 15 138030 138044 
potentially 
variable 

PHG9_Scaffold_21 68 p3 (ATA)5 15 164757 164771 
potentially 
variable 

PHG9_Scaffold_21 74 p2 (AG)7 14 173075 173088 
potentially 
variable 

PHG9_Scaffold_21 75 p3 (TAT)5 15 175355 175369 
potentially 
variable 

PHG9_Scaffold_21 78 p3 (ATT)5 15 180004 180018 
potentially 
variable 

PHG9_Scaffold_21 80 p2 (AT)7 14 182476 182489 
potentially 
variable 

PHG9_Scaffold_21 84 p2 (TG)8 16 191981 191996 
potentially 
variable 

PHG9_Scaffold_22 1 p2 (AG)8 16 8990 9005 
potentially 
variable 

PHG9_Scaffold_22 6 p3 (TAT)6 18 29070 29087 
potentially 
variable 

PHG9_Scaffold_23 9 p2 (TC)7 14 33382 33395 
potentially 
variable 

PHG9_Scaffold_23 10 p2 (AT)8 16 35254 35269 
potentially 
variable 

PHG9_Scaffold_23 13 p2 (TA)6 12 56387 56398   

PHG9_Scaffold_23 17 p2 (AT)8 16 84242 84257 
potentially 
variable 

PHG9_Scaffold_23 23 p3 (TAA)5 15 148679 148693 
potentially 
variable 

PHG9_Scaffold_23 32 p2 (TA)6 12 204795 204806   

PHG9_Scaffold_23 33 p3 (TAA)6 18 206248 206265 
potentially 
variable 



PHG9_Scaffold_24 15 p3 (ATA)6 18 68551 68568 
potentially 
variable 

PHG9_Scaffold_24 16 p2 (TA)7 14 70985 70998 
potentially 
variable 

PHG9_Scaffold_24 17 p2 (GA)6 12 71270 71281   
PHG9_Scaffold_24 21 p2 (TA)6 12 75626 75637   

PHG9_Scaffold_24 25 p3 (GAT)5 15 92648 92662 
potentially 
variable 

PHG9_Scaffold_24 51 p2 (TA)6 12 157228 157239   

PHG9_Scaffold_24 57 p2 (GA)7 14 168634 168647 
potentially 
variable 

PHG9_Scaffold_24 59 p2 (AC)6 12 175348 175359   

PHG9_Scaffold_24 61 p2 (AT)7 14 182369 182382 
potentially 
variable 

PHG9_Scaffold_24 67 p2 (TA)8 16 198832 198847 
potentially 
variable 

PHG9_Scaffold_24 74 p2 (TA)7 14 220245 220258 
potentially 
variable 

PHG9_Scaffold_24 76 p2 (CT)7 14 239786 239799 
potentially 
variable 

PHG9_Scaffold_24 78 p2 (AT)6 12 244249 244260   

PHG9_Scaffold_25 2 p3 (TCT)6 18 11990 12007 
potentially 
variable 

PHG9_Scaffold_25 24 p2 (TA)6 12 73141 73152   

PHG9_Scaffold_25 42 p2 (TC)9 18 97210 97227 
potentially 
variable 

PHG9_Scaffold_26 4 p3 (TTA)5 15 22649 22663 
potentially 
variable 

PHG9_Scaffold_26 8 p2 (AT)6 12 29966 29977   



PHG9_Scaffold_26 17 p2 (CT)9 18 63296 63313 
potentially 
variable 

PHG9_Scaffold_26 18 p2 (AT)8 16 71371 71386 
potentially 
variable 

PHG9_Scaffold_27 8 p2 (AT)6 12 16281 16292   

PHG9_Scaffold_27 10 p3 (TAT)5 15 25778 25792 
potentially 
variable 

PHG9_Scaffold_27 12 p3 (CAT)5 15 29502 29516 
potentially 
variable 

PHG9_Scaffold_27 14 p2 (TA)6 12 42923 42934   

PHG9_Scaffold_27 33 p2 (AT)9 18 107378 107395 
potentially 
variable 

PHG9_Scaffold_27 40 p2 (GA)7 14 119110 119123 
potentially 
variable 

PHG9_Scaffold_27 41 p2 (AG)6 12 121371 121382   
PHG9_Scaffold_28 1 p2 (TA)6 12 4326 4337   

PHG9_Scaffold_28 3 p2 (AT)7 14 25219 25232 
potentially 
variable 

PHG9_Scaffold_28 6 p2 (AT)8 16 26829 26844 
potentially 
variable 

PHG9_Scaffold_28 9 p2 (AG)8 16 42828 42843 
potentially 
variable 

PHG9_Scaffold_28 10 p2 (TC)9 18 44154 44171 
potentially 
variable 

PHG9_Scaffold_28 12 p3 (ATG)5 15 47888 47902 
potentially 
variable 

PHG9_Scaffold_28 16 p3 (AGA)5 15 66816 66830 
potentially 
variable 

PHG9_Scaffold_28 21 p2 (TG)6 12 81091 81102   
PHG9_Scaffold_28 24 p2 (TG)7 14 98404 98417 potentially 



variable 

PHG9_Scaffold_28 32 p2 (TA)9 18 116283 116300 
potentially 
variable 

PHG9_Scaffold_28 43 p2 (CT)6 12 163054 163065   

PHG9_Scaffold_28 46 p3 (TAA)5 15 167966 167980 
potentially 
variable 

PHG9_Scaffold_28 51 p2 (AG)6 12 192638 192649   

PHG9_Scaffold_28 71 p2 (GA)9 18 253764 253781 
potentially 
variable 

PHG9_Scaffold_28 74 p3 (TGG)6 18 264387 264404 
potentially 
variable 

PHG9_Scaffold_29 4 p3 (TCG)5 15 13525 13539 
potentially 
variable 

PHG9_Scaffold_29 8 p2 (TA)8 16 17721 17736 
potentially 
variable 

PHG9_Scaffold_29 12 p3 (ATC)5 15 35371 35385 
potentially 
variable 

PHG9_Scaffold_29 13 p2 (TA)6 12 36182 36193   

PHG9_Scaffold_29 21 p3 (TTA)5 15 53779 53793 
potentially 
variable 

PHG9_Scaffold_30 6 p2 (TC)8 16 15409 15424 
potentially 
variable 

PHG9_Scaffold_30 23 p3 (TGA)6 18 66208 66225 
potentially 
variable 

PHG9_Scaffold_30 35 p2 (TA)7 14 99996 100009 
potentially 
variable 

PHG9_Scaffold_31 1 p2 (TC)6 12 394 405   

PHG9_Scaffold_31 2 p2 (TG)8 16 2613 2628 
potentially 
variable 

PHG9_Scaffold_31 4 p2 (CT)9 18 40593 40610 potentially 



variable 

PHG9_Scaffold_31 5 p2 (GT)9 18 41783 41800 
potentially 
variable 

PHG9_Scaffold_31 6 p2 (AG)8 16 46460 46475 
potentially 
variable 

PHG9_Scaffold_31 7 p2 (AG)7 14 63914 63927 
potentially 
variable 

PHG9_Scaffold_31 16 p2 (AT)6 12 101181 101192   

PHG9_Scaffold_31 23 p2 (AG)7 14 112703 112716 
potentially 
variable 

PHG9_Scaffold_31 24 p3 (ATA)5 15 114138 114152 
potentially 
variable 

PHG9_Scaffold_31 25 p2 (TA)6 12 124103 124114   

PHG9_Scaffold_31 27 p2 (AC)7 14 125886 125899 
potentially 
variable 

PHG9_Scaffold_31 28 p2 (TA)7 14 126159 126172 
potentially 
variable 

PHG9_Scaffold_31 29 p2 (AT)9 18 126328 126345 
potentially 
variable 

PHG9_Scaffold_31 30 p2 (AT)9 18 126574 126591 
potentially 
variable 

PHG9_Scaffold_31 48 p2 (CT)9 18 160793 160810 
potentially 
variable 

PHG9_Scaffold_31 56 p2 (TA)7 14 169291 169304 
potentially 
variable 

PHG9_Scaffold_31 68 p2 (CT)9 18 213275 213292 
potentially 
variable 

PHG9_Scaffold_31 77 p2 (TA)7 14 229895 229908 
potentially 
variable 

PHG9_Scaffold_31 79 p2 (AG)6 12 239987 239998   



PHG9_Scaffold_31 82 p2 (TA)7 14 242959 242972 
potentially 
variable 

PHG9_Scaffold_31 83 p2 (GA)7 14 243399 243412 
potentially 
variable 

PHG9_Scaffold_31 86 p3 (AAT)5 15 252647 252661 
potentially 
variable 

PHG9_Scaffold_31 89 p3 (TTA)5 15 257914 257928 
potentially 
variable 

PHG9_Scaffold_31 96 p2 (TA)7 14 300139 300152 
potentially 
variable 

PHG9_Scaffold_31 114 p3 (AAT)6 18 343302 343319 
potentially 
variable 

PHG9_Scaffold_31 120 p2 (AT)7 14 366512 366525 
potentially 
variable 

PHG9_Scaffold_31 121 p3 (TAT)6 18 366802 366819 
potentially 
variable 

PHG9_Scaffold_32 9 p3 (TGA)5 15 33331 33345 
potentially 
variable 

PHG9_Scaffold_32 26 p2 (TC)7 14 66330 66343 
potentially 
variable 

PHG9_Scaffold_32 28 p2 (AT)9 18 69720 69737 
potentially 
variable 

PHG9_Scaffold_32 42 p3 (TAT)6 18 115818 115835 
potentially 
variable 

PHG9_Scaffold_32 52 p2 (AT)9 18 139338 139355 
potentially 
variable 

PHG9_Scaffold_32 53 p2 (GT)6 12 141023 141034   
PHG9_Scaffold_32 65 p2 (AT)6 12 174260 174271   
PHG9_Scaffold_32 66 p2 (GT)6 12 178640 178651   
PHG9_Scaffold_32 73 p3 (ATA)5 15 187178 187192 potentially 



variable 

PHG9_Scaffold_32 74 p3 (ACC)5 15 187450 187464 
potentially 
variable 

PHG9_Scaffold_32 81 p2 (AT)9 18 204861 204878 
potentially 
variable 

PHG9_Scaffold_32 88 p2 (TA)8 16 245984 245999 
potentially 
variable 

PHG9_Scaffold_32 89 p2 (CT)6 12 248674 248685   
PHG9_Scaffold_32 90 p2 (TA)6 12 252480 252491   

PHG9_Scaffold_32 93 p3 (TTA)6 18 269180 269197 
potentially 
variable 

PHG9_Scaffold_33 2 p3 (AGA)6 18 6105 6122 
potentially 
variable 

PHG9_Scaffold_33 6 p2 (CT)6 12 9625 9636   

PHG9_Scaffold_33 9 p3 (TAA)5 15 20279 20293 
potentially 
variable 

PHG9_Scaffold_33 13 p2 (TA)6 12 28904 28915   

PHG9_Scaffold_33 30 p3 (TTC)6 18 84402 84419 
potentially 
variable 

PHG9_Scaffold_33 35 p2 (TA)6 12 94559 94570   

PHG9_Scaffold_33 36 p2 (TA)9 18 98368 98385 
potentially 
variable 

PHG9_Scaffold_33 67 p3 (ATT)5 15 177253 177267 
potentially 
variable 

PHG9_Scaffold_33 69 p2 (TA)9 18 180273 180290 
potentially 
variable 

PHG9_Scaffold_34 7 p2 (TC)6 12 23303 23314   

PHG9_Scaffold_34 15 p2 (GT)8 16 50612 50627 
potentially 
variable 



PHG9_Scaffold_34 16 p2 (GA)6 12 50991 51002   

PHG9_Scaffold_34 17 p3 (GAT)6 18 55223 55240 
potentially 
variable 

PHG9_Scaffold_34 21 p2 (TC)8 16 59254 59269 
potentially 
variable 

PHG9_Scaffold_34 32 p3 (TAA)5 15 92086 92100 
potentially 
variable 

PHG9_Scaffold_34 34 p3 (ATA)5 15 109896 109910 
potentially 
variable 

PHG9_Scaffold_34 42 p2 (CA)6 12 127038 127049   

PHG9_Scaffold_34 44 p3 (TTC)6 18 133743 133760 
potentially 
variable 

PHG9_Scaffold_34 52 p3 (CAT)5 15 165052 165066 
potentially 
variable 

PHG9_Scaffold_34 56 p2 (AG)6 12 194246 194257   

PHG9_Scaffold_34 57 p3 (ATC)5 15 194628 194642 
potentially 
variable 

PHG9_Scaffold_34 60 p3 (TAA)5 15 197954 197968 
potentially 
variable 

PHG9_Scaffold_34 61 p2 (TA)6 12 199255 199266   

PHG9_Scaffold_34 65 p3 (TAA)5 15 203643 203657 
potentially 
variable 

PHG9_Scaffold_35 3 p3 (CTT)5 15 18807 18821 
potentially 
variable 

PHG9_Scaffold_35 9 p2 (TC)7 14 32883 32896 
potentially 
variable 

PHG9_Scaffold_35 15 p2 (AT)7 14 45472 45485 
potentially 
variable 

PHG9_Scaffold_35 17 p2 (TA)7 14 59532 59545 
potentially 
variable 



PHG9_Scaffold_35 26 p2 (TA)7 14 83272 83285 
potentially 
variable 

PHG9_Scaffold_35 31 p2 (TA)6 12 91090 91101   
PHG9_Scaffold_35 40 p2 (TA)6 12 111695 111706   

PHG9_Scaffold_35 47 p3 (ATG)6 18 124873 124890 
potentially 
variable 

PHG9_Scaffold_35 48 p2 (GA)6 12 126867 126878   

PHG9_Scaffold_35 51 p2 (TA)9 18 131545 131562 
potentially 
variable 

PHG9_Scaffold_35 56 p2 (AT)8 16 142346 142361 
potentially 
variable 

PHG9_Scaffold_35 71 p2 (AC)7 14 176634 176647 
potentially 
variable 

PHG9_Scaffold_35 74 p2 (AT)6 12 188615 188626   

PHG9_Scaffold_35 76 p2 (TA)8 16 195850 195865 
potentially 
variable 

PHG9_Scaffold_35 85 p2 (AC)6 12 239887 239898   
PHG9_Scaffold_36 1 p2 (AT)6 12 1323 1334   

PHG9_Scaffold_36 3 p2 (TA)9 18 8004 8021 
potentially 
variable 

PHG9_Scaffold_36 6 p2 (TA)7 14 21120 21133 
potentially 
variable 

PHG9_Scaffold_36 7 p2 (AT)8 16 21349 21364 
potentially 
variable 

PHG9_Scaffold_36 11 p2 (TA)9 18 29288 29305 
potentially 
variable 

PHG9_Scaffold_36 12 p3 (ATT)5 15 30108 30122 
potentially 
variable 

PHG9_Scaffold_36 27 p3 (TGT)5 15 93645 93659 
potentially 
variable 



PHG9_Scaffold_36 28 p2 (AT)7 14 94965 94978 
potentially 
variable 

PHG9_Scaffold_36 29 p2 (CT)7 14 95514 95527 
potentially 
variable 

PHG9_Scaffold_36 31 p2 (AT)7 14 101077 101090 
potentially 
variable 

PHG9_Scaffold_37 4 p2 (TA)6 12 19428 19439   

PHG9_Scaffold_37 32 p2 (TA)7 14 86138 86151 
potentially 
variable 

PHG9_Scaffold_37 36 p3 (GAT)5 15 94428 94442 
potentially 
variable 

PHG9_Scaffold_37 40 p2 (TG)6 12 111158 111169   
PHG9_Scaffold_37 41 p2 (CT)6 12 111842 111853   
PHG9_Scaffold_37 51 p2 (TA)6 12 153586 153597   

PHG9_Scaffold_37 52 p2 (TC)7 14 158427 158440 
potentially 
variable 

PHG9_Scaffold_37 54 p2 (TA)7 14 161627 161640 
potentially 
variable 

PHG9_Scaffold_37 55 p3 (GCT)5 15 166539 166553 
potentially 
variable 

PHG9_Scaffold_37 57 p3 (TTC)5 15 169066 169080 
potentially 
variable 

PHG9_Scaffold_37 61 p3 (ATA)5 15 180851 180865 
potentially 
variable 

PHG9_Scaffold_37 67 p2 (GT)6 12 201758 201769   
PHG9_Scaffold_37 73 p2 (AG)6 12 216115 216126   

PHG9_Scaffold_37 74 p3 (TTA)5 15 218679 218693 
potentially 
variable 

PHG9_Scaffold_37 75 p2 (TA)7 14 225685 225698 
potentially 
variable 



PHG9_Scaffold_37 80 p2 (TA)7 14 238050 238063 
potentially 
variable 

PHG9_Scaffold_37 86 p2 (TA)8 16 247931 247946 
potentially 
variable 

PHG9_Scaffold_37 88 p3 (CAT)5 15 261889 261903 
potentially 
variable 

PHG9_Scaffold_37 90 p3 (TTC)5 15 264685 264699 
potentially 
variable 

PHG9_Scaffold_37 94 p2 (TA)6 12 293750 293761   

PHG9_Scaffold_37 96 p2 (TA)9 18 297564 297581 
potentially 
variable 

PHG9_Scaffold_37 101 p2 (AC)7 14 322426 322439 
potentially 
variable 

PHG9_Scaffold_38 23 p2 (AT)9 18 83422 83439 
potentially 
variable 

PHG9_Scaffold_38 31 p3 (TTA)5 15 97897 97911 
potentially 
variable 

PHG9_Scaffold_38 34 p2 (GT)7 14 117919 117932 
potentially 
variable 

PHG9_Scaffold_39 5 p3 (CAT)5 15 71518 71532 
potentially 
variable 

PHG9_Scaffold_39 8 p2 (TA)6 12 82937 82948   

PHG9_Scaffold_40 14 p2 (TA)7 14 51475 51488 
potentially 
variable 

PHG9_Scaffold_40 16 p2 (TA)7 14 54966 54979 
potentially 
variable 

PHG9_Scaffold_40 20 p3 (CCA)6 18 66797 66814 
potentially 
variable 

PHG9_Scaffold_40 21 p2 (TA)8 16 68995 69010 
potentially 
variable 



PHG9_Scaffold_40 23 p3 (TCT)5 15 70689 70703 
potentially 
variable 

PHG9_Scaffold_40 27 p2 (AT)6 12 78128 78139   

PHG9_Scaffold_40 36 p3 (CCG)5 15 99490 99504 
potentially 
variable 

PHG9_Scaffold_40 41 p3 (TTC)5 15 109153 109167 
potentially 
variable 

PHG9_Scaffold_40 42 p2 (TA)6 12 109693 109704   

PHG9_Scaffold_41 4 p3 (AAT)6 18 10540 10557 
potentially 
variable 

PHG9_Scaffold_41 11 p3 (GTT)5 15 31079 31093 
potentially 
variable 

PHG9_Scaffold_41 12 p2 (AT)6 12 33373 33384   

PHG9_Scaffold_41 13 p3 (GAT)5 15 34584 34598 
potentially 
variable 

PHG9_Scaffold_41 15 p3 (TTA)5 15 39027 39041 
potentially 
variable 

PHG9_Scaffold_41 20 p2 (AG)9 18 50320 50337 
potentially 
variable 

PHG9_Scaffold_41 21 p2 (TA)7 14 50947 50960 
potentially 
variable 

PHG9_Scaffold_41 22 p2 (TA)8 16 51947 51962 
potentially 
variable 

PHG9_Scaffold_41 26 p2 (AT)6 12 77329 77340   
PHG9_Scaffold_41 46 p2 (TA)6 12 155766 155777   
PHG9_Scaffold_41 48 p2 (AG)6 12 173159 173170   
PHG9_Scaffold_41 53 p2 (TA)6 12 176672 176683   

PHG9_Scaffold_41 55 p3 (CCT)5 15 195498 195512 
potentially 
variable 



PHG9_Scaffold_42 4 p2 (CA)6 12 8995 9006   

PHG9_Scaffold_42 5 p3 (TGT)5 15 15910 15924 
potentially 
variable 

PHG9_Scaffold_42 8 p2 (TA)6 12 23730 23741   

PHG9_Scaffold_42 12 p3 (AAC)5 15 31260 31274 
potentially 
variable 

PHG9_Scaffold_42 15 p3 (GTA)5 15 39670 39684 
potentially 
variable 

PHG9_Scaffold_43 2 p2 (TG)6 12 8162 8173   
PHG9_Scaffold_43 7 p2 (AG)6 12 27749 27760   

PHG9_Scaffold_43 9 p2 (TA)7 14 28936 28949 
potentially 
variable 

PHG9_Scaffold_43 12 p3 (ATT)5 15 63100 63114 
potentially 
variable 

PHG9_Scaffold_43 18 p3 (TAC)5 15 72540 72554 
potentially 
variable 

PHG9_Scaffold_43 33 p2 (AT)9 18 110977 110994 
potentially 
variable 

PHG9_Scaffold_43 34 p2 (AT)7 14 113107 113120 
potentially 
variable 

PHG9_Scaffold_43 36 p3 (GTG)5 15 116998 117012 
potentially 
variable 

PHG9_Scaffold_43 37 p3 (ACA)5 15 118425 118439 
potentially 
variable 

PHG9_Scaffold_43 39 p2 (AT)8 16 130798 130813 
potentially 
variable 

PHG9_Scaffold_45 7 p2 (CT)6 12 9134 9145   
PHG9_Scaffold_45 8 p2 (TC)6 12 11041 11052   
PHG9_Scaffold_45 9 p2 (GT)6 12 11634 11645   



PHG9_Scaffold_46 3 p2 (AT)8 16 2423 2438 
potentially 
variable 

PHG9_Scaffold_46 5 p2 (AT)7 14 11961 11974 
potentially 
variable 

PHG9_Scaffold_46 15 p2 (TA)7 14 31843 31856 
potentially 
variable 

PHG9_Scaffold_46 33 p2 (AT)6 12 66610 66621   

PHG9_Scaffold_47 15 p3 (TTC)5 15 34041 34055 
potentially 
variable 

PHG9_Scaffold_47 20 p3 (ATA)5 15 40514 40528 
potentially 
variable 

PHG9_Scaffold_47 29 p2 (AT)6 12 58950 58961   
PHG9_Scaffold_47 30 p2 (TA)6 12 62658 62669   

PHG9_Scaffold_47 39 p2 (GT)8 16 96906 96921 
potentially 
variable 

PHG9_Scaffold_47 41 p6 (CAAAAC)5 30 107827 107856 Hypervariable 
PHG9_Scaffold_47 48 p2 (TA)6 12 126150 126161   

PHG9_Scaffold_47 52 p2 (TA)7 14 135587 135600 
potentially 
variable 

PHG9_Scaffold_47 54 p3 (TCA)5 15 145471 145485 
potentially 
variable 

PHG9_Scaffold_47 59 p2 (AG)6 12 155224 155235   
PHG9_Scaffold_47 61 p2 (TC)6 12 160637 160648   

PHG9_Scaffold_47 69 p2 (GT)8 16 177851 177866 
potentially 
variable 

PHG9_Scaffold_47 76 p2 (TC)6 12 205375 205386   

PHG9_Scaffold_48 14 p3 (TAA)5 15 48994 49008 
potentially 
variable 

PHG9_Scaffold_48 16 p3 (TAA)5 15 53323 53337 potentially 



variable 
PHG9_Scaffold_48 25 p2 (AT)6 12 84102 84113   

PHG9_Scaffold_48 28 p3 (TTA)5 15 87757 87771 
potentially 
variable 

PHG9_Scaffold_48 39 p3 (AAT)5 15 126273 126287 
potentially 
variable 

PHG9_Scaffold_48 42 p2 (AT)7 14 130047 130060 
potentially 
variable 

PHG9_Scaffold_48 43 p2 (TA)8 16 131150 131165 
potentially 
variable 

PHG9_Scaffold_48 44 p2 (AT)6 12 132688 132699   

PHG9_Scaffold_48 45 p3 (AAT)5 15 134791 134805 
potentially 
variable 

PHG9_Scaffold_48 52 p2 (TC)6 12 146062 146073   

PHG9_Scaffold_48 53 p3 (TAT)6 18 148237 148254 
potentially 
variable 

PHG9_Scaffold_48 56 p3 (ATT)5 15 154665 154679 
potentially 
variable 

PHG9_Scaffold_48 57 p2 (GA)6 12 157230 157241   
PHG9_Scaffold_48 58 p2 (TA)6 12 158399 158410   

PHG9_Scaffold_48 76 p2 (AT)7 14 193851 193864 
potentially 
variable 

PHG9_Scaffold_48 81 p3 (TAT)5 15 213725 213739 
potentially 
variable 

PHG9_Scaffold_48 84 p2 (TA)9 18 229936 229953 
potentially 
variable 

PHG9_Scaffold_48 86 p2 (AT)7 14 230648 230661 
potentially 
variable 

PHG9_Scaffold_48 87 p2 (AT)6 12 239834 239845   



PHG9_Scaffold_48 90 p2 (AT)7 14 244347 244360 
potentially 
variable 

PHG9_Scaffold_48 92 p2 (TA)7 14 249527 249540 
potentially 
variable 

PHG9_Scaffold_48 101 p2 (TA)6 12 268271 268282   

PHG9_Scaffold_48 103 p3 (GAA)6 18 272495 272512 
potentially 
variable 

PHG9_Scaffold_49 1 p2 (TA)7 14 21376 21389 
potentially 
variable 

PHG9_Scaffold_49 4 p2 (TA)9 18 25368 25385 
potentially 
variable 

PHG9_Scaffold_49 7 p2 (TA)6 12 44865 44876   
PHG9_Scaffold_49 14 p2 (AT)6 12 54425 54436   

PHG9_Scaffold_49 18 p3 (CGG)5 15 61895 61909 
potentially 
variable 

PHG9_Scaffold_50 5 p2 (TA)7 14 24707 24720 
potentially 
variable 

PHG9_Scaffold_50 7 p2 (TA)7 14 29585 29598 
potentially 
variable 

PHG9_Scaffold_50 11 p2 (TA)7 14 36160 36173 
potentially 
variable 

PHG9_Scaffold_50 23 p2 (TA)6 12 81208 81219   
PHG9_Scaffold_50 25 p2 (TA)6 12 87318 87329   

PHG9_Scaffold_50 40 p2 (TA)8 16 140160 140175 
potentially 
variable 

PHG9_Scaffold_50 48 p3 (GCT)5 15 176779 176793 
potentially 
variable 

PHG9_Scaffold_50 54 p2 (GA)9 18 223370 223387 
potentially 
variable 

PHG9_Scaffold_50 56 p3 (ATC)5 15 230595 230609 potentially 



variable 

PHG9_Scaffold_50 58 p2 (CA)9 18 234545 234562 
potentially 
variable 

PHG9_Scaffold_50 60 p2 (TA)8 16 235636 235651 
potentially 
variable 

PHG9_Scaffold_50 61 p2 (TA)7 14 235854 235867 
potentially 
variable 

PHG9_Scaffold_50 62 p2 (CT)7 14 236037 236050 
potentially 
variable 

PHG9_Scaffold_50 63 p2 (AT)6 12 239040 239051   

PHG9_Scaffold_50 66 p2 (TA)9 18 250135 250152 
potentially 
variable 

PHG9_Scaffold_50 67 p2 (GT)7 14 255228 255241 
potentially 
variable 

PHG9_Scaffold_51 1 p2 (AG)6 12 7353 7364   

PHG9_Scaffold_51 2 p2 (AT)8 16 8945 8960 
potentially 
variable 

PHG9_Scaffold_51 3 p2 (TA)8 16 14722 14737 
potentially 
variable 

PHG9_Scaffold_51 7 p2 (TA)6 12 19463 19474   

PHG9_Scaffold_51 8 p3 (GAT)5 15 20597 20611 
potentially 
variable 

PHG9_Scaffold_51 14 p2 (TA)6 12 34064 34075   

PHG9_Scaffold_51 26 p2 (TA)8 16 50246 50261 
potentially 
variable 

PHG9_Scaffold_51 35 p2 (TC)6 12 72585 72596   
PHG9_Scaffold_51 36 p2 (CT)6 12 80876 80887   

PHG9_Scaffold_51 37 p3 (GAA)5 15 81373 81387 
potentially 
variable 



PHG9_Scaffold_51 40 p3 (TAA)5 15 84279 84293 
potentially 
variable 

PHG9_Scaffold_51 47 p2 (TA)7 14 100816 100829 
potentially 
variable 

PHG9_Scaffold_51 49 p2 (TG)6 12 106824 106835   

PHG9_Scaffold_51 56 p3 (ATA)5 15 137478 137492 
potentially 
variable 

PHG9_Scaffold_51 60 p2 (AT)8 16 146363 146378 
potentially 
variable 

PHG9_Scaffold_51 64 p2 (AT)7 14 164964 164977 
potentially 
variable 

PHG9_Scaffold_51 77 p3 (AGA)5 15 205200 205214 
potentially 
variable 

PHG9_Scaffold_51 79 p3 (GCA)5 15 206851 206865 
potentially 
variable 

PHG9_Scaffold_52 12 p2 (GA)6 12 22809 22820   

PHG9_Scaffold_52 22 p3 (ATA)6 18 52014 52031 
potentially 
variable 

PHG9_Scaffold_52 30 p3 (TAA)6 18 71134 71151 
potentially 
variable 

PHG9_Scaffold_52 31 p2 (TC)9 18 71448 71465 
potentially 
variable 

PHG9_Scaffold_52 37 p2 (AT)6 12 87455 87466   

PHG9_Scaffold_52 44 p3 (TTC)6 18 99135 99152 
potentially 
variable 

PHG9_Scaffold_52 46 p2 (AT)6 12 113059 113070   
PHG9_Scaffold_52 50 p2 (AG)6 12 150272 150283   
PHG9_Scaffold_52 57 p2 (AT)6 12 200130 200141   
PHG9_Scaffold_53 2 p2 (AC)6 12 10758 10769   



PHG9_Scaffold_53 32 p2 (AT)7 14 100542 100555 
potentially 
variable 

PHG9_Scaffold_53 36 p2 (AT)9 18 109821 109838 
potentially 
variable 

PHG9_Scaffold_53 41 p3 (AGA)5 15 115643 115657 
potentially 
variable 

PHG9_Scaffold_53 44 p3 (AGA)5 15 120977 120991 
potentially 
variable 

PHG9_Scaffold_53 56 p2 (AT)6 12 156650 156661   

PHG9_Scaffold_53 62 p3 (CAC)5 15 185583 185597 
potentially 
variable 

PHG9_Scaffold_53 63 p2 (TA)6 12 186483 186494   

PHG9_Scaffold_53 65 p3 (TAT)6 18 187859 187876 
potentially 
variable 

PHG9_Scaffold_54 10 p2 (AT)6 12 29126 29137   

PHG9_Scaffold_54 11 p2 (TA)8 16 30571 30586 
potentially 
variable 

PHG9_Scaffold_54 15 p3 (CCA)5 15 49356 49370 
potentially 
variable 

PHG9_Scaffold_54 17 p2 (TG)6 12 58964 58975   

PHG9_Scaffold_54 23 p3 (ACA)5 15 67721 67735 
potentially 
variable 

PHG9_Scaffold_54 34 p2 (TA)6 12 94646 94657   

PHG9_Scaffold_54 40 p2 (TC)7 14 125358 125371 
potentially 
variable 

PHG9_Scaffold_55 6 p6 (TGGGAA)6 36 12662 12697 Hypervariable 
PHG9_Scaffold_55 8 p2 (AT)6 12 26008 26019   

PHG9_Scaffold_56 2 p3 (ATG)5 15 977 991 
potentially 
variable 



PHG9_Scaffold_56 7 p3 (ATT)5 15 16986 17000 
potentially 
variable 

PHG9_Scaffold_56 8 p2 (TC)6 12 18443 18454   

PHG9_Scaffold_56 16 p2 (TA)8 16 36251 36266 
potentially 
variable 

PHG9_Scaffold_56 20 p2 (AT)8 16 52329 52344 
potentially 
variable 

PHG9_Scaffold_56 24 p6 (ATCTTC)5 30 54886 54915 Hypervariable 
PHG9_Scaffold_56 32 p2 (TC)6 12 68415 68426   
PHG9_Scaffold_56 43 p2 (AT)6 12 117066 117077   
PHG9_Scaffold_56 44 p2 (TA)6 12 119673 119684   
PHG9_Scaffold_56 46 p2 (AG)6 12 123788 123799   

PHG9_Scaffold_56 47 p2 (AG)7 14 128266 128279 
potentially 
variable 

PHG9_Scaffold_57 9 p2 (TG)6 12 91194 91205   
PHG9_Scaffold_57 11 p2 (CA)6 12 96770 96781   

PHG9_Scaffold_58 3 p3 (AAT)5 15 8892 8906 
potentially 
variable 

PHG9_Scaffold_58 7 p3 (AAG)5 15 23565 23579 
potentially 
variable 

PHG9_Scaffold_58 26 p2 (AG)8 16 88268 88283 
potentially 
variable 

PHG9_Scaffold_58 27 p3 (CGG)5 15 92117 92131 
potentially 
variable 

PHG9_Scaffold_58 35 p2 (TA)8 16 121745 121760 
potentially 
variable 

PHG9_Scaffold_58 44 p3 (TTA)5 15 149665 149679 
potentially 
variable 

PHG9_Scaffold_58 48 p2 (TA)6 12 156946 156957   



PHG9_Scaffold_58 57 p2 (TA)7 14 186847 186860 
potentially 
variable 

PHG9_Scaffold_59 9 p2 (TA)8 16 24737 24752 
potentially 
variable 

PHG9_Scaffold_59 16 p2 (AT)6 12 50723 50734   
PHG9_Scaffold_59 18 p2 (CA)6 12 52083 52094   
PHG9_Scaffold_59 26 p2 (AT)6 12 91496 91507   
PHG9_Scaffold_59 28 p2 (TA)6 12 98898 98909   
PHG9_Scaffold_59 36 p2 (AT)6 12 111106 111117   

PHG9_Scaffold_59 45 p2 (AT)9 18 133673 133690 
potentially 
variable 

PHG9_Scaffold_59 48 p2 (AT)6 12 146478 146489   

PHG9_Scaffold_59 49 p2 (TA)8 16 154699 154714 
potentially 
variable 

PHG9_Scaffold_59 55 p2 (AT)7 14 180978 180991 
potentially 
variable 

PHG9_Scaffold_59 59 p2 (TA)6 12 189291 189302   

PHG9_Scaffold_59 60 p2 (AT)8 16 189926 189941 
potentially 
variable 

PHG9_Scaffold_60 21 p3 (GAA)5 15 61832 61846 
potentially 
variable 

PHG9_Scaffold_60 29 p2 (TG)6 12 76081 76092   

PHG9_Scaffold_60 30 p3 (TTC)5 15 80111 80125 
potentially 
variable 

PHG9_Scaffold_60 39 p2 (AG)7 14 110394 110407 
potentially 
variable 

PHG9_Scaffold_60 51 p2 (AT)6 12 139149 139160   
PHG9_Scaffold_60 52 p2 (AT)6 12 144565 144576   
PHG9_Scaffold_60 60 p2 (CT)6 12 177031 177042   



PHG9_Scaffold_60 70 p3 (ATG)5 15 237141 237155 
potentially 
variable 

PHG9_Scaffold_60 76 p2 (AG)6 12 260093 260104   
PHG9_Scaffold_60 77 p2 (TG)6 12 261809 261820   
PHG9_Scaffold_60 80 p2 (GA)6 12 266697 266708   
PHG9_Scaffold_60 81 p2 (AC)6 12 267070 267081   

PHG9_Scaffold_60 86 p3 (GAA)6 18 295638 295655 
potentially 
variable 

PHG9_Scaffold_60 88 p2 (TC)8 16 300054 300069 
potentially 
variable 

PHG9_Scaffold_60 89 p2 (AT)8 16 305033 305048 
potentially 
variable 

PHG9_Scaffold_60 100 p3 (GAT)5 15 343943 343957 
potentially 
variable 

PHG9_Scaffold_60 107 p2 (TA)6 12 355201 355212   

PHG9_Scaffold_60 111 p2 (CT)8 16 360015 360030 
potentially 
variable 

PHG9_Scaffold_60 139 p2 (TA)6 12 452485 452496   

PHG9_Scaffold_61 1 p2 (AT)8 16 11510 11525 
potentially 
variable 

PHG9_Scaffold_61 16 p3 (AAT)5 15 91645 91659 
potentially 
variable 

PHG9_Scaffold_62 11 p2 (CT)6 12 42887 42898   
PHG9_Scaffold_62 12 p2 (AC)6 12 47597 47608   

PHG9_Scaffold_62 17 p3 (TTA)5 15 65466 65480 
potentially 
variable 

PHG9_Scaffold_62 31 p2 (TA)6 12 116480 116491   
PHG9_Scaffold_62 35 p2 (CT)6 12 132291 132302   
PHG9_Scaffold_62 41 p2 (GA)6 12 154154 154165   



PHG9_Scaffold_62 51 p2 (TA)7 14 184039 184052 
potentially 
variable 

PHG9_Scaffold_62 52 p2 (TC)6 12 185329 185340   
PHG9_Scaffold_62 60 p2 (TA)6 12 206237 206248   

PHG9_Scaffold_62 61 p2 (TA)8 16 206873 206888 
potentially 
variable 

PHG9_Scaffold_62 62 p2 (AT)6 12 210081 210092   

PHG9_Scaffold_62 71 p3 (ACC)5 15 230534 230548 
potentially 
variable 

PHG9_Scaffold_62 75 p2 (TA)7 14 238386 238399 
potentially 
variable 

PHG9_Scaffold_62 83 p3 (TAA)5 15 268924 268938 
potentially 
variable 

PHG9_Scaffold_62 87 p2 (AT)6 12 274502 274513   
PHG9_Scaffold_62 89 p2 (CT)6 12 296410 296421   
PHG9_Scaffold_62 123 p2 (TC)6 12 422322 422333   
PHG9_Scaffold_62 125 p2 (AT)6 12 427764 427775   

PHG9_Scaffold_62 126 p3 (TTA)5 15 429021 429035 
potentially 
variable 

PHG9_Scaffold_62 128 p2 (TC)9 18 434265 434282 
potentially 
variable 

PHG9_Scaffold_62 131 p2 (TA)6 12 446781 446792   

PHG9_Scaffold_63 2 p3 (AAG)6 18 310 327 
potentially 
variable 

PHG9_Scaffold_63 16 p2 (TA)9 18 40126 40143 
potentially 
variable 

PHG9_Scaffold_63 19 p2 (TA)6 12 41525 41536   
PHG9_Scaffold_63 20 p2 (TA)6 12 41843 41854   
PHG9_Scaffold_63 35 p2 (TC)6 12 70998 71009   



PHG9_Scaffold_63 40 p2 (TA)8 16 78354 78369 
potentially 
variable 

PHG9_Scaffold_63 41 p2 (TA)7 14 82074 82087 
potentially 
variable 

PHG9_Scaffold_64 3 p3 (TAA)5 15 2214 2228 
potentially 
variable 

PHG9_Scaffold_64 11 p2 (TA)8 16 32225 32240 
potentially 
variable 

PHG9_Scaffold_64 14 p2 (TC)7 14 47864 47877 
potentially 
variable 

PHG9_Scaffold_64 20 p2 (AC)8 16 62053 62068 
potentially 
variable 

PHG9_Scaffold_64 21 p2 (TC)6 12 63722 63733   

PHG9_Scaffold_64 34 p3 (ATT)6 18 89483 89500 
potentially 
variable 

PHG9_Scaffold_64 39 p2 (TA)7 14 121713 121726 
potentially 
variable 

PHG9_Scaffold_64 44 p2 (AT)6 12 136211 136222   
PHG9_Scaffold_64 49 p2 (AT)6 12 142239 142250   

PHG9_Scaffold_64 51 p3 (ATC)6 18 149942 149959 
potentially 
variable 

PHG9_Scaffold_64 56 p2 (AT)9 18 162784 162801 
potentially 
variable 

PHG9_Scaffold_64 57 p3 (AAG)5 15 167355 167369 
potentially 
variable 

PHG9_Scaffold_64 58 p3 (AGA)5 15 169444 169458 
potentially 
variable 

PHG9_Scaffold_64 59 p2 (TA)6 12 169771 169782   
PHG9_Scaffold_65 8 p2 (TC)6 12 20721 20732   
PHG9_Scaffold_65 9 p3 (ATT)6 18 33649 33666 potentially 



variable 
PHG9_Scaffold_65 16 p2 (AG)6 12 56775 56786   

PHG9_Scaffold_65 17 p2 (AT)8 16 57150 57165 
potentially 
variable 

PHG9_Scaffold_65 24 p2 (CT)7 14 64234 64247 
potentially 
variable 

PHG9_Scaffold_65 32 p2 (AT)7 14 81146 81159 
potentially 
variable 

PHG9_Scaffold_65 56 p2 (AT)7 14 164915 164928 
potentially 
variable 

PHG9_Scaffold_65 60 p3 (TTC)5 15 167841 167855 
potentially 
variable 

PHG9_Scaffold_65 63 p2 (AC)8 16 175612 175627 
potentially 
variable 

PHG9_Scaffold_65 66 p2 (TA)8 16 178241 178256 
potentially 
variable 

PHG9_Scaffold_65 67 p2 (TA)8 16 181130 181145 
potentially 
variable 

PHG9_Scaffold_65 69 p3 (ATT)5 15 187193 187207 
potentially 
variable 

PHG9_Scaffold_65 75 p2 (AT)9 18 194160 194177 
potentially 
variable 

PHG9_Scaffold_65 78 p2 (AT)6 12 201733 201744   

PHG9_Scaffold_66 2 p2 (AT)9 18 7362 7379 
potentially 
variable 

PHG9_Scaffold_66 4 p2 (TA)6 12 7788 7799   

PHG9_Scaffold_66 13 p3 (TTC)5 15 50773 50787 
potentially 
variable 

PHG9_Scaffold_66 15 p2 (AT)6 12 60603 60614   
PHG9_Scaffold_66 19 p2 (AT)7 14 84779 84792 potentially 



variable 

PHG9_Scaffold_66 23 p3 (CTG)6 18 96738 96755 
potentially 
variable 

PHG9_Scaffold_66 28 p3 (TTC)6 18 109067 109084 
potentially 
variable 

PHG9_Scaffold_67 5 p2 (AT)6 12 32241 32252   

PHG9_Scaffold_67 8 p3 (TAA)5 15 46090 46104 
potentially 
variable 

PHG9_Scaffold_67 10 p2 (AT)6 12 52041 52052   

PHG9_Scaffold_67 14 p2 (AG)9 18 62902 62919 
potentially 
variable 

PHG9_Scaffold_67 21 p2 (TA)6 12 79056 79067   
PHG9_Scaffold_67 24 p2 (TA)6 12 81733 81744   

PHG9_Scaffold_68 4 p2 (AT)8 16 20394 20409 
potentially 
variable 

PHG9_Scaffold_68 5 p2 (AT)6 12 22704 22715   

PHG9_Scaffold_68 6 p2 (AG)7 14 23466 23479 
potentially 
variable 

PHG9_Scaffold_68 10 p2 (TA)7 14 48861 48874 
potentially 
variable 

PHG9_Scaffold_69 8 p3 (ACA)6 18 21091 21108 
potentially 
variable 

PHG9_Scaffold_69 9 p3 (AAT)6 18 22372 22389 
potentially 
variable 

PHG9_Scaffold_69 12 p3 (TAA)5 15 26235 26249 
potentially 
variable 

PHG9_Scaffold_69 13 p2 (AC)6 12 31919 31930   

PHG9_Scaffold_69 22 p2 (CA)9 18 59005 59022 
potentially 
variable 



PHG9_Scaffold_69 28 p2 (TA)8 16 70206 70221 
potentially 
variable 

PHG9_Scaffold_69 31 p2 (TA)6 12 73574 73585   

PHG9_Scaffold_69 33 p3 (TGT)5 15 78139 78153 
potentially 
variable 

PHG9_Scaffold_69 36 p2 (TA)8 16 87450 87465 
potentially 
variable 

PHG9_Scaffold_69 37 p2 (TA)7 14 91141 91154 
potentially 
variable 

PHG9_Scaffold_69 40 p2 (AG)6 12 94508 94519   

PHG9_Scaffold_69 42 p2 (AT)8 16 100286 100301 
potentially 
variable 

PHG9_Scaffold_69 47 p3 (TTA)5 15 108166 108180 
potentially 
variable 

PHG9_Scaffold_69 56 p2 (TA)7 14 131171 131184 
potentially 
variable 

PHG9_Scaffold_69 57 p2 (TA)6 12 136795 136806   
PHG9_Scaffold_69 59 p2 (CT)6 12 141025 141036   
PHG9_Scaffold_70 3 p2 (TG)6 12 9320 9331   

PHG9_Scaffold_70 11 p2 (TA)7 14 46557 46570 
potentially 
variable 

PHG9_Scaffold_70 13 p3 (TTG)5 15 57019 57033 
potentially 
variable 

PHG9_Scaffold_70 16 p2 (TA)7 14 66111 66124 
potentially 
variable 

PHG9_Scaffold_70 17 p2 (AT)6 12 66661 66672   
PHG9_Scaffold_70 19 p2 (TA)6 12 71060 71071   

PHG9_Scaffold_70 20 p3 (ATC)6 18 71866 71883 
potentially 
variable 



PHG9_Scaffold_70 22 p2 (AT)7 14 77581 77594 
potentially 
variable 

PHG9_Scaffold_70 25 p3 (CAT)5 15 82306 82320 
potentially 
variable 

PHG9_Scaffold_70 34 p2 (TA)6 12 92698 92709   

PHG9_Scaffold_70 39 p3 (TTA)5 15 117716 117730 
potentially 
variable 

PHG9_Scaffold_70 44 p3 (ATT)6 18 136167 136184 
potentially 
variable 

PHG9_Scaffold_71 7 p3 (AAT)5 15 22619 22633 
potentially 
variable 

PHG9_Scaffold_71 12 p3 (CGT)5 15 39022 39036 
potentially 
variable 

PHG9_Scaffold_71 24 p2 (TA)6 12 86545 86556   

PHG9_Scaffold_72 2 p2 (TA)8 16 7835 7850 
potentially 
variable 

PHG9_Scaffold_72 21 p2 (TA)6 12 45542 45553   

PHG9_Scaffold_72 33 p3 (ATT)5 15 72533 72547 
potentially 
variable 

PHG9_Scaffold_72 35 p3 (TAT)5 15 77180 77194 
potentially 
variable 

PHG9_Scaffold_72 40 p3 (TAT)5 15 85358 85372 
potentially 
variable 

PHG9_Scaffold_72 41 p2 (TA)9 18 85690 85707 
potentially 
variable 

PHG9_Scaffold_72 43 p2 (TA)8 16 87797 87812 
potentially 
variable 

PHG9_Scaffold_72 48 p2 (TA)6 12 109004 109015   

PHG9_Scaffold_72 51 p3 (CTT)5 15 110155 110169 
potentially 
variable 



PHG9_Scaffold_72 62 p3 (TCA)5 15 133285 133299 
potentially 
variable 

PHG9_Scaffold_73 20 p2 (TA)7 14 42053 42066 
potentially 
variable 

PHG9_Scaffold_73 22 p2 (AT)6 12 57179 57190   

PHG9_Scaffold_73 23 p3 (GAA)5 15 57551 57565 
potentially 
variable 

PHG9_Scaffold_73 24 p2 (TG)7 14 59907 59920 
potentially 
variable 

PHG9_Scaffold_73 26 p2 (CT)7 14 69480 69493 
potentially 
variable 

PHG9_Scaffold_73 30 p2 (TG)6 12 80547 80558   

PHG9_Scaffold_73 33 p2 (GT)8 16 88573 88588 
potentially 
variable 

PHG9_Scaffold_73 38 p2 (TA)8 16 105488 105503 
potentially 
variable 

PHG9_Scaffold_73 39 p2 (CA)6 12 109550 109561   
PHG9_Scaffold_73 40 p2 (AT)6 12 111480 111491   
PHG9_Scaffold_73 44 p2 (GA)6 12 122519 122530   
PHG9_Scaffold_73 48 p2 (AT)6 12 147698 147709   
PHG9_Scaffold_73 52 p2 (TA)6 12 156173 156184   

PHG9_Scaffold_73 56 p2 (AT)8 16 161822 161837 
potentially 
variable 

PHG9_Scaffold_73 58 p2 (TA)6 12 162459 162470   

PHG9_Scaffold_73 60 p3 (TCA)6 18 173578 173595 
potentially 
variable 

PHG9_Scaffold_73 77 p2 (AG)9 18 204655 204672 
potentially 
variable 

PHG9_Scaffold_73 81 p2 (TA)6 12 217720 217731   



PHG9_Scaffold_73 88 p2 (TA)7 14 250182 250195 
potentially 
variable 

PHG9_Scaffold_73 89 p2 (AG)9 18 253106 253123 
potentially 
variable 

PHG9_Scaffold_73 94 p2 (AT)6 12 275675 275686   

PHG9_Scaffold_73 95 p2 (TA)7 14 292465 292478 
potentially 
variable 

PHG9_Scaffold_73 99 p2 (TA)6 12 304608 304619   

PHG9_Scaffold_73 100 p2 (AT)7 14 305457 305470 
potentially 
variable 

PHG9_Scaffold_73 103 p2 (TA)6 12 314062 314073   

PHG9_Scaffold_73 110 p3 (ATT)5 15 329913 329927 
potentially 
variable 

PHG9_Scaffold_73 120 p2 (AT)8 16 369733 369748 
potentially 
variable 

PHG9_Scaffold_73 124 p2 (AT)9 18 387123 387140 
potentially 
variable 

PHG9_Scaffold_73 125 p2 (GA)6 12 387837 387848   

PHG9_Scaffold_73 128 p2 (TA)9 18 389302 389319 
potentially 
variable 

PHG9_Scaffold_73 132 p2 (AT)8 16 397433 397448 
potentially 
variable 

PHG9_Scaffold_73 134 p3 (ATT)6 18 408979 408996 
potentially 
variable 

PHG9_Scaffold_73 142 p2 (GA)7 14 432907 432920 
potentially 
variable 

PHG9_Scaffold_74 3 p2 (CA)9 18 7733 7750 
potentially 
variable 

PHG9_Scaffold_74 4 p2 (TA)6 12 9708 9719   
PHG9_Scaffold_74 10 p3 (ATT)5 15 27876 27890 potentially 



variable 
PHG9_Scaffold_74 11 p2 (AT)6 12 32811 32822   
PHG9_Scaffold_74 14 p2 (GA)6 12 35844 35855   

PHG9_Scaffold_74 29 p3 (GAA)5 15 71873 71887 
potentially 
variable 

PHG9_Scaffold_74 31 p2 (AT)7 14 74302 74315 
potentially 
variable 

PHG9_Scaffold_74 33 p2 (TC)6 12 78611 78622   

PHG9_Scaffold_74 34 p3 (TTC)6 18 80588 80605 
potentially 
variable 

PHG9_Scaffold_74 35 p2 (AG)6 12 84006 84017   
PHG9_Scaffold_74 36 p2 (AG)6 12 85823 85834   
PHG9_Scaffold_74 37 p2 (TA)6 12 87709 87720   
PHG9_Scaffold_74 39 p2 (AT)6 12 98611 98622   

PHG9_Scaffold_74 50 p2 (TA)7 14 131472 131485 
potentially 
variable 

PHG9_Scaffold_74 53 p2 (AT)6 12 137731 137742   
PHG9_Scaffold_74 64 p2 (TA)6 12 166707 166718   

PHG9_Scaffold_74 68 p2 (GT)7 14 175946 175959 
potentially 
variable 

PHG9_Scaffold_74 70 p2 (AT)9 18 188926 188943 
potentially 
variable 

PHG9_Scaffold_74 73 p3 (CAT)5 15 194532 194546 
potentially 
variable 

PHG9_Scaffold_75 2 p2 (TA)7 14 2482 2495 
potentially 
variable 

PHG9_Scaffold_75 6 p2 (TA)7 14 11683 11696 
potentially 
variable 

PHG9_Scaffold_75 14 p2 (AT)8 16 30130 30145 potentially 



variable 

PHG9_Scaffold_75 23 p3 (TTC)6 18 47898 47915 
potentially 
variable 

PHG9_Scaffold_75 25 p3 (ATA)5 15 52858 52872 
potentially 
variable 

PHG9_Scaffold_75 34 p2 (AT)6 12 90498 90509   
PHG9_Scaffold_75 38 p2 (AT)6 12 97825 97836   

PHG9_Scaffold_75 39 p2 (AT)7 14 97981 97994 
potentially 
variable 

PHG9_Scaffold_75 50 p2 (AT)9 18 118974 118991 
potentially 
variable 

PHG9_Scaffold_75 55 p2 (TA)6 12 135973 135984   

PHG9_Scaffold_75 61 p3 (ATT)6 18 150572 150589 
potentially 
variable 

PHG9_Scaffold_75 65 p2 (AG)7 14 161340 161353 
potentially 
variable 

PHG9_Scaffold_75 70 p2 (AT)6 12 174513 174524   

PHG9_Scaffold_75 76 p2 (TA)7 14 200424 200437 
potentially 
variable 

PHG9_Scaffold_75 80 p3 (TTC)6 18 202520 202537 
potentially 
variable 

PHG9_Scaffold_75 84 p2 (TA)7 14 221477 221490 
potentially 
variable 

PHG9_Scaffold_75 88 p3 (TTA)5 15 227583 227597 
potentially 
variable 

PHG9_Scaffold_75 90 p3 (AAT)6 18 239563 239580 
potentially 
variable 

PHG9_Scaffold_75 102 p2 (TA)7 14 290038 290051 
potentially 
variable 

PHG9_Scaffold_75 103 p3 (AAT)5 15 291404 291418 potentially 



variable 

PHG9_Scaffold_75 105 p3 (AGA)6 18 298496 298513 
potentially 
variable 

PHG9_Scaffold_75 119 p2 (AG)6 12 340914 340925   

PHG9_Scaffold_75 131 p2 (TA)8 16 365998 366013 
potentially 
variable 

PHG9_Scaffold_76 1 p2 (TA)7 14 11935 11948 
potentially 
variable 

PHG9_Scaffold_76 12 p2 (TA)6 12 61396 61407   

PHG9_Scaffold_76 14 p2 (AT)7 14 63049 63062 
potentially 
variable 

PHG9_Scaffold_76 16 p3 (TTA)5 15 63706 63720 
potentially 
variable 

PHG9_Scaffold_76 19 p2 (TC)6 12 73233 73244   
PHG9_Scaffold_76 23 p2 (AT)6 12 76210 76221   

PHG9_Scaffold_76 25 p2 (AT)8 16 81679 81694 
potentially 
variable 

PHG9_Scaffold_76 34 p2 (TA)6 12 111145 111156   

PHG9_Scaffold_77 4 p3 (ATT)5 15 13852 13866 
potentially 
variable 

PHG9_Scaffold_77 6 p2 (TA)7 14 16975 16988 
potentially 
variable 

PHG9_Scaffold_77 8 p2 (TA)9 18 30303 30320 
potentially 
variable 

PHG9_Scaffold_77 16 p2 (TA)6 12 59044 59055   
PHG9_Scaffold_77 17 p2 (TA)6 12 62799 62810   

PHG9_Scaffold_77 20 p2 (AC)8 16 80474 80489 
potentially 
variable 

PHG9_Scaffold_77 21 p2 (AG)7 14 81853 81866 potentially 



variable 

PHG9_Scaffold_78 5 p2 (AT)8 16 90683 90698 
potentially 
variable 

PHG9_Scaffold_78 14 p2 (AT)8 16 224123 224138 
potentially 
variable 

PHG9_Scaffold_79 1 p2 (TA)6 12 2704 2715   
PHG9_Scaffold_79 12 p2 (TA)6 12 18053 18064   

PHG9_Scaffold_79 16 p3 (TAA)6 18 26746 26763 
potentially 
variable 

PHG9_Scaffold_79 25 p3 (GCT)5 15 50232 50246 
potentially 
variable 

PHG9_Scaffold_79 33 p2 (AT)8 16 64264 64279 
potentially 
variable 

PHG9_Scaffold_79 46 p2 (AT)6 12 114389 114400   

PHG9_Scaffold_79 49 p2 (AT)9 18 117525 117542 
potentially 
variable 

PHG9_Scaffold_79 53 p2 (AT)6 12 149631 149642   

PHG9_Scaffold_79 55 p2 (TG)8 16 155054 155069 
potentially 
variable 

PHG9_Scaffold_79 56 p3 (TAA)5 15 155631 155645 
potentially 
variable 

PHG9_Scaffold_80 4 p2 (AT)6 12 9894 9905   

PHG9_Scaffold_81 2 p3 (ATT)5 15 4042 4056 
potentially 
variable 

PHG9_Scaffold_81 3 p2 (TA)8 16 19525 19540 
potentially 
variable 

PHG9_Scaffold_81 10 p3 (TGA)5 15 39541 39555 
potentially 
variable 

PHG9_Scaffold_81 33 p2 (TC)7 14 91588 91601 
potentially 
variable 



PHG9_Scaffold_81 36 p2 (AT)8 16 96124 96139 
potentially 
variable 

PHG9_Scaffold_81 47 p2 (AT)9 18 110841 110858 
potentially 
variable 

PHG9_Scaffold_81 54 p2 (GT)7 14 141969 141982 
potentially 
variable 

PHG9_Scaffold_81 58 p2 (CA)6 12 151994 152005   

PHG9_Scaffold_81 59 p2 (TG)8 16 152546 152561 
potentially 
variable 

PHG9_Scaffold_81 69 p2 (AT)7 14 186256 186269 
potentially 
variable 

PHG9_Scaffold_81 77 p3 (ATT)5 15 204618 204632 
potentially 
variable 

PHG9_Scaffold_81 78 p2 (CA)6 12 209771 209782   
PHG9_Scaffold_81 82 p2 (AG)6 12 220408 220419   

PHG9_Scaffold_81 93 p2 (TC)8 16 249344 249359 
potentially 
variable 

PHG9_Scaffold_81 94 p2 (AT)7 14 250826 250839 
potentially 
variable 

PHG9_Scaffold_81 107 p3 (AAT)5 15 280157 280171 
potentially 
variable 

PHG9_Scaffold_81 112 p2 (TA)6 12 288748 288759   
PHG9_Scaffold_82 6 p2 (TA)6 12 30424 30435   

PHG9_Scaffold_82 11 p3 (GCT)5 15 44241 44255 
potentially 
variable 

PHG9_Scaffold_82 20 p2 (AT)7 14 73954 73967 
potentially 
variable 

PHG9_Scaffold_82 24 p2 (AT)6 12 98127 98138   

PHG9_Scaffold_82 32 p2 (GT)7 14 109135 109148 
potentially 
variable 



PHG9_Scaffold_82 35 p2 (AT)9 18 114236 114253 
potentially 
variable 

PHG9_Scaffold_82 37 p3 (AGA)5 15 118251 118265 
potentially 
variable 

PHG9_Scaffold_83 3 p3 (CTT)5 15 65851 65865 
potentially 
variable 

PHG9_Scaffold_83 9 p2 (CT)6 12 105497 105508   
PHG9_Scaffold_83 13 p2 (AC)6 12 158377 158388   

PHG9_Scaffold_84 5 p3 (GGA)6 18 14983 15000 
potentially 
variable 

PHG9_Scaffold_84 8 p2 (TA)6 12 17376 17387   
PHG9_Scaffold_84 9 p2 (TA)6 12 28575 28586   
PHG9_Scaffold_84 16 p2 (AT)6 12 39152 39163   

PHG9_Scaffold_84 21 p2 (AT)9 18 68204 68221 
potentially 
variable 

PHG9_Scaffold_85 16 p2 (AT)9 18 64429 64446 
potentially 
variable 

PHG9_Scaffold_85 29 p2 (TA)6 12 98441 98452   

PHG9_Scaffold_86 1 p2 (AT)7 14 1 14 
potentially 
variable 

PHG9_Scaffold_87 3 p2 (TA)6 12 4924 4935   

PHG9_Scaffold_87 14 p2 (TA)8 16 30027 30042 
potentially 
variable 

PHG9_Scaffold_87 18 p2 (TA)8 16 53087 53102 
potentially 
variable 

PHG9_Scaffold_87 19 p2 (TA)8 16 55639 55654 
potentially 
variable 

PHG9_Scaffold_87 34 p2 (TC)6 12 108057 108068   
PHG9_Scaffold_87 40 p2 (TA)8 16 118687 118702 potentially 



variable 

PHG9_Scaffold_87 42 p3 (ATA)5 15 127828 127842 
potentially 
variable 

PHG9_Scaffold_87 45 p2 (AT)6 12 134772 134783   

PHG9_Scaffold_88 1 p2 (AT)8 16 3191 3206 
potentially 
variable 

PHG9_Scaffold_88 6 p3 (TAA)5 15 39821 39835 
potentially 
variable 

PHG9_Scaffold_88 15 p3 (ATC)5 15 133402 133416 
potentially 
variable 

PHG9_Scaffold_88 16 p2 (AT)6 12 139439 139450   

PHG9_Scaffold_89 4 p3 (TAA)5 15 11690 11704 
potentially 
variable 

PHG9_Scaffold_89 10 p2 (AT)6 12 30391 30402   
PHG9_Scaffold_89 12 p2 (AT)6 12 34108 34119   

PHG9_Scaffold_89 13 p2 (AT)9 18 35136 35153 
potentially 
variable 

PHG9_Scaffold_89 20 p2 (AT)6 12 51766 51777   
PHG9_Scaffold_89 25 p2 (AC)6 12 67925 67936   

PHG9_Scaffold_89 27 p2 (AC)9 18 71909 71926 
potentially 
variable 

PHG9_Scaffold_89 50 p3 (GAT)5 15 146786 146800 
potentially 
variable 

PHG9_Scaffold_89 59 p2 (AT)7 14 159842 159855 
potentially 
variable 

PHG9_Scaffold_89 83 p3 (AAC)5 15 216553 216567 
potentially 
variable 

PHG9_Scaffold_89 87 p2 (TA)8 16 225267 225282 
potentially 
variable 



PHG9_Scaffold_89 89 p3 (ATC)5 15 230163 230177 
potentially 
variable 

PHG9_Scaffold_89 110 p3 (TTA)5 15 275788 275802 
potentially 
variable 

PHG9_Scaffold_89 119 p3 (CCA)5 15 294173 294187 
potentially 
variable 

PHG9_Scaffold_89 120 p3 (AAT)5 15 304488 304502 
potentially 
variable 

PHG9_Scaffold_89 127 p2 (TA)6 12 319900 319911   
PHG9_Scaffold_89 129 p2 (AC)6 12 324212 324223   

PHG9_Scaffold_90 2 p2 (TA)7 14 1361 1374 
potentially 
variable 

PHG9_Scaffold_90 10 p2 (AG)9 18 17206 17223 
potentially 
variable 

PHG9_Scaffold_90 13 p3 (TTG)6 18 22261 22278 
potentially 
variable 

PHG9_Scaffold_90 23 p3 (ACC)5 15 44045 44059 
potentially 
variable 

PHG9_Scaffold_90 30 p2 (AT)9 18 72270 72287 
potentially 
variable 

PHG9_Scaffold_90 45 p2 (CA)6 12 138604 138615   

PHG9_Scaffold_90 46 p2 (CT)7 14 140336 140349 
potentially 
variable 

PHG9_Scaffold_91 3 p2 (TA)6 12 11677 11688   

PHG9_Scaffold_91 17 p3 (AAG)6 18 40077 40094 
potentially 
variable 

PHG9_Scaffold_91 18 p2 (AT)6 12 43459 43470   
PHG9_Scaffold_91 23 p2 (CT)6 12 50323 50334   

PHG9_Scaffold_91 25 p2 (AG)9 18 53903 53920 
potentially 
variable 



PHG9_Scaffold_91 36 p3 (ATT)6 18 70902 70919 
potentially 
variable 

PHG9_Scaffold_92 3 p2 (TA)6 12 7481 7492   
PHG9_Scaffold_92 4 p2 (CT)6 12 8728 8739   

PHG9_Scaffold_92 7 p2 (AT)8 16 16278 16293 
potentially 
variable 

PHG9_Scaffold_92 18 p2 (AT)8 16 43055 43070 
potentially 
variable 

PHG9_Scaffold_92 19 p2 (AT)7 14 43387 43400 
potentially 
variable 

PHG9_Scaffold_92 23 p2 (TG)6 12 58277 58288   

PHG9_Scaffold_92 27 p2 (CT)7 14 69520 69533 
potentially 
variable 

PHG9_Scaffold_92 30 p2 (GA)9 18 88124 88141 
potentially 
variable 

PHG9_Scaffold_92 38 p3 (TTC)5 15 113920 113934 
potentially 
variable 

PHG9_Scaffold_92 44 p2 (CT)8 16 145117 145132 
potentially 
variable 

PHG9_Scaffold_92 45 p3 (ATG)5 15 147121 147135 
potentially 
variable 

PHG9_Scaffold_92 48 p3 (AAT)5 15 154176 154190 
potentially 
variable 

PHG9_Scaffold_93 1 p2 (TA)6 12 4477 4488   

PHG9_Scaffold_93 3 p2 (TA)9 18 5118 5135 
potentially 
variable 

PHG9_Scaffold_93 7 p3 (CAC)5 15 16430 16444 
potentially 
variable 

PHG9_Scaffold_93 8 p3 (TAT)5 15 19760 19774 
potentially 
variable 



PHG9_Scaffold_93 14 p2 (CT)9 18 47325 47342 
potentially 
variable 

PHG9_Scaffold_93 15 p3 (TTA)5 15 47955 47969 
potentially 
variable 

PHG9_Scaffold_93 18 p2 (AT)8 16 54360 54375 
potentially 
variable 

PHG9_Scaffold_93 27 p6 (GGCTCA)5 30 81098 81127 Hypervariable 

PHG9_Scaffold_93 28 p3 (TAA)5 15 88582 88596 
potentially 
variable 

PHG9_Scaffold_93 33 p3 (CTT)5 15 101705 101719 
potentially 
variable 

PHG9_Scaffold_93 35 p3 (ATT)5 15 105668 105682 
potentially 
variable 

PHG9_Scaffold_93 38 p2 (TC)6 12 113787 113798   

PHG9_Scaffold_93 53 p2 (AG)8 16 162912 162927 
potentially 
variable 

PHG9_Scaffold_93 57 p2 (TA)8 16 175171 175186 
potentially 
variable 

PHG9_Scaffold_93 59 p2 (TG)6 12 181335 181346   
PHG9_Scaffold_93 64 p2 (TA)6 12 224360 224371   
PHG9_Scaffold_93 67 p2 (TA)6 12 228685 228696   
PHG9_Scaffold_93 69 p2 (TC)6 12 240393 240404   

PHG9_Scaffold_93 74 p2 (AT)8 16 248681 248696 
potentially 
variable 

PHG9_Scaffold_93 78 p2 (AC)7 14 254987 255000 
potentially 
variable 

PHG9_Scaffold_93 88 p2 (TA)7 14 280334 280347 
potentially 
variable 

PHG9_Scaffold_93 89 p2 (GA)6 12 280608 280619   



PHG9_Scaffold_93 90 p2 (AT)6 12 280907 280918   

PHG9_Scaffold_93 96 p2 (TA)8 16 301629 301644 
potentially 
variable 

PHG9_Scaffold_93 99 p2 (AC)6 12 322330 322341   

PHG9_Scaffold_93 100 p2 (AG)9 18 323734 323751 
potentially 
variable 

PHG9_Scaffold_93 105 p2 (TA)8 16 330622 330637 
potentially 
variable 

PHG9_Scaffold_93 108 p2 (GA)7 14 333830 333843 
potentially 
variable 

PHG9_Scaffold_93 116 p2 (TA)9 18 360042 360059 
potentially 
variable 

PHG9_Scaffold_93 119 p2 (CT)6 12 371684 371695   
PHG9_Scaffold_93 120 p2 (AG)6 12 380169 380180   

PHG9_Scaffold_93 123 p2 (AG)8 16 386700 386715 
potentially 
variable 

PHG9_Scaffold_93 124 p2 (TC)8 16 386972 386987 
potentially 
variable 

PHG9_Scaffold_93 136 p2 (AT)8 16 427479 427494 
potentially 
variable 

PHG9_Scaffold_93 138 p2 (TA)6 12 431915 431926   
PHG9_Scaffold_93 144 p2 (TA)6 12 451847 451858   
PHG9_Scaffold_93 145 p2 (CT)6 12 457266 457277   
PHG9_Scaffold_93 147 p2 (GA)6 12 459950 459961   

PHG9_Scaffold_94 2 p3 (ATT)5 15 11869 11883 
potentially 
variable 

PHG9_Scaffold_94 3 p3 (CCA)5 15 16221 16235 
potentially 
variable 

PHG9_Scaffold_94 13 p3 (AGG)5 15 62928 62942 potentially 



variable 
PHG9_Scaffold_94 16 p2 (AG)6 12 74660 74671   
PHG9_Scaffold_94 17 p2 (CT)6 12 74834 74845   
PHG9_Scaffold_94 22 p2 (AT)6 12 80870 80881   

PHG9_Scaffold_94 25 p3 (TTC)5 15 90664 90678 
potentially 
variable 

PHG9_Scaffold_94 29 p2 (TA)6 12 107134 107145   

PHG9_Scaffold_94 47 p3 (TTA)6 18 169463 169480 
potentially 
variable 

PHG9_Scaffold_94 48 p2 (TA)6 12 174131 174142   

PHG9_Scaffold_94 50 p2 (AT)7 14 179034 179047 
potentially 
variable 

PHG9_Scaffold_94 52 p2 (TA)6 12 182123 182134   

PHG9_Scaffold_94 57 p3 (CCT)5 15 193258 193272 
potentially 
variable 

PHG9_Scaffold_94 66 p3 (AAT)5 15 226242 226256 
potentially 
variable 

PHG9_Scaffold_94 77 p2 (AC)6 12 279885 279896   

PHG9_Scaffold_94 79 p3 (TAT)5 15 302030 302044 
potentially 
variable 

PHG9_Scaffold_94 82 p2 (TA)6 12 316269 316280   

PHG9_Scaffold_94 87 p2 (TA)9 18 331647 331664 
potentially 
variable 

PHG9_Scaffold_95 9 p2 (TA)6 12 30496 30507   

PHG9_Scaffold_95 10 p2 (AT)8 16 30645 30660 
potentially 
variable 

PHG9_Scaffold_95 11 p2 (TA)8 16 38279 38294 
potentially 
variable 

PHG9_Scaffold_96 4 p2 (TA)7 14 7384 7397 potentially 



variable 
PHG9_Scaffold_96 8 p2 (AC)6 12 26811 26822   

PHG9_Scaffold_96 14 p3 (CTC)5 15 34929 34943 
potentially 
variable 

PHG9_Scaffold_96 36 p2 (GA)6 12 93172 93183   

PHG9_Scaffold_96 38 p2 (TA)8 16 97311 97326 
potentially 
variable 

PHG9_Scaffold_96 40 p3 (TTA)6 18 104124 104141 
potentially 
variable 

PHG9_Scaffold_96 45 p2 (AT)6 12 111926 111937   

PHG9_Scaffold_96 48 p3 (ATA)5 15 138525 138539 
potentially 
variable 

PHG9_Scaffold_96 49 p2 (AT)7 14 140545 140558 
potentially 
variable 

PHG9_Scaffold_96 53 p2 (TA)6 12 180870 180881   

PHG9_Scaffold_96 61 p3 (TAA)5 15 240694 240708 
potentially 
variable 

PHG9_Scaffold_96 65 p3 (TAA)5 15 271448 271462 
potentially 
variable 

PHG9_Scaffold_96 69 p3 (TTA)5 15 309970 309984 
potentially 
variable 

PHG9_Scaffold_96 70 p2 (AT)8 16 310113 310128 
potentially 
variable 

PHG9_Scaffold_96 71 p2 (AT)7 14 312981 312994 
potentially 
variable 

PHG9_Scaffold_96 73 p2 (AT)6 12 315653 315664   

PHG9_Scaffold_96 75 p2 (TA)9 18 325658 325675 
potentially 
variable 

PHG9_Scaffold_97 1 p2 (TA)8 16 2080 2095 
potentially 
variable 



PHG9_Scaffold_97 6 p3 (TAT)5 15 28248 28262 
potentially 
variable 

PHG9_Scaffold_97 16 p2 (AT)7 14 105274 105287 
potentially 
variable 

PHG9_Scaffold_97 22 p2 (AT)6 12 115930 115941   

PHG9_Scaffold_97 24 p3 (AAG)5 15 135650 135664 
potentially 
variable 

PHG9_Scaffold_97 26 p3 (CAG)5 15 142600 142614 
potentially 
variable 

PHG9_Scaffold_98 4 p2 (AT)6 12 5928 5939   

PHG9_Scaffold_98 5 p3 (AAT)5 15 6652 6666 
potentially 
variable 

PHG9_Scaffold_98 6 p2 (AT)6 12 11437 11448   

PHG9_Scaffold_98 17 p2 (AT)9 18 66605 66622 
potentially 
variable 

PHG9_Scaffold_98 33 p2 (TA)7 14 135128 135141 
potentially 
variable 

PHG9_Scaffold_98 42 p2 (AT)8 16 167684 167699 
potentially 
variable 

PHG9_Scaffold_98 46 p2 (GA)6 12 179624 179635   

PHG9_Scaffold_99 11 p3 (TTA)6 18 29211 29228 
potentially 
variable 

PHG9_Scaffold_99 24 p2 (AT)8 16 67662 67677 
potentially 
variable 

PHG9_Scaffold_99 29 p2 (AG)6 12 80943 80954   

PHG9_Scaffold_99 35 p2 (TA)9 18 86976 86993 
potentially 
variable 

PHG9_Scaffold_99 42 p3 (TTG)5 15 105452 105466 
potentially 
variable 

PHG9_Scaffold_100 10 p3 (GAA)6 18 27914 27931 potentially 



variable 

PHG9_Scaffold_100 11 p2 (TA)8 16 46780 46795 
potentially 
variable 

PHG9_Scaffold_100 13 p2 (GA)8 16 47746 47761 
potentially 
variable 

PHG9_Scaffold_100 26 p3 (AAT)6 18 95481 95498 
potentially 
variable 

PHG9_Scaffold_100 27 p6 (AGCATG)8 48 95847 95894 Hypervariable 
PHG9_Scaffold_100 29 p2 (TC)6 12 102384 102395   

PHG9_Scaffold_100 30 p3 (CAT)5 15 102645 102659 
potentially 
variable 

PHG9_Scaffold_100 36 p2 (CT)6 12 122797 122808   

PHG9_Scaffold_100 39 p2 (CT)8 16 139416 139431 
potentially 
variable 

PHG9_Scaffold_100 44 p3 (ATT)5 15 145917 145931 
potentially 
variable 

PHG9_Scaffold_100 45 p3 (AGC)5 15 165718 165732 
potentially 
variable 

PHG9_Scaffold_100 47 p3 (CTT)6 18 173514 173531 
potentially 
variable 

PHG9_Scaffold_100 48 p4 (TATC)5 20 174798 174817 Hypervariable 

PHG9_Scaffold_100 50 p3 (AAG)6 18 183554 183571 
potentially 
variable 

PHG9_Scaffold_100 51 p2 (AC)8 16 191923 191938 
potentially 
variable 

PHG9_Scaffold_101 6 p2 (AG)8 16 22269 22284 
potentially 
variable 

PHG9_Scaffold_101 22 p3 (CTT)6 18 47804 47821 
potentially 
variable 

PHG9_Scaffold_101 23 p3 (CTG)5 15 48044 48058 potentially 



variable 

PHG9_Scaffold_101 33 p2 (AT)8 16 84702 84717 
potentially 
variable 

PHG9_Scaffold_101 35 p3 (ATA)5 15 96263 96277 
potentially 
variable 

PHG9_Scaffold_101 42 p2 (TA)9 18 105930 105947 
potentially 
variable 

PHG9_Scaffold_101 44 p2 (TA)7 14 114928 114941 
potentially 
variable 

PHG9_Scaffold_101 52 p3 (GTT)5 15 136241 136255 
potentially 
variable 

PHG9_Scaffold_101 59 p3 (TAA)5 15 161352 161366 
potentially 
variable 

PHG9_Scaffold_101 64 p2 (AT)6 12 180948 180959   

PHG9_Scaffold_102 8 p2 (CT)8 16 51183 51198 
potentially 
variable 

PHG9_Scaffold_102 13 p2 (TA)6 12 71443 71454   

PHG9_Scaffold_102 14 p3 (AAT)5 15 74161 74175 
potentially 
variable 

PHG9_Scaffold_102 25 p2 (TA)7 14 105981 105994 
potentially 
variable 

PHG9_Scaffold_102 52 p2 (AT)8 16 197115 197130 
potentially 
variable 

PHG9_Scaffold_102 54 p3 (TTA)5 15 203102 203116 
potentially 
variable 

PHG9_Scaffold_102 56 p2 (GT)6 12 203998 204009   

PHG9_Scaffold_102 65 p2 (TA)9 18 231011 231028 
potentially 
variable 

PHG9_Scaffold_102 66 p3 (CCA)5 15 232074 232088 
potentially 
variable 



PHG9_Scaffold_102 70 p2 (TA)7 14 249042 249055 
potentially 
variable 

PHG9_Scaffold_102 75 p2 (AT)9 18 261444 261461 
potentially 
variable 

PHG9_Scaffold_102 76 p3 (AGG)5 15 264802 264816 
potentially 
variable 

PHG9_Scaffold_102 77 p3 (GGT)5 15 265004 265018 
potentially 
variable 

PHG9_Scaffold_102 84 p3 (CAC)5 15 281633 281647 
potentially 
variable 

PHG9_Scaffold_102 96 p2 (TA)8 16 328154 328169 
potentially 
variable 

PHG9_Scaffold_102 100 p2 (TA)6 12 350558 350569   

PHG9_Scaffold_102 106 p2 (AT)7 14 384373 384386 
potentially 
variable 

PHG9_Scaffold_103 11 p3 (TTA)5 15 55600 55614 
potentially 
variable 

PHG9_Scaffold_103 15 p2 (TA)6 12 60320 60331   

PHG9_Scaffold_103 21 p2 (AT)9 18 63324 63341 
potentially 
variable 

PHG9_Scaffold_103 24 p2 (TA)7 14 79868 79881 
potentially 
variable 

PHG9_Scaffold_103 32 p2 (TA)7 14 116447 116460 
potentially 
variable 

PHG9_Scaffold_104 8 p2 (AG)9 18 22549 22566 
potentially 
variable 

PHG9_Scaffold_104 11 p3 (ATA)5 15 42686 42700 
potentially 
variable 

PHG9_Scaffold_104 15 p2 (TA)6 12 47080 47091   
PHG9_Scaffold_104 18 p2 (AT)7 14 61431 61444 potentially 



variable 

PHG9_Scaffold_104 19 p2 (AC)7 14 65101 65114 
potentially 
variable 

PHG9_Scaffold_104 23 p2 (TA)6 12 73912 73923   

PHG9_Scaffold_104 30 p2 (AT)9 18 102090 102107 
potentially 
variable 

PHG9_Scaffold_104 32 p2 (GA)8 16 106066 106081 
potentially 
variable 

PHG9_Scaffold_104 33 p2 (AG)6 12 107175 107186   

PHG9_Scaffold_104 34 p3 (TTA)5 15 108629 108643 
potentially 
variable 

PHG9_Scaffold_105 10 p3 (TTA)6 18 29613 29630 
potentially 
variable 

PHG9_Scaffold_105 20 p2 (TA)6 12 51363 51374   

PHG9_Scaffold_105 32 p3 (AAT)5 15 83792 83806 
potentially 
variable 

PHG9_Scaffold_105 33 p2 (GT)7 14 84188 84201 
potentially 
variable 

PHG9_Scaffold_105 49 p2 (AT)7 14 125051 125064 
potentially 
variable 

PHG9_Scaffold_105 51 p2 (TA)7 14 133121 133134 
potentially 
variable 

PHG9_Scaffold_105 55 p2 (AG)7 14 139555 139568 
potentially 
variable 

PHG9_Scaffold_105 56 p2 (CT)6 12 140727 140738   

PHG9_Scaffold_105 60 p3 (ACA)5 15 146075 146089 
potentially 
variable 

PHG9_Scaffold_105 62 p2 (CA)6 12 160243 160254   

PHG9_Scaffold_105 63 p2 (TA)9 18 160677 160694 
potentially 
variable 



PHG9_Scaffold_105 69 p3 (GTA)5 15 182970 182984 
potentially 
variable 

PHG9_Scaffold_105 71 p3 (CTT)5 15 188519 188533 
potentially 
variable 

PHG9_Scaffold_105 73 p2 (AT)8 16 194592 194607 
potentially 
variable 

PHG9_Scaffold_105 77 p2 (TA)7 14 203239 203252 
potentially 
variable 

PHG9_Scaffold_105 81 p2 (AT)6 12 207396 207407   

PHG9_Scaffold_105 87 p2 (TC)8 16 217876 217891 
potentially 
variable 

PHG9_Scaffold_105 88 p3 (CAT)5 15 229180 229194 
potentially 
variable 

PHG9_Scaffold_105 108 p2 (TA)7 14 277391 277404 
potentially 
variable 

PHG9_Scaffold_105 109 p2 (CT)7 14 279039 279052 
potentially 
variable 

PHG9_Scaffold_105 110 p3 (ATT)6 18 279740 279757 
potentially 
variable 

PHG9_Scaffold_105 127 p2 (TC)6 12 316834 316845   

PHG9_Scaffold_105 144 p3 (CAT)5 15 354472 354486 
potentially 
variable 

PHG9_Scaffold_105 145 p3 (AGA)5 15 355238 355252 
potentially 
variable 

PHG9_Scaffold_105 148 p2 (TA)9 18 361025 361042 
potentially 
variable 

PHG9_Scaffold_105 153 p2 (AT)7 14 385937 385950 
potentially 
variable 

PHG9_Scaffold_106 3 p2 (AG)6 12 5664 5675   
PHG9_Scaffold_106 4 p2 (AG)6 12 5870 5881   



PHG9_Scaffold_106 5 p2 (AG)9 18 6122 6139 
potentially 
variable 

PHG9_Scaffold_106 9 p2 (AT)8 16 16711 16726 
potentially 
variable 

PHG9_Scaffold_106 14 p3 (TAT)6 18 44131 44148 
potentially 
variable 

PHG9_Scaffold_106 17 p2 (TA)7 14 53406 53419 
potentially 
variable 

PHG9_Scaffold_106 19 p2 (TA)6 12 54344 54355   

PHG9_Scaffold_106 28 p2 (GC)7 14 98341 98354 
potentially 
variable 

PHG9_Scaffold_106 29 p2 (TC)8 16 106585 106600 
potentially 
variable 

PHG9_Scaffold_107 10 p3 (AGA)5 15 28221 28235 
potentially 
variable 

PHG9_Scaffold_107 18 p2 (AT)6 12 65981 65992   

PHG9_Scaffold_107 21 p2 (AT)7 14 76034 76047 
potentially 
variable 

PHG9_Scaffold_107 32 p2 (TA)8 16 93413 93428 
potentially 
variable 

PHG9_Scaffold_107 41 p2 (TA)8 16 121838 121853 
potentially 
variable 

PHG9_Scaffold_107 53 p2 (TA)6 12 178720 178731   

PHG9_Scaffold_107 57 p3 (TAA)5 15 184778 184792 
potentially 
variable 

PHG9_Scaffold_107 65 p2 (AG)7 14 202162 202175 
potentially 
variable 

PHG9_Scaffold_107 68 p2 (AT)8 16 211702 211717 
potentially 
variable 

PHG9_Scaffold_107 69 p3 (AAT)5 15 213369 213383 potentially 



variable 
PHG9_Scaffold_107 77 p2 (GA)6 12 228714 228725   

PHG9_Scaffold_107 80 p3 (ATA)5 15 230574 230588 
potentially 
variable 

PHG9_Scaffold_107 89 p3 (ATG)5 15 253697 253711 
potentially 
variable 

PHG9_Scaffold_107 90 p3 (GAT)5 15 259368 259382 
potentially 
variable 

PHG9_Scaffold_107 98 p3 (TCC)5 15 275514 275528 
potentially 
variable 

PHG9_Scaffold_107 100 p3 (ATA)6 18 280931 280948 
potentially 
variable 

PHG9_Scaffold_107 101 p2 (TA)9 18 288706 288723 
potentially 
variable 

PHG9_Scaffold_107 103 p3 (TGC)5 15 293200 293214 
potentially 
variable 

PHG9_Scaffold_107 110 p2 (AT)9 18 306542 306559 
potentially 
variable 

PHG9_Scaffold_107 121 p3 (CCA)5 15 331092 331106 
potentially 
variable 

PHG9_Scaffold_108 14 p2 (TA)7 14 23220 23233 
potentially 
variable 

PHG9_Scaffold_108 20 p2 (TA)9 18 32620 32637 
potentially 
variable 

PHG9_Scaffold_108 28 p3 (AAT)5 15 49846 49860 
potentially 
variable 

PHG9_Scaffold_108 32 p2 (TG)6 12 57459 57470   
PHG9_Scaffold_108 35 p2 (TC)6 12 61794 61805   

PHG9_Scaffold_108 41 p2 (TA)9 18 70343 70360 
potentially 
variable 



PHG9_Scaffold_108 51 p3 (TTC)6 18 111242 111259 
potentially 
variable 

PHG9_Scaffold_108 52 p3 (CTC)6 18 113495 113512 
potentially 
variable 

PHG9_Scaffold_109 8 p2 (CT)6 12 35422 35433   

PHG9_Scaffold_109 15 p3 (ATT)5 15 53839 53853 
potentially 
variable 

PHG9_Scaffold_109 19 p2 (AG)6 12 65740 65751   
PHG9_Scaffold_109 21 p2 (TA)6 12 69806 69817   
PHG9_Scaffold_109 24 p2 (CT)6 12 73786 73797   

PHG9_Scaffold_110 3 p2 (TC)8 16 13828 13843 
potentially 
variable 

PHG9_Scaffold_110 8 p2 (TA)9 18 31803 31820 
potentially 
variable 

PHG9_Scaffold_110 10 p2 (AT)6 12 35315 35326   

PHG9_Scaffold_110 13 p2 (TA)9 18 48326 48343 
potentially 
variable 

PHG9_Scaffold_110 16 p2 (AT)7 14 74718 74731 
potentially 
variable 

PHG9_Scaffold_110 19 p3 (TCT)5 15 77951 77965 
potentially 
variable 

PHG9_Scaffold_110 23 p2 (AC)6 12 102482 102493   
PHG9_Scaffold_110 26 p2 (TA)6 12 106426 106437   
PHG9_Scaffold_110 27 p2 (TC)6 12 115667 115678   

PHG9_Scaffold_110 31 p3 (TGG)5 15 118407 118421 
potentially 
variable 

PHG9_Scaffold_110 43 p3 (TAT)5 15 152673 152687 
potentially 
variable 

PHG9_Scaffold_110 49 p2 (TA)9 18 164672 164689 potentially 



variable 
PHG9_Scaffold_110 51 p2 (TA)6 12 168086 168097   

PHG9_Scaffold_111 4 p3 (AAT)5 15 7810 7824 
potentially 
variable 

PHG9_Scaffold_111 13 p2 (TA)7 14 29519 29532 
potentially 
variable 

PHG9_Scaffold_111 23 p2 (CA)7 14 52457 52470 
potentially 
variable 

PHG9_Scaffold_111 25 p3 (TTG)6 18 61067 61084 
potentially 
variable 

PHG9_Scaffold_111 33 p2 (TA)6 12 88021 88032   
PHG9_Scaffold_111 34 p2 (TA)6 12 89385 89396   
PHG9_Scaffold_111 42 p2 (AT)6 12 100099 100110   
PHG9_Scaffold_111 44 p2 (TA)6 12 104414 104425   
PHG9_Scaffold_112 3 p2 (GA)6 12 10576 10587   

PHG9_Scaffold_112 4 p2 (TA)7 14 12635 12648 
potentially 
variable 

PHG9_Scaffold_112 6 p2 (TA)8 16 22398 22413 
potentially 
variable 

PHG9_Scaffold_112 17 p3 (ACC)5 15 41957 41971 
potentially 
variable 

PHG9_Scaffold_112 27 p2 (AG)9 18 68988 69005 
potentially 
variable 

PHG9_Scaffold_112 39 p2 (TA)8 16 106441 106456 
potentially 
variable 

PHG9_Scaffold_112 41 p2 (AT)6 12 111231 111242   
PHG9_Scaffold_112 48 p6 (TCGACC)5 30 135817 135846 Hypervariable 

PHG9_Scaffold_112 61 p3 (AGG)6 18 217935 217952 
potentially 
variable 



PHG9_Scaffold_113 3 p2 (TA)8 16 6425 6440 
potentially 
variable 

PHG9_Scaffold_113 7 p3 (TTC)5 15 16825 16839 
potentially 
variable 

PHG9_Scaffold_113 9 p2 (AT)8 16 28039 28054 
potentially 
variable 

PHG9_Scaffold_113 12 p2 (TA)7 14 29899 29912 
potentially 
variable 

PHG9_Scaffold_113 14 p2 (TC)7 14 50216 50229 
potentially 
variable 

PHG9_Scaffold_113 19 p2 (AT)8 16 68713 68728 
potentially 
variable 

PHG9_Scaffold_113 22 p2 (CA)6 12 79208 79219   
PHG9_Scaffold_113 38 p2 (AT)6 12 144065 144076   

PHG9_Scaffold_113 42 p2 (TG)8 16 153005 153020 
potentially 
variable 

PHG9_Scaffold_113 46 p2 (GA)8 16 164353 164368 
potentially 
variable 

PHG9_Scaffold_114 5 p3 (TTA)5 15 15346 15360 
potentially 
variable 

PHG9_Scaffold_114 6 p2 (TA)7 14 15641 15654 
potentially 
variable 

PHG9_Scaffold_114 22 p3 (TTA)5 15 63184 63198 
potentially 
variable 

PHG9_Scaffold_114 37 p3 (GAA)6 18 111288 111305 
potentially 
variable 

PHG9_Scaffold_114 38 p2 (TA)8 16 116663 116678 
potentially 
variable 

PHG9_Scaffold_115 1 p2 (TA)6 12 959 970   
PHG9_Scaffold_115 10 p2 (TA)9 18 41065 41082 potentially 



variable 

PHG9_Scaffold_115 15 p3 (AAC)5 15 53682 53696 
potentially 
variable 

PHG9_Scaffold_115 16 p3 (GTT)5 15 55064 55078 
potentially 
variable 

PHG9_Scaffold_115 23 p2 (TA)8 16 84718 84733 
potentially 
variable 

PHG9_Scaffold_115 24 p2 (AT)8 16 85264 85279 
potentially 
variable 

PHG9_Scaffold_115 53 p2 (TA)6 12 240847 240858   
PHG9_Scaffold_115 61 p2 (AT)6 12 266955 266966   

PHG9_Scaffold_115 64 p2 (AT)7 14 270694 270707 
potentially 
variable 

PHG9_Scaffold_115 68 p2 (AT)6 12 291471 291482   

PHG9_Scaffold_115 76 p2 (AT)9 18 338039 338056 
potentially 
variable 

PHG9_Scaffold_115 78 p2 (TA)6 12 368803 368814   

PHG9_Scaffold_115 84 p3 (ATT)5 15 381357 381371 
potentially 
variable 

PHG9_Scaffold_116 2 p3 (CCT)5 15 8577 8591 
potentially 
variable 

PHG9_Scaffold_116 3 p2 (CT)9 18 10733 10750 
potentially 
variable 

PHG9_Scaffold_116 34 p2 (TA)8 16 93614 93629 
potentially 
variable 

PHG9_Scaffold_116 41 p6 (TTTTCA)7 42 117187 117228 Hypervariable 

PHG9_Scaffold_116 44 p2 (AT)8 16 121876 121891 
potentially 
variable 

PHG9_Scaffold_116 55 p2 (AT)9 18 145775 145792 
potentially 
variable 



PHG9_Scaffold_116 60 p2 (AG)7 14 155923 155936 
potentially 
variable 

PHG9_Scaffold_116 66 p3 (CAA)5 15 179702 179716 
potentially 
variable 

PHG9_Scaffold_116 71 p3 (TTA)6 18 190664 190681 
potentially 
variable 

PHG9_Scaffold_116 73 p2 (AC)6 12 193747 193758   

PHG9_Scaffold_116 76 p3 (CAT)6 18 196158 196175 
potentially 
variable 

PHG9_Scaffold_116 78 p3 (ATT)5 15 206478 206492 
potentially 
variable 

PHG9_Scaffold_116 85 p3 (CAC)6 18 220821 220838 
potentially 
variable 

PHG9_Scaffold_117 2 p2 (TA)6 12 12575 12586   

PHG9_Scaffold_117 8 p2 (CA)7 14 21029 21042 
potentially 
variable 

PHG9_Scaffold_117 15 p2 (CT)6 12 59531 59542   

PHG9_Scaffold_117 16 p3 (GAG)5 15 60678 60692 
potentially 
variable 

PHG9_Scaffold_117 17 p2 (TA)8 16 62417 62432 
potentially 
variable 

PHG9_Scaffold_117 19 p2 (AT)7 14 73349 73362 
potentially 
variable 

PHG9_Scaffold_117 20 p3 (TAC)5 15 78641 78655 
potentially 
variable 

PHG9_Scaffold_117 21 p2 (TA)6 12 83818 83829   

PHG9_Scaffold_117 22 p2 (TC)9 18 85576 85593 
potentially 
variable 

PHG9_Scaffold_117 25 p2 (AG)6 12 91476 91487   
PHG9_Scaffold_117 45 p2 (TA)6 12 139600 139611   



PHG9_Scaffold_118 8 p2 (CT)7 14 28751 28764 
potentially 
variable 

PHG9_Scaffold_118 9 p3 (TAA)5 15 29047 29061 
potentially 
variable 

PHG9_Scaffold_118 11 p2 (AG)9 18 43715 43732 
potentially 
variable 

PHG9_Scaffold_118 15 p3 (ACA)5 15 68340 68354 
potentially 
variable 

PHG9_Scaffold_118 19 p3 (ATT)5 15 74270 74284 
potentially 
variable 

PHG9_Scaffold_118 24 p3 (TAT)5 15 97241 97255 
potentially 
variable 

PHG9_Scaffold_118 28 p2 (GT)7 14 127805 127818 
potentially 
variable 

PHG9_Scaffold_118 29 p2 (TC)6 12 130491 130502   

PHG9_Scaffold_118 37 p2 (AT)7 14 164936 164949 
potentially 
variable 

PHG9_Scaffold_118 40 p2 (AC)9 18 184253 184270 
potentially 
variable 

PHG9_Scaffold_118 44 p2 (CA)6 12 191914 191925   

PHG9_Scaffold_118 46 p2 (TA)7 14 202760 202773 
potentially 
variable 

PHG9_Scaffold_118 47 p2 (TA)8 16 207030 207045 
potentially 
variable 

PHG9_Scaffold_118 50 p2 (TA)6 12 228063 228074   

PHG9_Scaffold_118 56 p3 (TAT)5 15 231063 231077 
potentially 
variable 

PHG9_Scaffold_118 75 p2 (AC)8 16 289066 289081 
potentially 
variable 

PHG9_Scaffold_119 15 p2 (AT)6 12 51799 51810   



PHG9_Scaffold_119 18 p2 (CT)8 16 61855 61870 
potentially 
variable 

PHG9_Scaffold_119 25 p2 (TA)6 12 95001 95012   

PHG9_Scaffold_119 37 p3 (TAA)5 15 130966 130980 
potentially 
variable 

PHG9_Scaffold_119 39 p3 (ATG)5 15 137117 137131 
potentially 
variable 

PHG9_Scaffold_120 14 p2 (TC)6 12 32163 32174   

PHG9_Scaffold_120 37 p2 (AG)8 16 83355 83370 
potentially 
variable 

PHG9_Scaffold_120 40 p2 (TC)9 18 88366 88383 
potentially 
variable 

PHG9_Scaffold_120 41 p2 (AT)6 12 89732 89743   

PHG9_Scaffold_120 56 p2 (AT)8 16 129963 129978 
potentially 
variable 

PHG9_Scaffold_120 86 p2 (AT)6 12 192911 192922   

PHG9_Scaffold_120 93 p2 (TA)7 14 202139 202152 
potentially 
variable 

PHG9_Scaffold_120 103 p2 (AT)7 14 231631 231644 
potentially 
variable 

PHG9_Scaffold_120 106 p3 (AAT)5 15 248998 249012 
potentially 
variable 

PHG9_Scaffold_120 117 p3 (GCT)5 15 260383 260397 
potentially 
variable 

PHG9_Scaffold_120 119 p3 (AAG)5 15 263039 263053 
potentially 
variable 

PHG9_Scaffold_120 122 p2 (GA)6 12 268513 268524   

PHG9_Scaffold_120 125 p3 (CTG)6 18 273877 273894 
potentially 
variable 

PHG9_Scaffold_120 127 p2 (CT)6 12 276531 276542   



PHG9_Scaffold_120 129 p3 (AAT)5 15 278498 278512 
potentially 
variable 

PHG9_Scaffold_120 137 p2 (TC)6 12 285776 285787   

PHG9_Scaffold_120 142 p3 (AAT)5 15 293565 293579 
potentially 
variable 

PHG9_Scaffold_121 4 p2 (AT)8 16 47390 47405 
potentially 
variable 

PHG9_Scaffold_121 13 p2 (AT)6 12 117620 117631   

PHG9_Scaffold_122 5 p2 (TA)9 18 7895 7912 
potentially 
variable 

PHG9_Scaffold_122 10 p2 (TA)6 12 24911 24922   

PHG9_Scaffold_122 15 p2 (TA)7 14 41625 41638 
potentially 
variable 

PHG9_Scaffold_122 28 p3 (GTT)6 18 78699 78716 
potentially 
variable 

PHG9_Scaffold_122 30 p2 (GT)6 12 90464 90475   

PHG9_Scaffold_122 32 p3 (TTA)6 18 100764 100781 
potentially 
variable 

PHG9_Scaffold_122 38 p2 (TA)6 12 115356 115367   
PHG9_Scaffold_122 41 p2 (CT)6 12 135184 135195   

PHG9_Scaffold_122 42 p3 (ATA)6 18 135432 135449 
potentially 
variable 

PHG9_Scaffold_122 44 p2 (TC)9 18 140825 140842 
potentially 
variable 

PHG9_Scaffold_122 64 p2 (AG)8 16 210104 210119 
potentially 
variable 

PHG9_Scaffold_122 74 p2 (AG)6 12 229194 229205   

PHG9_Scaffold_122 75 p2 (AG)7 14 232135 232148 
potentially 
variable 



PHG9_Scaffold_122 77 p3 (ATA)5 15 239102 239116 
potentially 
variable 

PHG9_Scaffold_122 83 p2 (TC)9 18 249630 249647 
potentially 
variable 

PHG9_Scaffold_122 93 p2 (TA)6 12 277453 277464   

PHG9_Scaffold_122 101 p3 (AGA)5 15 301057 301071 
potentially 
variable 

PHG9_Scaffold_122 102 p2 (TA)8 16 306579 306594 
potentially 
variable 

PHG9_Scaffold_122 108 p2 (AT)6 12 329674 329685   
PHG9_Scaffold_123 3 p2 (TG)6 12 6390 6401   

PHG9_Scaffold_123 4 p2 (AC)8 16 8002 8017 
potentially 
variable 

PHG9_Scaffold_123 7 p2 (AT)6 12 13926 13937   

PHG9_Scaffold_123 11 p2 (AG)7 14 25134 25147 
potentially 
variable 

PHG9_Scaffold_123 12 p3 (ACA)6 18 25874 25891 
potentially 
variable 

PHG9_Scaffold_123 13 p2 (AT)6 12 29072 29083   

PHG9_Scaffold_123 16 p3 (TAA)5 15 33073 33087 
potentially 
variable 

PHG9_Scaffold_123 21 p3 (AGA)6 18 39105 39122 
potentially 
variable 

PHG9_Scaffold_123 27 p2 (TA)6 12 63949 63960   

PHG9_Scaffold_123 29 p2 (AT)7 14 72383 72396 
potentially 
variable 

PHG9_Scaffold_123 32 p2 (GA)7 14 78613 78626 
potentially 
variable 

PHG9_Scaffold_123 38 p2 (AT)6 12 98352 98363   



PHG9_Scaffold_123 40 p2 (AT)6 12 99919 99930   

PHG9_Scaffold_123 45 p2 (TC)7 14 113668 113681 
potentially 
variable 

PHG9_Scaffold_123 46 p3 (CCA)5 15 114070 114084 
potentially 
variable 

PHG9_Scaffold_123 53 p3 (AAT)5 15 145401 145415 
potentially 
variable 

PHG9_Scaffold_123 62 p2 (AT)7 14 172455 172468 
potentially 
variable 

PHG9_Scaffold_123 71 p2 (GA)6 12 183179 183190   

PHG9_Scaffold_123 83 p3 (TAT)6 18 201753 201770 
potentially 
variable 

PHG9_Scaffold_123 85 p2 (AG)6 12 203970 203981   
PHG9_Scaffold_123 88 p2 (CT)6 12 212553 212564   
PHG9_Scaffold_123 89 p2 (CT)6 12 213505 213516   

PHG9_Scaffold_123 100 p3 (GTT)6 18 234578 234595 
potentially 
variable 

PHG9_Scaffold_123 104 p3 (GAA)5 15 249846 249860 
potentially 
variable 

PHG9_Scaffold_124 8 p2 (CT)6 12 21855 21866   

PHG9_Scaffold_124 19 p2 (TA)7 14 47909 47922 
potentially 
variable 

PHG9_Scaffold_124 20 p2 (TG)9 18 50340 50357 
potentially 
variable 

PHG9_Scaffold_124 22 p2 (CT)7 14 59749 59762 
potentially 
variable 

PHG9_Scaffold_124 27 p2 (TA)6 12 78659 78670   

PHG9_Scaffold_124 33 p3 (TCT)5 15 86823 86837 
potentially 
variable 



PHG9_Scaffold_124 35 p3 (TAA)5 15 89563 89577 
potentially 
variable 

PHG9_Scaffold_124 37 p3 (GAT)6 18 97388 97405 
potentially 
variable 

PHG9_Scaffold_124 39 p3 (ATT)5 15 99862 99876 
potentially 
variable 

PHG9_Scaffold_124 41 p2 (TA)6 12 104443 104454   

PHG9_Scaffold_124 43 p3 (ATT)6 18 107094 107111 
potentially 
variable 

PHG9_Scaffold_124 49 p2 (AT)6 12 128788 128799   
PHG9_Scaffold_124 50 p2 (AG)6 12 132678 132689   

PHG9_Scaffold_124 53 p2 (AT)7 14 141750 141763 
potentially 
variable 

PHG9_Scaffold_124 63 p2 (TA)8 16 158596 158611 
potentially 
variable 

PHG9_Scaffold_125 7 p2 (AG)6 12 17423 17434   

PHG9_Scaffold_125 20 p2 (AT)8 16 80905 80920 
potentially 
variable 

PHG9_Scaffold_125 32 p2 (AT)7 14 121662 121675 
potentially 
variable 

PHG9_Scaffold_125 33 p6 (GGGTCA)6 36 122489 122524 Hypervariable 
PHG9_Scaffold_125 41 p2 (TA)6 12 135509 135520   
PHG9_Scaffold_125 44 p2 (TC)6 12 151479 151490   

PHG9_Scaffold_125 49 p2 (TA)8 16 167903 167918 
potentially 
variable 

PHG9_Scaffold_125 54 p2 (TA)7 14 181044 181057 
potentially 
variable 

PHG9_Scaffold_125 55 p3 (ATT)5 15 181319 181333 
potentially 
variable 



PHG9_Scaffold_125 56 p2 (TA)8 16 182596 182611 
potentially 
variable 

PHG9_Scaffold_125 58 p3 (AAC)5 15 185551 185565 
potentially 
variable 

PHG9_Scaffold_125 59 p2 (AT)8 16 185695 185710 
potentially 
variable 

PHG9_Scaffold_125 62 p2 (AG)8 16 195217 195232 
potentially 
variable 

PHG9_Scaffold_125 63 p2 (AC)7 14 206870 206883 
potentially 
variable 

PHG9_Scaffold_126 3 p3 (AAT)5 15 14327 14341 
potentially 
variable 

PHG9_Scaffold_126 22 p3 (TTC)5 15 68785 68799 
potentially 
variable 

PHG9_Scaffold_126 24 p3 (TCC)5 15 78147 78161 
potentially 
variable 

PHG9_Scaffold_126 26 p2 (TG)7 14 79416 79429 
potentially 
variable 

PHG9_Scaffold_126 35 p2 (AT)6 12 89110 89121   

PHG9_Scaffold_127 2 p2 (AT)7 14 1343 1356 
potentially 
variable 

PHG9_Scaffold_127 4 p2 (TA)8 16 4348 4363 
potentially 
variable 

PHG9_Scaffold_127 5 p2 (AT)9 18 6812 6829 
potentially 
variable 

PHG9_Scaffold_127 17 p3 (GAA)5 15 38020 38034 
potentially 
variable 

PHG9_Scaffold_127 20 p3 (AGA)6 18 48599 48616 
potentially 
variable 

PHG9_Scaffold_127 22 p2 (GA)8 16 56965 56980 potentially 



variable 

PHG9_Scaffold_127 25 p2 (AG)8 16 64050 64065 
potentially 
variable 

PHG9_Scaffold_127 26 p2 (AT)6 12 67652 67663   

PHG9_Scaffold_127 27 p2 (AT)8 16 67874 67889 
potentially 
variable 

PHG9_Scaffold_127 30 p2 (AG)9 18 93344 93361 
potentially 
variable 

PHG9_Scaffold_127 31 p3 (CCT)5 15 93564 93578 
potentially 
variable 

PHG9_Scaffold_127 34 p2 (AT)9 18 98185 98202 
potentially 
variable 

PHG9_Scaffold_127 36 p2 (AT)6 12 103970 103981   

PHG9_Scaffold_127 37 p3 (GGA)5 15 104542 104556 
potentially 
variable 

PHG9_Scaffold_127 39 p2 (AT)6 12 108778 108789   
PHG9_Scaffold_127 47 p2 (AT)6 12 123485 123496   
PHG9_Scaffold_127 50 p2 (CT)6 12 128247 128258   

PHG9_Scaffold_127 56 p3 (AAT)5 15 144800 144814 
potentially 
variable 

PHG9_Scaffold_127 57 p3 (ATA)6 18 150520 150537 
potentially 
variable 

PHG9_Scaffold_127 62 p2 (TA)7 14 171508 171521 
potentially 
variable 

PHG9_Scaffold_128 1 p3 (TTA)6 18 2632 2649 
potentially 
variable 

PHG9_Scaffold_128 3 p2 (AT)6 12 13026 13037   

PHG9_Scaffold_128 4 p2 (TA)7 14 20893 20906 
potentially 
variable 



PHG9_Scaffold_128 11 p2 (AG)7 14 58301 58314 
potentially 
variable 

PHG9_Scaffold_128 12 p2 (TC)7 14 58447 58460 
potentially 
variable 

PHG9_Scaffold_128 17 p2 (AT)9 18 83447 83464 
potentially 
variable 

PHG9_Scaffold_128 30 p3 (GAA)6 18 136733 136750 
potentially 
variable 

PHG9_Scaffold_128 34 p3 (TAT)5 15 155229 155243 
potentially 
variable 

PHG9_Scaffold_128 36 p2 (AT)6 12 158599 158610   

PHG9_Scaffold_128 41 p3 (ATA)6 18 163027 163044 
potentially 
variable 

PHG9_Scaffold_128 44 p2 (AT)9 18 168309 168326 
potentially 
variable 

PHG9_Scaffold_128 54 p2 (CT)6 12 196406 196417   

PHG9_Scaffold_128 55 p2 (TA)9 18 200010 200027 
potentially 
variable 

PHG9_Scaffold_128 56 p2 (AT)9 18 206953 206970 
potentially 
variable 

PHG9_Scaffold_128 59 p2 (AT)6 12 216949 216960   

PHG9_Scaffold_128 61 p3 (CGT)5 15 220067 220081 
potentially 
variable 

PHG9_Scaffold_128 69 p2 (TA)7 14 257271 257284 
potentially 
variable 

PHG9_Scaffold_128 70 p2 (CT)6 12 261222 261233   

PHG9_Scaffold_128 72 p2 (TA)7 14 265249 265262 
potentially 
variable 

PHG9_Scaffold_128 73 p2 (TA)6 12 266732 266743   
PHG9_Scaffold_128 74 p3 (GAA)6 18 272291 272308 potentially 



variable 

PHG9_Scaffold_128 77 p3 (ATT)5 15 275763 275777 
potentially 
variable 

PHG9_Scaffold_128 92 p2 (AG)8 16 321605 321620 
potentially 
variable 

PHG9_Scaffold_128 96 p3 (ATC)5 15 332148 332162 
potentially 
variable 

PHG9_Scaffold_128 97 p3 (TTC)5 15 333786 333800 
potentially 
variable 

PHG9_Scaffold_128 98 p3 (ATG)5 15 334918 334932 
potentially 
variable 

PHG9_Scaffold_128 99 p3 (TAT)5 15 336343 336357 
potentially 
variable 

PHG9_Scaffold_128 117 p3 (CTG)5 15 383538 383552 
potentially 
variable 

PHG9_Scaffold_129 6 p2 (AC)8 16 24673 24688 
potentially 
variable 

PHG9_Scaffold_129 13 p2 (AT)8 16 61899 61914 
potentially 
variable 

PHG9_Scaffold_129 15 p3 (CTT)5 15 68066 68080 
potentially 
variable 

PHG9_Scaffold_129 18 p3 (TCA)5 15 74520 74534 
potentially 
variable 

PHG9_Scaffold_129 19 p2 (AT)6 12 74858 74869   

PHG9_Scaffold_129 25 p2 (TA)8 16 83315 83330 
potentially 
variable 

PHG9_Scaffold_129 29 p2 (TA)8 16 88753 88768 
potentially 
variable 

PHG9_Scaffold_129 30 p2 (TA)6 12 93284 93295   
PHG9_Scaffold_129 32 p2 (AT)6 12 113882 113893   



PHG9_Scaffold_129 34 p3 (TAT)6 18 124906 124923 
potentially 
variable 

PHG9_Scaffold_129 45 p2 (CT)7 14 167222 167235 
potentially 
variable 

PHG9_Scaffold_129 54 p3 (ATA)5 15 188851 188865 
potentially 
variable 

PHG9_Scaffold_129 56 p2 (TA)6 12 195299 195310   

PHG9_Scaffold_130 5 p3 (AAT)6 18 17405 17422 
potentially 
variable 

PHG9_Scaffold_130 14 p3 (TTA)5 15 43547 43561 
potentially 
variable 

PHG9_Scaffold_130 17 p2 (AT)6 12 54449 54460   

PHG9_Scaffold_130 18 p2 (TA)9 18 59467 59484 
potentially 
variable 

PHG9_Scaffold_130 20 p3 (GAA)5 15 63709 63723 
potentially 
variable 

PHG9_Scaffold_130 28 p2 (AG)6 12 102289 102300   

PHG9_Scaffold_130 31 p3 (AAT)5 15 113969 113983 
potentially 
variable 

PHG9_Scaffold_130 34 p3 (ATT)6 18 121159 121176 
potentially 
variable 

PHG9_Scaffold_130 36 p3 (GTG)5 15 122458 122472 
potentially 
variable 

PHG9_Scaffold_131 3 p2 (AT)6 12 1044 1055   
PHG9_Scaffold_131 7 p2 (AT)6 12 41636 41647   
PHG9_Scaffold_131 9 p2 (GT)6 12 58962 58973   

PHG9_Scaffold_131 14 p2 (TG)8 16 83153 83168 
potentially 
variable 

PHG9_Scaffold_131 17 p2 (AT)8 16 89051 89066 
potentially 
variable 



PHG9_Scaffold_131 24 p3 (AAT)5 15 125699 125713 
potentially 
variable 

PHG9_Scaffold_131 25 p2 (CA)7 14 127620 127633 
potentially 
variable 

PHG9_Scaffold_132 1 p3 (TCC)6 18 9917 9934 
potentially 
variable 

PHG9_Scaffold_132 3 p3 (GTG)5 15 18220 18234 
potentially 
variable 

PHG9_Scaffold_132 8 p2 (TA)6 12 26708 26719   
PHG9_Scaffold_132 13 p2 (AT)6 12 45842 45853   

PHG9_Scaffold_132 15 p2 (AT)7 14 56329 56342 
potentially 
variable 

PHG9_Scaffold_132 19 p2 (GT)7 14 66668 66681 
potentially 
variable 

PHG9_Scaffold_132 22 p3 (AAG)5 15 75328 75342 
potentially 
variable 

PHG9_Scaffold_132 23 p2 (TC)6 12 82155 82166   

PHG9_Scaffold_132 25 p3 (ATT)6 18 83756 83773 
potentially 
variable 

PHG9_Scaffold_132 39 p3 (ATT)5 15 115038 115052 
potentially 
variable 

PHG9_Scaffold_132 46 p2 (AT)7 14 131542 131555 
potentially 
variable 

PHG9_Scaffold_132 52 p2 (TA)9 18 140111 140128 
potentially 
variable 

PHG9_Scaffold_132 66 p2 (TC)6 12 191117 191128   
PHG9_Scaffold_132 67 p2 (AG)6 12 192498 192509   

PHG9_Scaffold_132 74 p3 (AAT)6 18 210318 210335 
potentially 
variable 

PHG9_Scaffold_132 77 p2 (CT)8 16 247838 247853 potentially 



variable 
PHG9_Scaffold_132 82 p2 (AT)6 12 268215 268226   

PHG9_Scaffold_133 16 p2 (CT)9 18 94088 94105 
potentially 
variable 

PHG9_Scaffold_133 26 p2 (TA)6 12 119357 119368   

PHG9_Scaffold_133 29 p3 (AAG)6 18 122055 122072 
potentially 
variable 

PHG9_Scaffold_133 33 p2 (CT)6 12 126313 126324   

PHG9_Scaffold_133 34 p3 (TAT)5 15 132808 132822 
potentially 
variable 

PHG9_Scaffold_134 2 p3 (TTC)5 15 1629 1643 
potentially 
variable 

PHG9_Scaffold_134 3 p2 (TG)8 16 2703 2718 
potentially 
variable 

PHG9_Scaffold_134 6 p3 (AAT)5 15 9215 9229 
potentially 
variable 

PHG9_Scaffold_134 12 p2 (TC)6 12 26136 26147   

PHG9_Scaffold_134 16 p2 (TC)7 14 41770 41783 
potentially 
variable 

PHG9_Scaffold_134 17 p3 (CTT)5 15 42027 42041 
potentially 
variable 

PHG9_Scaffold_134 23 p2 (TA)8 16 62016 62031 
potentially 
variable 

PHG9_Scaffold_134 25 p2 (AT)8 16 63490 63505 
potentially 
variable 

PHG9_Scaffold_134 26 p2 (TC)6 12 67200 67211   
PHG9_Scaffold_134 44 p2 (AT)6 12 116027 116038   

PHG9_Scaffold_134 46 p3 (ATC)5 15 121925 121939 
potentially 
variable 



PHG9_Scaffold_134 49 p2 (TG)7 14 130049 130062 
potentially 
variable 

PHG9_Scaffold_134 53 p2 (AG)9 18 135473 135490 
potentially 
variable 

PHG9_Scaffold_134 54 p2 (CT)6 12 137223 137234   
PHG9_Scaffold_134 61 p2 (AT)6 12 177249 177260   

PHG9_Scaffold_134 70 p3 (ATT)5 15 213483 213497 
potentially 
variable 

PHG9_Scaffold_134 71 p2 (TA)8 16 218129 218144 
potentially 
variable 

PHG9_Scaffold_135 3 p2 (TA)6 12 8247 8258   
PHG9_Scaffold_135 5 p2 (TA)6 12 9649 9660   

PHG9_Scaffold_135 7 p2 (AC)8 16 17585 17600 
potentially 
variable 

PHG9_Scaffold_135 8 p2 (AT)6 12 23318 23329   
PHG9_Scaffold_135 10 p2 (TA)6 12 25761 25772   
PHG9_Scaffold_135 11 p2 (AT)6 12 32294 32305   
PHG9_Scaffold_135 35 p2 (TA)6 12 106789 106800   
PHG9_Scaffold_135 37 p2 (TA)6 12 121068 121079   

PHG9_Scaffold_135 42 p2 (AT)9 18 143738 143755 
potentially 
variable 

PHG9_Scaffold_135 48 p3 (AAT)5 15 165697 165711 
potentially 
variable 

PHG9_Scaffold_135 49 p2 (AT)6 12 172645 172656   

PHG9_Scaffold_135 50 p3 (ATT)5 15 180398 180412 
potentially 
variable 

PHG9_Scaffold_135 68 p2 (AT)7 14 230499 230512 
potentially 
variable 

PHG9_Scaffold_135 72 p2 (TG)6 12 244045 244056   



PHG9_Scaffold_135 77 p2 (AT)7 14 268580 268593 
potentially 
variable 

PHG9_Scaffold_135 80 p2 (AT)6 12 274403 274414   

PHG9_Scaffold_136 3 p3 (TAT)5 15 11463 11477 
potentially 
variable 

PHG9_Scaffold_136 7 p3 (GAA)5 15 28493 28507 
potentially 
variable 

PHG9_Scaffold_136 8 p2 (TA)6 12 33666 33677   

PHG9_Scaffold_136 11 p3 (ATT)5 15 36583 36597 
potentially 
variable 

PHG9_Scaffold_136 17 p2 (AG)7 14 51365 51378 
potentially 
variable 

PHG9_Scaffold_136 36 p2 (AT)6 12 112047 112058   

PHG9_Scaffold_137 4 p2 (TA)8 16 14951 14966 
potentially 
variable 

PHG9_Scaffold_137 16 p2 (TA)8 16 71609 71624 
potentially 
variable 

PHG9_Scaffold_137 26 p2 (AC)7 14 118420 118433 
potentially 
variable 

PHG9_Scaffold_137 28 p2 (TA)6 12 121914 121925   

PHG9_Scaffold_137 32 p2 (AT)9 18 131610 131627 
potentially 
variable 

PHG9_Scaffold_137 34 p2 (TA)7 14 133325 133338 
potentially 
variable 

PHG9_Scaffold_138 14 p2 (GT)6 12 56307 56318   

PHG9_Scaffold_139 3 p2 (AG)9 18 6626 6643 
potentially 
variable 

PHG9_Scaffold_139 10 p2 (TA)6 12 31597 31608   

PHG9_Scaffold_139 11 p2 (CT)9 18 33198 33215 
potentially 
variable 



PHG9_Scaffold_139 15 p3 (TTA)5 15 42926 42940 
potentially 
variable 

PHG9_Scaffold_139 21 p2 (AT)6 12 67728 67739   

PHG9_Scaffold_139 25 p2 (GT)8 16 70520 70535 
potentially 
variable 

PHG9_Scaffold_140 3 p2 (AT)6 12 2415 2426   
PHG9_Scaffold_140 9 p2 (TA)6 12 19261 19272   
PHG9_Scaffold_140 11 p2 (AT)6 12 21795 21806   

PHG9_Scaffold_140 12 p3 (TCT)5 15 22578 22592 
potentially 
variable 

PHG9_Scaffold_140 13 p2 (CT)8 16 22988 23003 
potentially 
variable 

PHG9_Scaffold_140 16 p2 (GT)6 12 34573 34584   

PHG9_Scaffold_140 31 p3 (ACC)6 18 78870 78887 
potentially 
variable 

PHG9_Scaffold_140 38 p2 (AG)6 12 92546 92557   
PHG9_Scaffold_140 46 p2 (GT)6 12 113913 113924   

PHG9_Scaffold_140 47 p2 (TA)8 16 117939 117954 
potentially 
variable 

PHG9_Scaffold_140 48 p2 (TA)6 12 118852 118863   

PHG9_Scaffold_140 50 p3 (GTG)5 15 119921 119935 
potentially 
variable 

PHG9_Scaffold_140 55 p2 (TA)6 12 147690 147701   

PHG9_Scaffold_140 73 p3 (CCT)5 15 185685 185699 
potentially 
variable 

PHG9_Scaffold_140 87 p2 (AT)6 12 223369 223380   

PHG9_Scaffold_140 88 p3 (ATG)5 15 223490 223504 
potentially 
variable 

PHG9_Scaffold_140 89 p2 (TA)7 14 224027 224040 potentially 



variable 

PHG9_Scaffold_140 90 p3 (TTA)5 15 225410 225424 
potentially 
variable 

PHG9_Scaffold_140 92 p2 (TA)7 14 226951 226964 
potentially 
variable 

PHG9_Scaffold_140 95 p2 (AT)6 12 239168 239179   

PHG9_Scaffold_140 103 p2 (TA)7 14 257028 257041 
potentially 
variable 

PHG9_Scaffold_140 105 p3 (TAT)5 15 257911 257925 
potentially 
variable 

PHG9_Scaffold_140 112 p3 (TAA)6 18 289567 289584 
potentially 
variable 

PHG9_Scaffold_140 115 p2 (AT)7 14 293440 293453 
potentially 
variable 

PHG9_Scaffold_140 117 p2 (TG)7 14 297033 297046 
potentially 
variable 

PHG9_Scaffold_140 126 p2 (AT)7 14 316253 316266 
potentially 
variable 

PHG9_Scaffold_140 131 p3 (TTA)5 15 329304 329318 
potentially 
variable 

PHG9_Scaffold_140 132 p2 (TA)9 18 329601 329618 
potentially 
variable 

PHG9_Scaffold_140 142 p2 (TA)6 12 356037 356048   
PHG9_Scaffold_140 149 p2 (AT)6 12 377884 377895   

PHG9_Scaffold_140 151 p3 (TAA)5 15 397362 397376 
potentially 
variable 

PHG9_Scaffold_142 1 p2 (TA)8 16 2070 2085 
potentially 
variable 

PHG9_Scaffold_142 3 p3 (AAG)5 15 16580 16594 
potentially 
variable 



PHG9_Scaffold_142 6 p2 (AT)9 18 21472 21489 
potentially 
variable 

PHG9_Scaffold_142 10 p2 (TC)6 12 34284 34295   

PHG9_Scaffold_142 17 p3 (TTC)5 15 58702 58716 
potentially 
variable 

PHG9_Scaffold_142 18 p3 (ATA)5 15 66634 66648 
potentially 
variable 

PHG9_Scaffold_142 19 p2 (TA)6 12 72749 72760   
PHG9_Scaffold_142 21 p2 (AT)6 12 73675 73686   

PHG9_Scaffold_142 27 p3 (TTA)5 15 88056 88070 
potentially 
variable 

PHG9_Scaffold_142 35 p2 (AT)6 12 105933 105944   

PHG9_Scaffold_143 1 p3 (TAA)5 15 3266 3280 
potentially 
variable 

PHG9_Scaffold_143 8 p2 (AT)7 14 11284 11297 
potentially 
variable 

PHG9_Scaffold_143 9 p2 (AT)8 16 12750 12765 
potentially 
variable 

PHG9_Scaffold_144 7 p2 (TA)6 12 10426 10437   
PHG9_Scaffold_144 13 p2 (TA)6 12 33685 33696   
PHG9_Scaffold_144 17 p2 (TA)6 12 43114 43125   

PHG9_Scaffold_145 6 p2 (TA)7 14 30546 30559 
potentially 
variable 

PHG9_Scaffold_145 19 p2 (TA)7 14 53594 53607 
potentially 
variable 

PHG9_Scaffold_145 27 p2 (TA)7 14 64344 64357 
potentially 
variable 

PHG9_Scaffold_145 37 p2 (GA)7 14 80825 80838 
potentially 
variable 



PHG9_Scaffold_145 54 p2 (TA)6 12 132788 132799   

PHG9_Scaffold_145 56 p2 (TA)9 18 138247 138264 
potentially 
variable 

PHG9_Scaffold_145 63 p2 (GT)7 14 176717 176730 
potentially 
variable 

PHG9_Scaffold_145 71 p3 (TGA)5 15 200217 200231 
potentially 
variable 

PHG9_Scaffold_145 77 p2 (TA)8 16 213212 213227 
potentially 
variable 

PHG9_Scaffold_145 96 p2 (TA)6 12 247313 247324   
PHG9_Scaffold_145 98 p2 (TA)6 12 255272 255283   

PHG9_Scaffold_145 102 p3 (CTT)5 15 264334 264348 
potentially 
variable 

PHG9_Scaffold_145 103 p2 (TA)6 12 277068 277079   

PHG9_Scaffold_146 5 p3 (CAC)5 15 23290 23304 
potentially 
variable 

PHG9_Scaffold_146 8 p3 (TCA)5 15 28489 28503 
potentially 
variable 

PHG9_Scaffold_146 11 p2 (CA)6 12 47244 47255   
PHG9_Scaffold_146 16 p2 (GA)6 12 69511 69522   

PHG9_Scaffold_146 19 p2 (TA)7 14 72820 72833 
potentially 
variable 

PHG9_Scaffold_146 21 p2 (TA)6 12 77064 77075   

PHG9_Scaffold_147 1 p3 (TTG)6 18 492 509 
potentially 
variable 

PHG9_Scaffold_148 24 p3 (TAA)5 15 76612 76626 
potentially 
variable 

PHG9_Scaffold_148 26 p2 (TA)6 12 78031 78042   
PHG9_Scaffold_148 35 p2 (TA)8 16 98689 98704 potentially 



variable 

PHG9_Scaffold_148 40 p2 (AT)9 18 118152 118169 
potentially 
variable 

PHG9_Scaffold_148 41 p2 (AT)9 18 119521 119538 
potentially 
variable 

PHG9_Scaffold_148 43 p3 (ACT)5 15 144913 144927 
potentially 
variable 

PHG9_Scaffold_148 47 p3 (CGG)5 15 155657 155671 
potentially 
variable 

PHG9_Scaffold_148 49 p2 (AT)7 14 160604 160617 
potentially 
variable 

PHG9_Scaffold_148 54 p2 (CA)6 12 169492 169503   
PHG9_Scaffold_149 5 p2 (TC)6 12 18100 18111   

PHG9_Scaffold_149 11 p2 (AT)8 16 47968 47983 
potentially 
variable 

PHG9_Scaffold_149 25 p2 (AT)6 12 115831 115842   

PHG9_Scaffold_149 33 p2 (AT)8 16 157449 157464 
potentially 
variable 

PHG9_Scaffold_149 34 p2 (TC)6 12 160066 160077   

PHG9_Scaffold_150 6 p3 (GGA)6 18 14583 14600 
potentially 
variable 

PHG9_Scaffold_150 7 p3 (AAG)5 15 14955 14969 
potentially 
variable 

PHG9_Scaffold_150 11 p3 (ACC)5 15 20791 20805 
potentially 
variable 

PHG9_Scaffold_150 21 p2 (AC)6 12 37344 37355   

PHG9_Scaffold_150 26 p2 (AT)9 18 47879 47896 
potentially 
variable 

PHG9_Scaffold_150 28 p2 (TA)7 14 58088 58101 
potentially 
variable 



PHG9_Scaffold_150 31 p3 (CTT)5 15 65364 65378 
potentially 
variable 

PHG9_Scaffold_150 32 p3 (TTC)6 18 66875 66892 
potentially 
variable 

PHG9_Scaffold_150 45 p2 (TA)6 12 97000 97011   

PHG9_Scaffold_151 1 p2 (TA)7 14 1736 1749 
potentially 
variable 

PHG9_Scaffold_151 9 p2 (AT)6 12 11504 11515   
PHG9_Scaffold_151 11 p2 (CT)6 12 12886 12897   

PHG9_Scaffold_151 12 p2 (TA)7 14 14014 14027 
potentially 
variable 

PHG9_Scaffold_151 14 p2 (CT)6 12 16710 16721   
PHG9_Scaffold_151 15 p2 (AT)6 12 17914 17925   
PHG9_Scaffold_151 16 p2 (AT)6 12 18956 18967   

PHG9_Scaffold_151 18 p2 (TG)9 18 20314 20331 
potentially 
variable 

PHG9_Scaffold_151 19 p2 (TA)6 12 20638 20649   

PHG9_Scaffold_151 24 p2 (AT)9 18 27467 27484 
potentially 
variable 

PHG9_Scaffold_151 37 p2 (TG)6 12 54483 54494   

PHG9_Scaffold_151 38 p2 (TA)7 14 59170 59183 
potentially 
variable 

PHG9_Scaffold_151 42 p2 (TA)8 16 74947 74962 
potentially 
variable 

PHG9_Scaffold_151 48 p3 (TGA)5 15 89766 89780 
potentially 
variable 

PHG9_Scaffold_151 52 p3 (TTC)5 15 103897 103911 
potentially 
variable 

PHG9_Scaffold_151 53 p3 (GGA)6 18 104452 104469 potentially 



variable 

PHG9_Scaffold_152 14 p2 (TA)7 14 26288 26301 
potentially 
variable 

PHG9_Scaffold_152 17 p2 (TA)9 18 31204 31221 
potentially 
variable 

PHG9_Scaffold_152 18 p2 (TA)6 12 32664 32675   

PHG9_Scaffold_152 26 p3 (ATA)5 15 50048 50062 
potentially 
variable 

PHG9_Scaffold_152 30 p2 (AT)7 14 58783 58796 
potentially 
variable 

PHG9_Scaffold_152 40 p3 (TTC)5 15 71284 71298 
potentially 
variable 

PHG9_Scaffold_152 44 p3 (AAT)5 15 79377 79391 
potentially 
variable 

PHG9_Scaffold_152 51 p2 (TA)8 16 89396 89411 
potentially 
variable 

PHG9_Scaffold_152 55 p2 (TA)6 12 95595 95606   
PHG9_Scaffold_152 56 p2 (TA)6 12 96696 96707   

PHG9_Scaffold_152 58 p3 (TAT)5 15 98036 98050 
potentially 
variable 

PHG9_Scaffold_152 59 p3 (GGA)5 15 101666 101680 
potentially 
variable 

PHG9_Scaffold_152 64 p2 (AT)9 18 118178 118195 
potentially 
variable 

PHG9_Scaffold_152 65 p2 (TA)8 16 118901 118916 
potentially 
variable 

PHG9_Scaffold_152 69 p3 (ATG)5 15 125355 125369 
potentially 
variable 

PHG9_Scaffold_152 80 p2 (AT)8 16 160099 160114 
potentially 
variable 



PHG9_Scaffold_152 87 p2 (AT)7 14 166135 166148 
potentially 
variable 

PHG9_Scaffold_152 93 p2 (CA)6 12 178519 178530   

PHG9_Scaffold_152 94 p3 (TCT)6 18 180144 180161 
potentially 
variable 

PHG9_Scaffold_152 96 p2 (AT)9 18 182350 182367 
potentially 
variable 

PHG9_Scaffold_152 101 p3 (AGA)5 15 200695 200709 
potentially 
variable 

PHG9_Scaffold_153 2 p2 (AT)6 12 7179 7190   

PHG9_Scaffold_153 26 p2 (TG)7 14 87271 87284 
potentially 
variable 

PHG9_Scaffold_153 37 p2 (CT)6 12 113569 113580   

PHG9_Scaffold_153 38 p3 (GTT)5 15 116391 116405 
potentially 
variable 

PHG9_Scaffold_153 45 p2 (TC)6 12 154319 154330   

PHG9_Scaffold_153 46 p2 (TA)7 14 158011 158024 
potentially 
variable 

PHG9_Scaffold_153 49 p3 (TTA)5 15 175131 175145 
potentially 
variable 

PHG9_Scaffold_154 5 p2 (CA)8 16 6638 6653 
potentially 
variable 

PHG9_Scaffold_154 8 p2 (GA)6 12 8619 8630   
PHG9_Scaffold_154 9 p6 (TTCCTA)5 30 8871 8900 Hypervariable 

PHG9_Scaffold_154 10 p2 (TA)7 14 9143 9156 
potentially 
variable 

PHG9_Scaffold_154 15 p2 (TA)6 12 25203 25214   
PHG9_Scaffold_154 17 p2 (TG)6 12 29275 29286   
PHG9_Scaffold_154 18 p2 (AG)8 16 29951 29966 potentially 



variable 

PHG9_Scaffold_154 22 p2 (AG)7 14 37204 37217 
potentially 
variable 

PHG9_Scaffold_154 32 p2 (GA)9 18 66039 66056 
potentially 
variable 

PHG9_Scaffold_154 36 p2 (AG)7 14 71005 71018 
potentially 
variable 

PHG9_Scaffold_154 45 p2 (AT)7 14 91901 91914 
potentially 
variable 

PHG9_Scaffold_154 52 p2 (AT)9 18 111542 111559 
potentially 
variable 

PHG9_Scaffold_154 53 p3 (GGA)6 18 114258 114275 
potentially 
variable 

PHG9_Scaffold_154 55 p2 (TA)9 18 138667 138684 
potentially 
variable 

PHG9_Scaffold_154 58 p2 (TA)7 14 147755 147768 
potentially 
variable 

PHG9_Scaffold_154 63 p3 (TGA)6 18 181543 181560 
potentially 
variable 

PHG9_Scaffold_154 69 p2 (TA)8 16 187925 187940 
potentially 
variable 

PHG9_Scaffold_155 14 p2 (AT)8 16 61031 61046 
potentially 
variable 

PHG9_Scaffold_155 17 p2 (TA)8 16 71727 71742 
potentially 
variable 

PHG9_Scaffold_155 20 p2 (TA)6 12 90132 90143   

PHG9_Scaffold_155 31 p2 (TA)7 14 115025 115038 
potentially 
variable 

PHG9_Scaffold_155 32 p2 (AT)6 12 116434 116445   
PHG9_Scaffold_156 5 p2 (TC)8 16 22760 22775 potentially 



variable 

PHG9_Scaffold_156 8 p2 (AT)8 16 35426 35441 
potentially 
variable 

PHG9_Scaffold_156 19 p2 (AT)6 12 65985 65996   
PHG9_Scaffold_156 24 p2 (AT)6 12 74649 74660   

PHG9_Scaffold_156 28 p2 (TA)8 16 82773 82788 
potentially 
variable 

PHG9_Scaffold_156 38 p2 (TA)7 14 123620 123633 
potentially 
variable 

PHG9_Scaffold_156 45 p3 (GTC)5 15 139960 139974 
potentially 
variable 

PHG9_Scaffold_156 46 p3 (AGA)5 15 140165 140179 
potentially 
variable 

PHG9_Scaffold_156 55 p2 (TC)6 12 154341 154352   

PHG9_Scaffold_156 61 p3 (TAG)5 15 167182 167196 
potentially 
variable 

PHG9_Scaffold_156 68 p2 (GT)6 12 182649 182660   
PHG9_Scaffold_156 70 p2 (AG)6 12 194364 194375   
PHG9_Scaffold_156 72 p2 (TA)6 12 198179 198190   
PHG9_Scaffold_156 74 p2 (TA)6 12 205075 205086   

PHG9_Scaffold_156 78 p3 (GAT)5 15 212602 212616 
potentially 
variable 

PHG9_Scaffold_156 86 p2 (AG)9 18 222524 222541 
potentially 
variable 

PHG9_Scaffold_156 88 p2 (TA)6 12 226395 226406   
PHG9_Scaffold_156 92 p2 (AG)6 12 235842 235853   

PHG9_Scaffold_157 5 p3 (TTA)5 15 9919 9933 
potentially 
variable 

PHG9_Scaffold_157 9 p3 (TTC)5 15 28451 28465 potentially 



variable 

PHG9_Scaffold_157 11 p2 (TA)7 14 35125 35138 
potentially 
variable 

PHG9_Scaffold_157 12 p2 (AG)7 14 36130 36143 
potentially 
variable 

PHG9_Scaffold_157 13 p2 (CT)8 16 40705 40720 
potentially 
variable 

PHG9_Scaffold_157 14 p2 (GA)9 18 45676 45693 
potentially 
variable 

PHG9_Scaffold_157 24 p2 (AT)7 14 101080 101093 
potentially 
variable 

PHG9_Scaffold_157 25 p2 (AT)6 12 106742 106753   

PHG9_Scaffold_157 28 p2 (TA)7 14 119745 119758 
potentially 
variable 

PHG9_Scaffold_157 31 p2 (TA)6 12 123927 123938   

PHG9_Scaffold_157 33 p2 (AT)7 14 127491 127504 
potentially 
variable 

PHG9_Scaffold_157 34 p3 (ATT)5 15 131916 131930 
potentially 
variable 

PHG9_Scaffold_157 38 p2 (AT)6 12 135425 135436   
PHG9_Scaffold_157 39 p2 (TA)6 12 135856 135867   
PHG9_Scaffold_157 41 p2 (TA)6 12 138957 138968   
PHG9_Scaffold_157 47 p2 (TA)6 12 171283 171294   

PHG9_Scaffold_157 48 p2 (TA)7 14 177097 177110 
potentially 
variable 

PHG9_Scaffold_157 61 p6 (GCAGAA)5 30 196223 196252 Hypervariable 

PHG9_Scaffold_157 72 p2 (CT)7 14 227758 227771 
potentially 
variable 

PHG9_Scaffold_157 76 p3 (GAT)5 15 236750 236764 potentially 



variable 
PHG9_Scaffold_157 78 p2 (TA)6 12 240797 240808   

PHG9_Scaffold_157 96 p2 (TA)7 14 296163 296176 
potentially 
variable 

PHG9_Scaffold_157 97 p2 (AT)6 12 296486 296497   
PHG9_Scaffold_157 98 p2 (TC)6 12 298140 298151   

PHG9_Scaffold_157 99 p3 (AAT)5 15 299728 299742 
potentially 
variable 

PHG9_Scaffold_158 2 p2 (TA)6 12 24337 24348   
PHG9_Scaffold_158 6 p2 (TA)6 12 69981 69992   

PHG9_Scaffold_158 17 p2 (TA)7 14 123566 123579 
potentially 
variable 

PHG9_Scaffold_158 19 p2 (GA)6 12 125323 125334   

PHG9_Scaffold_158 26 p2 (AT)7 14 165528 165541 
potentially 
variable 

PHG9_Scaffold_158 28 p3 (AAG)5 15 181729 181743 
potentially 
variable 

PHG9_Scaffold_159 1 p3 (AAT)5 15 559 573 
potentially 
variable 

PHG9_Scaffold_159 14 p2 (AC)7 14 45500 45513 
potentially 
variable 

PHG9_Scaffold_159 15 p2 (CA)6 12 46135 46146   
PHG9_Scaffold_159 16 p2 (AT)6 12 46893 46904   
PHG9_Scaffold_159 20 p2 (AT)6 12 62010 62021   

PHG9_Scaffold_159 29 p3 (TCA)5 15 85994 86008 
potentially 
variable 

PHG9_Scaffold_159 35 p3 (CCA)5 15 99755 99769 
potentially 
variable 

PHG9_Scaffold_159 38 p2 (AT)6 12 111883 111894   



PHG9_Scaffold_159 39 p2 (AT)6 12 112623 112634   

PHG9_Scaffold_159 40 p2 (TG)7 14 113407 113420 
potentially 
variable 

PHG9_Scaffold_159 42 p2 (TA)8 16 122912 122927 
potentially 
variable 

PHG9_Scaffold_159 50 p3 (AAT)6 18 137766 137783 
potentially 
variable 

PHG9_Scaffold_159 54 p2 (AT)7 14 145178 145191 
potentially 
variable 

PHG9_Scaffold_159 55 p2 (AC)8 16 148603 148618 
potentially 
variable 

PHG9_Scaffold_159 56 p2 (AT)6 12 152043 152054   

PHG9_Scaffold_159 57 p2 (AT)7 14 160595 160608 
potentially 
variable 

PHG9_Scaffold_159 63 p3 (AAT)5 15 169921 169935 
potentially 
variable 

PHG9_Scaffold_159 67 p2 (AT)7 14 191987 192000 
potentially 
variable 

PHG9_Scaffold_159 70 p3 (GTT)5 15 198314 198328 
potentially 
variable 

PHG9_Scaffold_159 72 p3 (AAT)5 15 203220 203234 
potentially 
variable 

PHG9_Scaffold_159 76 p2 (AT)6 12 218095 218106   

PHG9_Scaffold_160 2 p2 (CT)7 14 1656 1669 
potentially 
variable 

PHG9_Scaffold_161 5 p3 (ACC)5 15 24977 24991 
potentially 
variable 

PHG9_Scaffold_161 6 p2 (TC)6 12 27432 27443   

PHG9_Scaffold_161 8 p2 (CA)8 16 28193 28208 
potentially 
variable 



PHG9_Scaffold_161 13 p2 (AT)7 14 38148 38161 
potentially 
variable 

PHG9_Scaffold_161 32 p3 (AGA)5 15 75853 75867 
potentially 
variable 

PHG9_Scaffold_161 33 p2 (GA)8 16 75977 75992 
potentially 
variable 

PHG9_Scaffold_161 42 p2 (TA)6 12 94322 94333   

PHG9_Scaffold_161 43 p2 (AT)8 16 97281 97296 
potentially 
variable 

PHG9_Scaffold_161 45 p2 (TA)6 12 102847 102858   

PHG9_Scaffold_161 46 p3 (ATA)5 15 103207 103221 
potentially 
variable 

PHG9_Scaffold_161 48 p2 (AG)6 12 106684 106695   
PHG9_Scaffold_161 50 p2 (AT)6 12 110738 110749   
PHG9_Scaffold_161 52 p2 (TA)6 12 115701 115712   

PHG9_Scaffold_161 54 p2 (GA)7 14 125153 125166 
potentially 
variable 

PHG9_Scaffold_161 55 p2 (AT)6 12 126132 126143   
PHG9_Scaffold_161 58 p2 (AT)6 12 128573 128584   

PHG9_Scaffold_161 59 p2 (AT)9 18 132000 132017 
potentially 
variable 

PHG9_Scaffold_161 65 p2 (TA)7 14 156101 156114 
potentially 
variable 

PHG9_Scaffold_161 70 p2 (AT)7 14 169677 169690 
potentially 
variable 

PHG9_Scaffold_161 75 p2 (CT)6 12 179242 179253   
PHG9_Scaffold_161 86 p2 (TA)6 12 221266 221277   

PHG9_Scaffold_161 92 p2 (CT)7 14 227494 227507 
potentially 
variable 



PHG9_Scaffold_161 98 p3 (TAT)5 15 242557 242571 
potentially 
variable 

PHG9_Scaffold_161 110 p6 (AGTGAG)5 30 299388 299417 Hypervariable 

PHG9_Scaffold_161 116 p2 (TC)8 16 303146 303161 
potentially 
variable 

PHG9_Scaffold_161 117 p2 (TC)6 12 304016 304027   

PHG9_Scaffold_161 118 p3 (ATT)5 15 305749 305763 
potentially 
variable 

PHG9_Scaffold_161 119 p2 (AG)7 14 306940 306953 
potentially 
variable 

PHG9_Scaffold_161 128 p2 (TA)7 14 336293 336306 
potentially 
variable 

PHG9_Scaffold_161 142 p2 (AG)6 12 376901 376912   
PHG9_Scaffold_161 143 p2 (TA)6 12 377090 377101   

PHG9_Scaffold_162 4 p2 (TA)7 14 7715 7728 
potentially 
variable 

PHG9_Scaffold_162 5 p2 (AT)7 14 8030 8043 
potentially 
variable 

PHG9_Scaffold_162 7 p2 (TA)6 12 17913 17924   
PHG9_Scaffold_162 20 p6 (TGAAAT)6 36 47523 47558 Hypervariable 

PHG9_Scaffold_162 25 p2 (AT)9 18 65203 65220 
potentially 
variable 

PHG9_Scaffold_162 26 p2 (AT)8 16 65889 65904 
potentially 
variable 

PHG9_Scaffold_162 35 p2 (AT)9 18 89122 89139 
potentially 
variable 

PHG9_Scaffold_162 39 p2 (TA)8 16 99176 99191 
potentially 
variable 

PHG9_Scaffold_163 6 p2 (AT)6 12 20430 20441   



PHG9_Scaffold_163 16 p3 (GAA)5 15 54833 54847 
potentially 
variable 

PHG9_Scaffold_164 14 p2 (TA)6 12 24238 24249   

PHG9_Scaffold_164 16 p3 (AAT)5 15 31919 31933 
potentially 
variable 

PHG9_Scaffold_164 18 p2 (AT)6 12 33657 33668   
PHG9_Scaffold_164 24 p2 (TC)6 12 51443 51454   

PHG9_Scaffold_165 11 p3 (ATT)5 15 53747 53761 
potentially 
variable 

PHG9_Scaffold_165 12 p3 (AAT)5 15 57769 57783 
potentially 
variable 

PHG9_Scaffold_165 20 p2 (TA)6 12 102708 102719   
PHG9_Scaffold_165 31 p2 (AT)6 12 134354 134365   
PHG9_Scaffold_165 34 p2 (GA)6 12 144840 144851   

PHG9_Scaffold_165 42 p3 (ATA)5 15 173391 173405 
potentially 
variable 

PHG9_Scaffold_166 8 p2 (TA)6 12 45390 45401   

PHG9_Scaffold_166 10 p3 (AAT)5 15 49385 49399 
potentially 
variable 

PHG9_Scaffold_166 12 p2 (CA)6 12 54410 54421   

PHG9_Scaffold_166 14 p3 (AGG)5 15 57208 57222 
potentially 
variable 

PHG9_Scaffold_166 16 p2 (TC)8 16 75461 75476 
potentially 
variable 

PHG9_Scaffold_166 18 p2 (AT)7 14 80659 80672 
potentially 
variable 

PHG9_Scaffold_166 23 p2 (CT)6 12 85689 85700   

PHG9_Scaffold_166 24 p3 (CAG)5 15 85830 85844 
potentially 
variable 



PHG9_Scaffold_166 40 p3 (TAA)5 15 142292 142306 
potentially 
variable 

PHG9_Scaffold_166 42 p3 (TAT)5 15 144389 144403 
potentially 
variable 

PHG9_Scaffold_166 46 p3 (TAA)5 15 167561 167575 
potentially 
variable 

PHG9_Scaffold_166 50 p2 (TC)8 16 179426 179441 
potentially 
variable 

PHG9_Scaffold_166 55 p2 (TA)8 16 194542 194557 
potentially 
variable 

PHG9_Scaffold_166 67 p2 (CT)6 12 211932 211943   
PHG9_Scaffold_166 71 p2 (AT)6 12 228229 228240   

PHG9_Scaffold_166 83 p2 (TA)7 14 263793 263806 
potentially 
variable 

PHG9_Scaffold_166 84 p2 (AG)7 14 264895 264908 
potentially 
variable 

PHG9_Scaffold_166 102 p2 (AT)6 12 311353 311364   

PHG9_Scaffold_166 110 p3 (GTA)6 18 323994 324011 
potentially 
variable 

PHG9_Scaffold_166 114 p2 (TA)7 14 333327 333340 
potentially 
variable 

PHG9_Scaffold_166 115 p3 (ATT)5 15 334006 334020 
potentially 
variable 

PHG9_Scaffold_167 2 p2 (TA)6 12 6399 6410   

PHG9_Scaffold_167 3 p3 (AAT)6 18 10648 10665 
potentially 
variable 

PHG9_Scaffold_167 7 p2 (AT)9 18 18280 18297 
potentially 
variable 

PHG9_Scaffold_167 10 p2 (TA)6 12 36755 36766   
PHG9_Scaffold_167 12 p2 (TA)8 16 40358 40373 potentially 



variable 

PHG9_Scaffold_167 23 p3 (ATT)6 18 68317 68334 
potentially 
variable 

PHG9_Scaffold_167 36 p2 (CT)9 18 82770 82787 
potentially 
variable 

PHG9_Scaffold_167 42 p2 (AT)7 14 98787 98800 
potentially 
variable 

PHG9_Scaffold_168 3 p2 (AG)6 12 9083 9094   

PHG9_Scaffold_168 4 p2 (CT)7 14 10285 10298 
potentially 
variable 

PHG9_Scaffold_168 15 p2 (TA)9 18 55901 55918 
potentially 
variable 

PHG9_Scaffold_168 16 p2 (TA)6 12 60451 60462   

PHG9_Scaffold_168 17 p2 (AT)7 14 62591 62604 
potentially 
variable 

PHG9_Scaffold_168 25 p2 (AT)8 16 81865 81880 
potentially 
variable 

PHG9_Scaffold_168 40 p2 (AT)8 16 136444 136459 
potentially 
variable 

PHG9_Scaffold_168 46 p3 (TGC)6 18 154978 154995 
potentially 
variable 

PHG9_Scaffold_168 51 p3 (AGG)5 15 171890 171904 
potentially 
variable 

PHG9_Scaffold_168 52 p2 (TA)8 16 176398 176413 
potentially 
variable 

PHG9_Scaffold_168 55 p2 (AT)7 14 181913 181926 
potentially 
variable 

PHG9_Scaffold_169 3 p2 (TA)8 16 11324 11339 
potentially 
variable 

PHG9_Scaffold_169 7 p2 (AT)6 12 18436 18447   



PHG9_Scaffold_169 9 p2 (TC)6 12 21953 21964   
PHG9_Scaffold_169 11 p2 (AT)6 12 25511 25522   
PHG9_Scaffold_169 13 p2 (AT)6 12 30507 30518   

PHG9_Scaffold_169 22 p3 (AGA)5 15 62531 62545 
potentially 
variable 

PHG9_Scaffold_169 29 p2 (AT)6 12 89784 89795   

PHG9_Scaffold_169 30 p3 (AAT)5 15 95489 95503 
potentially 
variable 

PHG9_Scaffold_169 38 p2 (TA)6 12 125293 125304   

PHG9_Scaffold_169 47 p3 (CTC)5 15 150300 150314 
potentially 
variable 

PHG9_Scaffold_169 54 p2 (AT)7 14 162552 162565 
potentially 
variable 

PHG9_Scaffold_169 55 p2 (AT)6 12 166031 166042   

PHG9_Scaffold_170 3 p2 (TG)8 16 7330 7345 
potentially 
variable 

PHG9_Scaffold_170 6 p2 (TA)7 14 14441 14454 
potentially 
variable 

PHG9_Scaffold_170 13 p3 (TCT)5 15 27105 27119 
potentially 
variable 

PHG9_Scaffold_170 21 p2 (CT)6 12 47337 47348   

PHG9_Scaffold_170 29 p3 (ATC)6 18 59481 59498 
potentially 
variable 

PHG9_Scaffold_170 30 p3 (ATG)5 15 68473 68487 
potentially 
variable 

PHG9_Scaffold_170 35 p2 (AG)7 14 85121 85134 
potentially 
variable 

PHG9_Scaffold_171 22 p3 (CTT)5 15 104623 104637 
potentially 
variable 



PHG9_Scaffold_171 23 p2 (TA)7 14 104872 104885 
potentially 
variable 

PHG9_Scaffold_171 28 p2 (TA)7 14 120168 120181 
potentially 
variable 

PHG9_Scaffold_171 31 p2 (AC)6 12 128726 128737   

PHG9_Scaffold_171 33 p2 (AT)8 16 130602 130617 
potentially 
variable 

PHG9_Scaffold_171 35 p2 (TA)8 16 131477 131492 
potentially 
variable 

PHG9_Scaffold_171 41 p2 (CT)6 12 149028 149039   

PHG9_Scaffold_171 42 p2 (GT)7 14 150038 150051 
potentially 
variable 

PHG9_Scaffold_171 46 p3 (CAA)5 15 161027 161041 
potentially 
variable 

PHG9_Scaffold_171 49 p2 (TA)7 14 172325 172338 
potentially 
variable 

PHG9_Scaffold_171 52 p2 (TA)6 12 183647 183658   

PHG9_Scaffold_171 64 p2 (TA)7 14 217872 217885 
potentially 
variable 

PHG9_Scaffold_171 72 p2 (TA)7 14 257158 257171 
potentially 
variable 

PHG9_Scaffold_171 77 p2 (TA)6 12 261292 261303   

PHG9_Scaffold_171 82 p2 (TA)7 14 274255 274268 
potentially 
variable 

PHG9_Scaffold_171 83 p3 (CTT)5 15 274622 274636 
potentially 
variable 

PHG9_Scaffold_172 4 p3 (CAC)5 15 16428 16442 
potentially 
variable 

PHG9_Scaffold_172 13 p2 (AG)7 14 39715 39728 
potentially 
variable 



PHG9_Scaffold_172 15 p2 (TA)10 20 43911 43930 Hypervariable 

PHG9_Scaffold_172 17 p2 (CA)9 18 45024 45041 
potentially 
variable 

PHG9_Scaffold_172 43 p2 (AT)6 12 143064 143075   

PHG9_Scaffold_172 55 p2 (GA)7 14 187185 187198 
potentially 
variable 

PHG9_Scaffold_172 58 p3 (TTC)5 15 195455 195469 
potentially 
variable 

PHG9_Scaffold_172 66 p2 (AT)7 14 214638 214651 
potentially 
variable 

PHG9_Scaffold_172 67 p3 (TTA)5 15 215879 215893 
potentially 
variable 

PHG9_Scaffold_172 71 p2 (GA)8 16 226447 226462 
potentially 
variable 

PHG9_Scaffold_172 77 p3 (ATA)5 15 244093 244107 
potentially 
variable 

PHG9_Scaffold_172 83 p3 (AAT)5 15 273125 273139 
potentially 
variable 

PHG9_Scaffold_172 84 p2 (AT)8 16 273426 273441 
potentially 
variable 

PHG9_Scaffold_172 90 p2 (CA)7 14 291182 291195 
potentially 
variable 

PHG9_Scaffold_172 93 p2 (AT)6 12 294861 294872   

PHG9_Scaffold_172 94 p3 (ATT)6 18 303238 303255 
potentially 
variable 

PHG9_Scaffold_172 99 p2 (TA)6 12 311387 311398   

PHG9_Scaffold_172 102 p2 (AT)8 16 315062 315077 
potentially 
variable 

PHG9_Scaffold_172 111 p3 (ATT)5 15 342063 342077 
potentially 
variable 



PHG9_Scaffold_172 115 p2 (AT)6 12 345446 345457   
PHG9_Scaffold_172 116 p2 (AT)6 12 345584 345595   
PHG9_Scaffold_172 121 p2 (TA)6 12 351396 351407   
PHG9_Scaffold_172 123 p2 (CA)6 12 356555 356566   

PHG9_Scaffold_172 124 p3 (GAA)5 15 357169 357183 
potentially 
variable 

PHG9_Scaffold_172 127 p2 (TA)8 16 358623 358638 
potentially 
variable 

PHG9_Scaffold_172 133 p2 (TA)8 16 373634 373649 
potentially 
variable 

PHG9_Scaffold_172 134 p2 (TA)6 12 377587 377598   
PHG9_Scaffold_172 151 p2 (TA)6 12 413764 413775   

PHG9_Scaffold_172 152 p2 (TA)8 16 414654 414669 
potentially 
variable 

PHG9_Scaffold_172 154 p3 (TTA)5 15 418769 418783 
potentially 
variable 

PHG9_Scaffold_172 156 p3 (GAG)5 15 425450 425464 
potentially 
variable 

PHG9_Scaffold_172 165 p2 (TC)6 12 449845 449856   

PHG9_Scaffold_172 173 p3 (TTC)6 18 470346 470363 
potentially 
variable 

PHG9_Scaffold_172 179 p2 (TA)9 18 481108 481125 
potentially 
variable 

PHG9_Scaffold_172 181 p2 (AT)8 16 493872 493887 
potentially 
variable 

PHG9_Scaffold_172 182 p3 (TTA)6 18 497202 497219 
potentially 
variable 

PHG9_Scaffold_172 189 p2 (AT)10 20 504448 504467 Hypervariable 
PHG9_Scaffold_172 202 p3 (CCA)5 15 537163 537177 potentially 



variable 

PHG9_Scaffold_172 203 p2 (TA)9 18 543966 543983 
potentially 
variable 

PHG9_Scaffold_172 204 p2 (AT)7 14 546954 546967 
potentially 
variable 

PHG9_Scaffold_172 208 p2 (TA)8 16 560435 560450 
potentially 
variable 

PHG9_Scaffold_172 210 p2 (AG)8 16 561367 561382 
potentially 
variable 

PHG9_Scaffold_172 221 p3 (TTC)5 15 603547 603561 
potentially 
variable 

PHG9_Scaffold_173 1 p2 (TC)6 12 307 318   

PHG9_Scaffold_173 3 p2 (GT)7 14 6891 6904 
potentially 
variable 

PHG9_Scaffold_173 7 p3 (AAT)5 15 17236 17250 
potentially 
variable 

PHG9_Scaffold_173 11 p3 (TAA)5 15 40357 40371 
potentially 
variable 

PHG9_Scaffold_174 4 p2 (TA)9 18 10725 10742 
potentially 
variable 

PHG9_Scaffold_174 5 p2 (TA)6 12 17686 17697   

PHG9_Scaffold_174 9 p3 (TAA)6 18 33980 33997 
potentially 
variable 

PHG9_Scaffold_174 12 p2 (GA)8 16 45592 45607 
potentially 
variable 

PHG9_Scaffold_174 13 p2 (TA)9 18 68250 68267 
potentially 
variable 

PHG9_Scaffold_174 15 p2 (TA)7 14 73307 73320 
potentially 
variable 

PHG9_Scaffold_175 4 p2 (AT)7 14 13131 13144 potentially 



variable 

PHG9_Scaffold_175 7 p2 (AT)7 14 24326 24339 
potentially 
variable 

PHG9_Scaffold_175 8 p2 (TC)6 12 25281 25292   

PHG9_Scaffold_175 14 p3 (GTC)5 15 34656 34670 
potentially 
variable 

PHG9_Scaffold_175 21 p2 (TA)6 12 45876 45887   

PHG9_Scaffold_175 22 p3 (TCA)5 15 48030 48044 
potentially 
variable 

PHG9_Scaffold_175 43 p3 (TAA)6 18 132599 132616 
potentially 
variable 

PHG9_Scaffold_176 1 p2 (AT)9 18 3539 3556 
potentially 
variable 

PHG9_Scaffold_176 2 p2 (AT)7 14 7738 7751 
potentially 
variable 

PHG9_Scaffold_176 3 p2 (AT)6 12 9228 9239   

PHG9_Scaffold_176 12 p3 (TAA)5 15 39717 39731 
potentially 
variable 

PHG9_Scaffold_176 13 p2 (AT)8 16 40046 40061 
potentially 
variable 

PHG9_Scaffold_176 14 p3 (ATT)5 15 40182 40196 
potentially 
variable 

PHG9_Scaffold_176 19 p2 (AT)8 16 53769 53784 
potentially 
variable 

PHG9_Scaffold_176 27 p3 (AAT)5 15 77274 77288 
potentially 
variable 

PHG9_Scaffold_176 31 p2 (AT)6 12 90058 90069   
PHG9_Scaffold_176 34 p2 (AT)6 12 93242 93253   

PHG9_Scaffold_176 38 p2 (TA)8 16 95379 95394 
potentially 
variable 



PHG9_Scaffold_176 40 p2 (TA)9 18 97865 97882 
potentially 
variable 

PHG9_Scaffold_176 43 p2 (TA)6 12 116543 116554   

PHG9_Scaffold_176 48 p2 (AT)8 16 132505 132520 
potentially 
variable 

PHG9_Scaffold_176 49 p2 (AT)8 16 136703 136718 
potentially 
variable 

PHG9_Scaffold_176 54 p3 (AGA)5 15 151327 151341 
potentially 
variable 

PHG9_Scaffold_176 60 p2 (TA)6 12 186670 186681   

PHG9_Scaffold_176 75 p2 (TA)7 14 213540 213553 
potentially 
variable 

PHG9_Scaffold_177 6 p3 (ATC)5 15 15564 15578 
potentially 
variable 

PHG9_Scaffold_177 8 p2 (TA)8 16 19610 19625 
potentially 
variable 

PHG9_Scaffold_177 11 p2 (TA)6 12 21228 21239   

PHG9_Scaffold_177 22 p3 (TGG)5 15 43741 43755 
potentially 
variable 

PHG9_Scaffold_177 25 p2 (TA)8 16 48396 48411 
potentially 
variable 

PHG9_Scaffold_177 27 p2 (CT)6 12 50087 50098   
PHG9_Scaffold_177 28 p3 (TTC)7 21 53950 53970 Hypervariable 

PHG9_Scaffold_177 31 p3 (TCT)5 15 64479 64493 
potentially 
variable 

PHG9_Scaffold_177 33 p2 (AT)7 14 71361 71374 
potentially 
variable 

PHG9_Scaffold_177 34 p3 (ATC)5 15 75960 75974 
potentially 
variable 

PHG9_Scaffold_177 55 p3 (AAT)6 18 137977 137994 potentially 



variable 

PHG9_Scaffold_177 59 p3 (TAA)5 15 148342 148356 
potentially 
variable 

PHG9_Scaffold_178 5 p2 (TA)6 12 13000 13011   

PHG9_Scaffold_178 12 p3 (TTC)6 18 34606 34623 
potentially 
variable 

PHG9_Scaffold_178 22 p2 (CT)6 12 55107 55118   

PHG9_Scaffold_178 23 p2 (TA)9 18 61669 61686 
potentially 
variable 

PHG9_Scaffold_178 24 p2 (AT)9 18 61849 61866 
potentially 
variable 

PHG9_Scaffold_178 26 p3 (ATA)5 15 70585 70599 
potentially 
variable 

PHG9_Scaffold_178 27 p2 (TA)9 18 72052 72069 
potentially 
variable 

PHG9_Scaffold_178 28 p2 (AT)7 14 72601 72614 
potentially 
variable 

PHG9_Scaffold_178 31 p2 (TA)8 16 78895 78910 
potentially 
variable 

PHG9_Scaffold_178 33 p3 (ACC)5 15 89593 89607 
potentially 
variable 

PHG9_Scaffold_178 37 p2 (AT)6 12 99393 99404   

PHG9_Scaffold_178 38 p3 (ATA)5 15 106949 106963 
potentially 
variable 

PHG9_Scaffold_178 40 p2 (AT)6 12 110244 110255   

PHG9_Scaffold_178 41 p2 (AT)9 18 110557 110574 
potentially 
variable 

PHG9_Scaffold_179 1 p2 (TC)7 14 6844 6857 
potentially 
variable 

PHG9_Scaffold_179 5 p2 (TA)6 12 16140 16151   



PHG9_Scaffold_179 7 p2 (AT)8 16 28289 28304 
potentially 
variable 

PHG9_Scaffold_179 17 p2 (TA)9 18 48393 48410 
potentially 
variable 

PHG9_Scaffold_179 18 p2 (TC)6 12 49121 49132   
PHG9_Scaffold_179 21 p2 (AT)6 12 61578 61589   

PHG9_Scaffold_179 32 p3 (AGA)5 15 126537 126551 
potentially 
variable 

PHG9_Scaffold_179 33 p2 (AT)8 16 132777 132792 
potentially 
variable 

PHG9_Scaffold_179 37 p3 (GGT)5 15 146782 146796 
potentially 
variable 

PHG9_Scaffold_179 42 p2 (AG)7 14 160341 160354 
potentially 
variable 

PHG9_Scaffold_180 7 p3 (TTA)5 15 17235 17249 
potentially 
variable 

PHG9_Scaffold_180 10 p2 (TA)6 12 19280 19291   
PHG9_Scaffold_180 12 p2 (AT)6 12 20957 20968   
PHG9_Scaffold_180 14 p2 (CA)6 12 38017 38028   
PHG9_Scaffold_180 16 p2 (TC)6 12 53879 53890   

PHG9_Scaffold_180 19 p3 (ATA)5 15 61316 61330 
potentially 
variable 

PHG9_Scaffold_180 26 p2 (TA)6 12 82622 82633   

PHG9_Scaffold_180 43 p2 (CT)7 14 123968 123981 
potentially 
variable 

PHG9_Scaffold_180 45 p2 (AT)6 12 127320 127331   

PHG9_Scaffold_181 12 p3 (CTA)6 18 28811 28828 
potentially 
variable 

PHG9_Scaffold_181 16 p2 (TA)7 14 43722 43735 potentially 



variable 
PHG9_Scaffold_181 19 p2 (AT)6 12 48022 48033   

PHG9_Scaffold_181 22 p3 (ATT)5 15 56635 56649 
potentially 
variable 

PHG9_Scaffold_181 29 p2 (TA)7 14 77828 77841 
potentially 
variable 

PHG9_Scaffold_181 32 p3 (AAT)5 15 86829 86843 
potentially 
variable 

PHG9_Scaffold_181 33 p2 (AT)6 12 93411 93422   

PHG9_Scaffold_181 34 p2 (TC)8 16 97788 97803 
potentially 
variable 

PHG9_Scaffold_181 35 p6 (TGAGAG)6 36 98823 98858 Hypervariable 

PHG9_Scaffold_181 42 p3 (TAC)6 18 109111 109128 
potentially 
variable 

PHG9_Scaffold_181 52 p2 (TA)7 14 132057 132070 
potentially 
variable 

PHG9_Scaffold_181 54 p2 (TC)6 12 133432 133443   

PHG9_Scaffold_181 55 p3 (ATT)6 18 136193 136210 
potentially 
variable 

PHG9_Scaffold_181 59 p3 (TAT)6 18 144609 144626 
potentially 
variable 

PHG9_Scaffold_181 60 p3 (GGC)5 15 145114 145128 
potentially 
variable 

PHG9_Scaffold_181 64 p2 (AG)9 18 158513 158530 
potentially 
variable 

PHG9_Scaffold_181 66 p2 (AT)7 14 164843 164856 
potentially 
variable 

PHG9_Scaffold_181 70 p3 (AGA)5 15 175107 175121 
potentially 
variable 

PHG9_Scaffold_181 77 p2 (TA)6 12 181232 181243   



PHG9_Scaffold_181 82 p2 (TA)6 12 217765 217776   

PHG9_Scaffold_181 85 p2 (TC)7 14 219744 219757 
potentially 
variable 

PHG9_Scaffold_181 86 p2 (TA)6 12 219977 219988   

PHG9_Scaffold_182 3 p3 (TTC)5 15 8191 8205 
potentially 
variable 

PHG9_Scaffold_182 6 p2 (TA)6 12 11423 11434   

PHG9_Scaffold_182 7 p2 (TC)7 14 12232 12245 
potentially 
variable 

PHG9_Scaffold_182 8 p2 (AG)6 12 12383 12394   

PHG9_Scaffold_183 4 p3 (CTT)5 15 7737 7751 
potentially 
variable 

PHG9_Scaffold_183 6 p2 (TA)9 18 8436 8453 
potentially 
variable 

PHG9_Scaffold_183 8 p3 (AAT)5 15 22234 22248 
potentially 
variable 

PHG9_Scaffold_183 13 p2 (AT)6 12 32182 32193   

PHG9_Scaffold_183 16 p3 (GGA)5 15 38448 38462 
potentially 
variable 

PHG9_Scaffold_183 18 p2 (TA)8 16 42163 42178 
potentially 
variable 

PHG9_Scaffold_183 22 p2 (AT)8 16 49048 49063 
potentially 
variable 

PHG9_Scaffold_183 29 p2 (GT)6 12 70654 70665   

PHG9_Scaffold_183 35 p3 (TAT)6 18 88852 88869 
potentially 
variable 

PHG9_Scaffold_183 41 p2 (TA)7 14 101544 101557 
potentially 
variable 

PHG9_Scaffold_183 42 p3 (TAT)5 15 106469 106483 
potentially 
variable 



PHG9_Scaffold_183 44 p2 (AT)7 14 126336 126349 
potentially 
variable 

PHG9_Scaffold_183 52 p3 (CGT)5 15 150380 150394 
potentially 
variable 

PHG9_Scaffold_183 54 p2 (TA)6 12 151697 151708   

PHG9_Scaffold_184 6 p3 (CTT)5 15 20571 20585 
potentially 
variable 

PHG9_Scaffold_184 20 p3 (TTC)5 15 118884 118898 
potentially 
variable 

PHG9_Scaffold_184 23 p2 (AT)7 14 141735 141748 
potentially 
variable 

PHG9_Scaffold_184 24 p3 (AAT)5 15 149005 149019 
potentially 
variable 

PHG9_Scaffold_184 30 p2 (CT)9 18 203305 203322 
potentially 
variable 

PHG9_Scaffold_184 32 p2 (TA)6 12 228992 229003   

PHG9_Scaffold_184 35 p3 (TTA)5 15 245435 245449 
potentially 
variable 

PHG9_Scaffold_184 41 p2 (AT)9 18 292123 292140 
potentially 
variable 

PHG9_Scaffold_184 42 p3 (AAT)5 15 292482 292496 
potentially 
variable 

PHG9_Scaffold_184 43 p2 (AT)9 18 319667 319684 
potentially 
variable 

PHG9_Scaffold_184 47 p2 (TA)7 14 340760 340773 
potentially 
variable 

PHG9_Scaffold_184 57 p2 (AT)6 12 389226 389237   
PHG9_Scaffold_184 58 p2 (AT)6 12 391575 391586   

PHG9_Scaffold_184 63 p2 (AT)7 14 423395 423408 
potentially 
variable 



PHG9_Scaffold_184 64 p2 (CT)7 14 424008 424021 
potentially 
variable 

PHG9_Scaffold_189 3 p2 (CT)6 12 3370 3381   
PHG9_Scaffold_191 1 p2 (TA)6 12 9061 9072   
PHG9_Scaffold_191 4 p2 (TA)6 12 23308 23319   

PHG9_Scaffold_191 22 p3 (CTT)5 15 133031 133045 
potentially 
variable 

PHG9_Scaffold_191 24 p2 (TA)7 14 138653 138666 
potentially 
variable 

PHG9_Scaffold_194 1 p2 (AT)7 14 12452 12465 
potentially 
variable 

PHG9_Scaffold_194 2 p3 (ATC)5 15 16181 16195 
potentially 
variable 

PHG9_Scaffold_194 3 p3 (AAT)6 18 18160 18177 
potentially 
variable 

PHG9_Scaffold_195 2 p2 (AT)7 14 8031 8044 
potentially 
variable 

PHG9_Scaffold_195 3 p2 (AT)9 18 16541 16558 
potentially 
variable 

PHG9_Scaffold_196 9 p2 (AT)8 16 106475 106490 
potentially 
variable 

PHG9_Scaffold_196 17 p2 (TA)7 14 219814 219827 
potentially 
variable 

PHG9_Scaffold_196 26 p2 (TA)6 12 459655 459666   

PHG9_Scaffold_197 4 p2 (TA)7 14 27289 27302 
potentially 
variable 

PHG9_Scaffold_197 24 p2 (AT)6 12 156589 156600   

PHG9_Scaffold_197 28 p3 (TTA)5 15 190972 190986 
potentially 
variable 

PHG9_Scaffold_197 29 p2 (AT)6 12 208509 208520   



PHG9_Scaffold_198 4 p2 (AT)6 12 18535 18546   

PHG9_Scaffold_198 8 p2 (TA)8 16 112384 112399 
potentially 
variable 

PHG9_Scaffold_198 15 p2 (AT)9 18 124086 124103 
potentially 
variable 

PHG9_Scaffold_200 2 p2 (TA)7 14 14595 14608 
potentially 
variable 

PHG9_Scaffold_200 4 p2 (TC)6 12 27226 27237   

PHG9_Scaffold_200 6 p3 (AAG)6 18 29894 29911 
potentially 
variable 

PHG9_Scaffold_200 10 p2 (TA)8 16 53134 53149 
potentially 
variable 

PHG9_Scaffold_201 7 p3 (TTC)5 15 61048 61062 
potentially 
variable 

PHG9_Scaffold_201 8 p2 (TA)6 12 68002 68013   

PHG9_Scaffold_201 10 p2 (AT)7 14 73269 73282 
potentially 
variable 

PHG9_Scaffold_201 13 p2 (AT)6 12 74682 74693   

PHG9_Scaffold_201 21 p2 (TC)7 14 114541 114554 
potentially 
variable 

PHG9_Scaffold_203 3 p2 (AT)6 12 23510 23521   

PHG9_Scaffold_203 7 p2 (AT)9 18 39049 39066 
potentially 
variable 

PHG9_Scaffold_205 8 p2 (TA)6 12 41073 41084   

PHG9_Scaffold_206 3 p2 (TA)8 16 30633 30648 
potentially 
variable 

PHG9_Scaffold_206 6 p2 (AG)8 16 82202 82217 
potentially 
variable 

PHG9_Scaffold_207 2 p3 (GGT)5 15 24303 24317 
potentially 
variable 



PHG9_Scaffold_207 3 p2 (TA)7 14 25665 25678 
potentially 
variable 

PHG9_Scaffold_207 12 p2 (AT)9 18 65938 65955 
potentially 
variable 

PHG9_Scaffold_207 16 p3 (TAT)5 15 80424 80438 
potentially 
variable 

PHG9_Scaffold_209 1 p2 (AT)8 16 47196 47211 
potentially 
variable 

PHG9_Scaffold_210 1 p2 (TA)6 12 866 877   
PHG9_Scaffold_210 3 p2 (CT)6 12 5096 5107   

PHG9_Scaffold_210 12 p3 (AAC)5 15 18012 18026 
potentially 
variable 

PHG9_Scaffold_210 18 p2 (GT)6 12 27168 27179   

PHG9_Scaffold_210 25 p2 (AC)8 16 52725 52740 
potentially 
variable 

PHG9_Scaffold_210 28 p2 (AT)7 14 61481 61494 
potentially 
variable 

PHG9_Scaffold_210 32 p2 (CT)6 12 71150 71161   
PHG9_Scaffold_210 38 p2 (AT)6 12 88776 88787   
PHG9_Scaffold_210 42 p2 (AG)6 12 98224 98235   

PHG9_Scaffold_210 59 p2 (AT)8 16 138834 138849 
potentially 
variable 

PHG9_Scaffold_210 60 p2 (TC)7 14 141362 141375 
potentially 
variable 

PHG9_Scaffold_210 62 p2 (TA)6 12 142256 142267   

PHG9_Scaffold_210 64 p3 (AAT)5 15 143856 143870 
potentially 
variable 

PHG9_Scaffold_210 69 p3 (AAT)5 15 159030 159044 
potentially 
variable 



PHG9_Scaffold_210 70 p3 (ATA)5 15 159336 159350 
potentially 
variable 

PHG9_Scaffold_212 1 p3 (TTC)5 15 11905 11919 
potentially 
variable 

PHG9_Scaffold_217 2 p3 (ATT)5 15 766 780 
potentially 
variable 

PHG9_Scaffold_217 13 p3 (CAT)5 15 61776 61790 
potentially 
variable 

PHG9_Scaffold_217 36 p3 (ATA)5 15 152982 152996 
potentially 
variable 

PHG9_Scaffold_217 40 p3 (TAA)6 18 164666 164683 
potentially 
variable 

PHG9_Scaffold_217 48 p3 (AAT)6 18 187221 187238 
potentially 
variable 

PHG9_Scaffold_219 4 p2 (TA)6 12 50252 50263   

PHG9_Scaffold_219 8 p3 (TAA)5 15 70368 70382 
potentially 
variable 

PHG9_Scaffold_219 11 p2 (TC)6 12 103609 103620   

PHG9_Scaffold_219 12 p2 (AT)8 16 109902 109917 
potentially 
variable 

PHG9_Scaffold_219 22 p2 (AT)7 14 206826 206839 
potentially 
variable 

PHG9_Scaffold_219 25 p2 (AT)9 18 214696 214713 
potentially 
variable 

PHG9_Scaffold_220 1 p3 (TGA)5 15 801 815 
potentially 
variable 

PHG9_Scaffold_220 12 p2 (CT)6 12 23271 23282   

PHG9_Scaffold_220 20 p3 (TTA)5 15 58354 58368 
potentially 
variable 

PHG9_Scaffold_220 26 p3 (AGT)5 15 72033 72047 potentially 



variable 
PHG9_Scaffold_220 27 p2 (TG)6 12 74321 74332   

PHG9_Scaffold_220 28 p2 (AC)7 14 77327 77340 
potentially 
variable 

PHG9_Scaffold_220 29 p3 (TCT)5 15 79308 79322 
potentially 
variable 

PHG9_Scaffold_220 31 p3 (ATT)6 18 84379 84396 
potentially 
variable 

PHG9_Scaffold_220 36 p2 (CT)6 12 92430 92441   
PHG9_Scaffold_220 48 p6 (CCAAAT)5 30 127252 127281 Hypervariable 

PHG9_Scaffold_220 49 p3 (AGA)6 18 131466 131483 
potentially 
variable 

PHG9_Scaffold_220 58 p3 (CTT)5 15 167312 167326 
potentially 
variable 

PHG9_Scaffold_220 66 p3 (TAA)5 15 198139 198153 
potentially 
variable 

PHG9_Scaffold_220 68 p3 (AAT)5 15 203278 203292 
potentially 
variable 

PHG9_Scaffold_220 70 p2 (TA)9 18 207587 207604 
potentially 
variable 

PHG9_Scaffold_220 78 p2 (GT)7 14 225527 225540 
potentially 
variable 

PHG9_Scaffold_220 83 p2 (GC)6 12 258277 258288   

PHG9_Scaffold_226 5 p2 (TA)8 16 13178 13193 
potentially 
variable 

PHG9_Scaffold_226 12 p3 (TGA)6 18 55933 55950 
potentially 
variable 

PHG9_Scaffold_226 14 p2 (AT)8 16 93999 94014 
potentially 
variable 

PHG9_Scaffold_226 17 p2 (CA)6 12 97481 97492   



PHG9_Scaffold_226 32 p2 (AC)7 14 205368 205381 
potentially 
variable 

PHG9_Scaffold_226 35 p2 (AG)6 12 220520 220531   

PHG9_Scaffold_226 38 p2 (AG)8 16 228258 228273 
potentially 
variable 

PHG9_Scaffold_227 1 p3 (CTT)6 18 1863 1880 
potentially 
variable 

PHG9_Scaffold_227 2 p4 (TATC)5 20 3147 3166 Hypervariable 

PHG9_Scaffold_227 7 p3 (TGC)5 15 36003 36017 
potentially 
variable 

PHG9_Scaffold_227 17 p3 (AAT)5 15 73185 73199 
potentially 
variable 

PHG9_Scaffold_227 26 p2 (TA)6 12 99108 99119   
PHG9_Scaffold_227 30 p2 (TA)6 12 105644 105655   

PHG9_Scaffold_227 31 p2 (TA)8 16 106779 106794 
potentially 
variable 

PHG9_Scaffold_227 32 p2 (AC)6 12 113840 113851   
PHG9_Scaffold_228 13 p2 (AC)6 12 138225 138236   
PHG9_Scaffold_229 2 p2 (TA)6 12 4935 4946   

PHG9_Scaffold_232 1 p3 (AGA)5 15 3845 3859 
potentially 
variable 

PHG9_Scaffold_232 20 p2 (CA)8 16 65351 65366 
potentially 
variable 

PHG9_Scaffold_232 22 p2 (AT)7 14 72538 72551 
potentially 
variable 

PHG9_Scaffold_232 26 p2 (AT)7 14 89291 89304 
potentially 
variable 

PHG9_Scaffold_232 29 p2 (CT)6 12 93560 93571   
PHG9_Scaffold_232 30 p3 (CCT)5 15 93678 93692 potentially 



variable 

PHG9_Scaffold_232 45 p2 (AT)7 14 121528 121541 
potentially 
variable 

PHG9_Scaffold_232 47 p6 (AGTCTC)6 36 124573 124608 Hypervariable 

PHG9_Scaffold_232 53 p2 (AT)8 16 151371 151386 
potentially 
variable 

PHG9_Scaffold_234 7 p2 (AT)8 16 25732 25747 
potentially 
variable 

PHG9_Scaffold_234 10 p2 (AT)7 14 41192 41205 
potentially 
variable 

PHG9_Scaffold_237 2 p2 (TA)7 14 2870 2883 
potentially 
variable 

PHG9_Scaffold_237 4 p3 (GAT)5 15 11322 11336 
potentially 
variable 

PHG9_Scaffold_237 17 p2 (AT)9 18 49954 49971 
potentially 
variable 

PHG9_Scaffold_237 23 p2 (AT)6 12 65955 65966   

PHG9_Scaffold_237 28 p2 (TA)7 14 74694 74707 
potentially 
variable 

PHG9_Scaffold_237 31 p2 (TA)7 14 87556 87569 
potentially 
variable 

PHG9_Scaffold_237 38 p2 (AT)8 16 109746 109761 
potentially 
variable 

PHG9_Scaffold_239 2 p2 (TA)6 12 34052 34063   
PHG9_Scaffold_239 8 p2 (AT)6 12 92959 92970   

PHG9_Scaffold_239 10 p2 (TA)8 16 95451 95466 
potentially 
variable 

PHG9_Scaffold_239 17 p2 (AT)9 18 140227 140244 
potentially 
variable 

PHG9_Scaffold_240 4 p2 (AT)8 16 24072 24087 potentially 



variable 

PHG9_Scaffold_240 13 p2 (TC)7 14 46109 46122 
potentially 
variable 

PHG9_Scaffold_240 15 p3 (TTG)5 15 57929 57943 
potentially 
variable 

PHG9_Scaffold_240 17 p2 (TA)7 14 61577 61590 
potentially 
variable 

PHG9_Scaffold_240 19 p2 (TA)7 14 66185 66198 
potentially 
variable 

PHG9_Scaffold_240 24 p2 (TC)9 18 74908 74925 
potentially 
variable 

PHG9_Scaffold_240 27 p2 (AT)6 12 79990 80001   

PHG9_Scaffold_240 28 p2 (TA)8 16 82020 82035 
potentially 
variable 

PHG9_Scaffold_240 31 p3 (ATT)5 15 84809 84823 
potentially 
variable 

PHG9_Scaffold_240 39 p3 (AAT)5 15 98948 98962 
potentially 
variable 

PHG9_Scaffold_240 48 p2 (AT)6 12 120196 120207   
PHG9_Scaffold_240 49 p2 (TA)6 12 125799 125810   

PHG9_Scaffold_241 1 p2 (TG)9 18 12127 12144 
potentially 
variable 

PHG9_Scaffold_241 4 p2 (TA)7 14 16270 16283 
potentially 
variable 

PHG9_Scaffold_241 6 p2 (TG)7 14 18155 18168 
potentially 
variable 

PHG9_Scaffold_241 24 p2 (TA)8 16 62067 62082 
potentially 
variable 

PHG9_Scaffold_241 28 p2 (AT)9 18 70086 70103 
potentially 
variable 



PHG9_Scaffold_241 30 p2 (AT)6 12 77436 77447   
PHG9_Scaffold_241 41 p2 (CA)6 12 114303 114314   

PHG9_Scaffold_241 51 p2 (CA)8 16 150082 150097 
potentially 
variable 

PHG9_Scaffold_241 61 p2 (TA)6 12 202475 202486   

PHG9_Scaffold_241 62 p3 (TTA)5 15 205358 205372 
potentially 
variable 

PHG9_Scaffold_241 66 p2 (AT)8 16 239798 239813 
potentially 
variable 

PHG9_Scaffold_241 70 p2 (TA)6 12 261702 261713   

PHG9_Scaffold_242 4 p3 (GTT)5 15 18982 18996 
potentially 
variable 

PHG9_Scaffold_242 9 p2 (AT)7 14 28706 28719 
potentially 
variable 

PHG9_Scaffold_242 19 p3 (GAA)5 15 63580 63594 
potentially 
variable 

PHG9_Scaffold_242 20 p3 (TTA)5 15 69247 69261 
potentially 
variable 

PHG9_Scaffold_242 21 p3 (AAG)5 15 73670 73684 
potentially 
variable 

PHG9_Scaffold_242 22 p3 (CTT)6 18 74177 74194 
potentially 
variable 

PHG9_Scaffold_242 24 p2 (TA)8 16 76465 76480 
potentially 
variable 

PHG9_Scaffold_242 25 p6 (CAAATG)5 30 82284 82313 Hypervariable 

PHG9_Scaffold_242 31 p3 (ATT)5 15 109295 109309 
potentially 
variable 

PHG9_Scaffold_242 32 p2 (TA)9 18 111545 111562 
potentially 
variable 

PHG9_Scaffold_242 33 p2 (TA)9 18 117797 117814 potentially 



variable 
PHG9_Scaffold_242 40 p2 (AT)6 12 129841 129852   

PHG9_Scaffold_244 5 p3 (TTC)5 15 10503 10517 
potentially 
variable 

PHG9_Scaffold_244 11 p2 (AT)7 14 30224 30237 
potentially 
variable 

PHG9_Scaffold_244 17 p3 (ATC)5 15 40936 40950 
potentially 
variable 

PHG9_Scaffold_244 18 p2 (AT)7 14 48076 48089 
potentially 
variable 

PHG9_Scaffold_244 23 p2 (TA)9 18 70781 70798 
potentially 
variable 

PHG9_Scaffold_244 30 p3 (TCT)6 18 89629 89646 
potentially 
variable 

PHG9_Scaffold_244 35 p2 (AT)7 14 97935 97948 
potentially 
variable 

PHG9_Scaffold_244 38 p2 (AT)6 12 102331 102342   

PHG9_Scaffold_244 43 p2 (AT)8 16 125853 125868 
potentially 
variable 

PHG9_Scaffold_245 7 p3 (AAT)5 15 20096 20110 
potentially 
variable 

PHG9_Scaffold_245 8 p2 (AT)8 16 23674 23689 
potentially 
variable 

PHG9_Scaffold_246 5 p2 (AG)6 12 63050 63061   

PHG9_Scaffold_247 2 p2 (AT)7 14 1674 1687 
potentially 
variable 

PHG9_Scaffold_247 4 p2 (TA)9 18 8700 8717 
potentially 
variable 

PHG9_Scaffold_250 5 p2 (TA)6 12 37293 37304   
PHG9_Scaffold_250 9 p2 (TA)7 14 56604 56617 potentially 



variable 
PHG9_Scaffold_250 15 p2 (TG)6 12 73653 73664   

PHG9_Scaffold_250 20 p3 (GAT)5 15 90478 90492 
potentially 
variable 

PHG9_Scaffold_251 1 p2 (TA)8 16 7798 7813 
potentially 
variable 

PHG9_Scaffold_252 10 p2 (AT)7 14 32474 32487 
potentially 
variable 

PHG9_Scaffold_252 19 p2 (AG)6 12 52251 52262   
PHG9_Scaffold_252 23 p2 (TA)6 12 65438 65449   

PHG9_Scaffold_252 24 p2 (TC)7 14 67617 67630 
potentially 
variable 

PHG9_Scaffold_252 29 p2 (AT)6 12 89955 89966   

PHG9_Scaffold_252 38 p2 (CA)8 16 108603 108618 
potentially 
variable 

PHG9_Scaffold_253 5 p2 (TA)9 18 13780 13797 
potentially 
variable 

PHG9_Scaffold_253 9 p2 (AT)7 14 33122 33135 
potentially 
variable 

PHG9_Scaffold_253 10 p2 (AT)6 12 36153 36164   

PHG9_Scaffold_254 4 p2 (TA)7 14 19939 19952 
potentially 
variable 

PHG9_Scaffold_255 1 p2 (AT)6 12 1604 1615   
PHG9_Scaffold_257 9 p2 (GA)6 12 40004 40015   

PHG9_Scaffold_257 10 p2 (TC)7 14 42041 42054 
potentially 
variable 

PHG9_Scaffold_257 13 p3 (TTG)5 15 47681 47695 
potentially 
variable 

PHG9_Scaffold_257 14 p2 (TA)7 14 50316 50329 potentially 



variable 
PHG9_Scaffold_257 16 p2 (GT)6 12 52903 52914   
PHG9_Scaffold_257 31 p2 (TA)6 12 98768 98779   
PHG9_Scaffold_257 34 p2 (TA)6 12 103828 103839   

PHG9_Scaffold_257 42 p3 (AAT)5 15 128004 128018 
potentially 
variable 

PHG9_Scaffold_257 55 p2 (TC)7 14 181357 181370 
potentially 
variable 

PHG9_Scaffold_257 56 p2 (GT)6 12 184622 184633   
PHG9_Scaffold_257 60 p2 (GA)6 12 203853 203864   
PHG9_Scaffold_257 63 p2 (AG)6 12 209576 209587   
PHG9_Scaffold_257 69 p2 (TA)6 12 226753 226764   

PHG9_Scaffold_257 72 p2 (AT)9 18 230756 230773 
potentially 
variable 

PHG9_Scaffold_259 4 p2 (GT)6 12 21719 21730   

PHG9_Scaffold_259 12 p2 (AT)8 16 54252 54267 
potentially 
variable 

PHG9_Scaffold_259 32 p2 (AT)9 18 113798 113815 
potentially 
variable 

PHG9_Scaffold_259 34 p2 (AT)6 12 121174 121185   

PHG9_Scaffold_259 35 p2 (AT)7 14 121518 121531 
potentially 
variable 

PHG9_Scaffold_263 2 p3 (TAT)5 15 4123 4137 
potentially 
variable 

PHG9_Scaffold_263 17 p2 (AT)6 12 63555 63566   

PHG9_Scaffold_264 2 p3 (AGA)6 18 30914 30931 
potentially 
variable 

PHG9_Scaffold_264 3 p2 (TA)7 14 48394 48407 
potentially 
variable 



PHG9_Scaffold_268 3 p2 (TA)9 18 30807 30824 
potentially 
variable 

PHG9_Scaffold_269 1 p2 (TA)7 14 150 163 
potentially 
variable 

PHG9_Scaffold_269 4 p2 (AT)7 14 7305 7318 
potentially 
variable 

PHG9_Scaffold_269 11 p3 (AAT)5 15 25056 25070 
potentially 
variable 

PHG9_Scaffold_269 20 p2 (AT)9 18 54590 54607 
potentially 
variable 

PHG9_Scaffold_269 28 p3 (TTA)5 15 91792 91806 
potentially 
variable 

PHG9_Scaffold_269 35 p3 (TAA)5 15 126612 126626 
potentially 
variable 

PHG9_Scaffold_269 37 p3 (ATA)6 18 131617 131634 
potentially 
variable 

PHG9_Scaffold_270 4 p3 (ATA)5 15 17902 17916 
potentially 
variable 

PHG9_Scaffold_270 17 p2 (AT)6 12 70318 70329   
PHG9_Scaffold_270 18 p2 (AT)6 12 77001 77012   

PHG9_Scaffold_270 24 p3 (CAT)6 18 106130 106147 
potentially 
variable 

PHG9_Scaffold_270 28 p2 (AT)6 12 117136 117147   

PHG9_Scaffold_272 2 p2 (AT)8 16 11125 11140 
potentially 
variable 

PHG9_Scaffold_273 6 p2 (CT)6 12 18770 18781   
PHG9_Scaffold_273 8 p2 (TA)6 12 27501 27512   

PHG9_Scaffold_273 9 p2 (TA)7 14 31352 31365 
potentially 
variable 

PHG9_Scaffold_273 24 p2 (TA)7 14 76517 76530 potentially 



variable 
PHG9_Scaffold_273 29 p2 (AT)6 12 98494 98505   

PHG9_Scaffold_273 34 p2 (TA)7 14 111451 111464 
potentially 
variable 

PHG9_Scaffold_273 39 p2 (AT)8 16 121436 121451 
potentially 
variable 

PHG9_Scaffold_276 4 p2 (AT)6 12 10957 10968   

PHG9_Scaffold_276 7 p2 (AT)7 14 47779 47792 
potentially 
variable 

PHG9_Scaffold_277 9 p2 (TC)9 18 48210 48227 
potentially 
variable 

PHG9_Scaffold_277 12 p2 (TA)8 16 57051 57066 
potentially 
variable 

PHG9_Scaffold_277 19 p2 (TC)6 12 72118 72129   
PHG9_Scaffold_277 25 p2 (AG)6 12 90587 90598   

PHG9_Scaffold_278 5 p3 (ACC)5 15 10423 10437 
potentially 
variable 

PHG9_Scaffold_278 8 p2 (AT)6 12 20629 20640   
PHG9_Scaffold_278 13 p2 (TA)6 12 35835 35846   

PHG9_Scaffold_278 16 p3 (ATG)5 15 64224 64238 
potentially 
variable 

PHG9_Scaffold_281 10 p2 (TA)6 12 47769 47780   

PHG9_Scaffold_281 12 p3 (GAG)5 15 62724 62738 
potentially 
variable 

PHG9_Scaffold_282 5 p2 (TA)8 16 15791 15806 
potentially 
variable 

PHG9_Scaffold_282 22 p2 (AT)8 16 54400 54415 
potentially 
variable 

PHG9_Scaffold_282 36 p2 (AT)6 12 86355 86366   



PHG9_Scaffold_282 42 p2 (TA)6 12 106073 106084   
PHG9_Scaffold_282 43 p2 (AT)6 12 108980 108991   
PHG9_Scaffold_282 45 p2 (AT)6 12 110938 110949   

PHG9_Scaffold_283 1 p2 (AT)9 18 9452 9469 
potentially 
variable 

PHG9_Scaffold_285 2 p2 (TA)7 14 5463 5476 
potentially 
variable 

PHG9_Scaffold_285 13 p2 (AC)7 14 24500 24513 
potentially 
variable 

PHG9_Scaffold_285 16 p2 (AG)6 12 25664 25675   

PHG9_Scaffold_285 20 p3 (CCA)5 15 32825 32839 
potentially 
variable 

PHG9_Scaffold_285 28 p2 (AT)10 20 50051 50070 Hypervariable 
PHG9_Scaffold_285 30 p6 (TTCTAT)5 30 52965 52994 Hypervariable 

PHG9_Scaffold_285 32 p2 (GA)7 14 58140 58153 
potentially 
variable 

PHG9_Scaffold_285 36 p3 (ATT)5 15 79873 79887 
potentially 
variable 

PHG9_Scaffold_285 39 p2 (CT)9 18 97960 97977 
potentially 
variable 

PHG9_Scaffold_285 44 p2 (AT)8 16 107695 107710 
potentially 
variable 

PHG9_Scaffold_285 45 p2 (TA)7 14 107976 107989 
potentially 
variable 

PHG9_Scaffold_285 47 p3 (CAT)5 15 112329 112343 
potentially 
variable 

PHG9_Scaffold_285 54 p3 (TAA)5 15 122004 122018 
potentially 
variable 

PHG9_Scaffold_286 3 p2 (AG)9 18 9552 9569 
potentially 
variable 



PHG9_Scaffold_286 7 p2 (TA)7 14 35039 35052 
potentially 
variable 

PHG9_Scaffold_286 9 p2 (AT)8 16 55707 55722 
potentially 
variable 

PHG9_Scaffold_286 10 p2 (AT)6 12 86947 86958   

PHG9_Scaffold_287 2 p2 (AT)7 14 12239 12252 
potentially 
variable 

PHG9_Scaffold_287 13 p2 (AT)6 12 31133 31144   

PHG9_Scaffold_287 20 p2 (CT)8 16 50215 50230 
potentially 
variable 

PHG9_Scaffold_287 40 p2 (TG)6 12 105884 105895   

PHG9_Scaffold_287 44 p2 (AT)9 18 121159 121176 
potentially 
variable 

PHG9_Scaffold_287 58 p3 (TCT)5 15 149779 149793 
potentially 
variable 

PHG9_Scaffold_287 59 p2 (CT)6 12 153191 153202   

PHG9_Scaffold_287 60 p3 (AAT)5 15 162557 162571 
potentially 
variable 

PHG9_Scaffold_287 64 p2 (CT)8 16 182521 182536 
potentially 
variable 

PHG9_Scaffold_287 65 p3 (TGT)5 15 182787 182801 
potentially 
variable 

PHG9_Scaffold_287 66 p2 (TA)6 12 185227 185238   

PHG9_Scaffold_287 70 p2 (CA)8 16 198499 198514 
potentially 
variable 

PHG9_Scaffold_287 71 p6 (AGAAAG)5 30 199008 199037 Hypervariable 

PHG9_Scaffold_287 76 p3 (ACA)6 18 220690 220707 
potentially 
variable 

PHG9_Scaffold_287 82 p2 (AT)6 12 229100 229111   



PHG9_Scaffold_287 85 p3 (ATT)5 15 233950 233964 
potentially 
variable 

PHG9_Scaffold_288 6 p2 (AT)7 14 17808 17821 
potentially 
variable 

PHG9_Scaffold_288 9 p3 (AAT)5 15 22021 22035 
potentially 
variable 

PHG9_Scaffold_288 12 p2 (CT)8 16 27294 27309 
potentially 
variable 

PHG9_Scaffold_288 17 p2 (AT)6 12 40557 40568   

PHG9_Scaffold_288 25 p3 (GAG)5 15 68051 68065 
potentially 
variable 

PHG9_Scaffold_288 37 p2 (TA)7 14 124926 124939 
potentially 
variable 

PHG9_Scaffold_288 40 p3 (GTG)6 18 142030 142047 
potentially 
variable 

PHG9_Scaffold_288 41 p2 (AT)6 12 143479 143490   

PHG9_Scaffold_288 43 p2 (AT)9 18 148272 148289 
potentially 
variable 

PHG9_Scaffold_288 50 p2 (AT)6 12 200554 200565   
PHG9_Scaffold_288 55 p2 (AT)10 20 209928 209947 Hypervariable 
PHG9_Scaffold_288 57 p2 (AT)10 20 227026 227045 Hypervariable 

PHG9_Scaffold_288 59 p3 (AGA)5 15 233363 233377 
potentially 
variable 

PHG9_Scaffold_289 10 p2 (AG)7 14 35508 35521 
potentially 
variable 

PHG9_Scaffold_293 14 p2 (TA)6 12 28763 28774   

PHG9_Scaffold_293 21 p3 (ATA)6 18 46850 46867 
potentially 
variable 

PHG9_Scaffold_293 28 p3 (GGT)5 15 59354 59368 
potentially 
variable 



PHG9_Scaffold_293 31 p3 (AAT)5 15 68006 68020 
potentially 
variable 

PHG9_Scaffold_293 32 p2 (CT)8 16 68501 68516 
potentially 
variable 

PHG9_Scaffold_293 46 p2 (TA)7 14 99644 99657 
potentially 
variable 

PHG9_Scaffold_293 51 p2 (TC)6 12 108918 108929   

PHG9_Scaffold_294 3 p3 (ACC)5 15 5806 5820 
potentially 
variable 

PHG9_Scaffold_294 15 p2 (AG)7 14 45418 45431 
potentially 
variable 

PHG9_Scaffold_294 20 p3 (AGG)6 18 64951 64968 
potentially 
variable 

PHG9_Scaffold_294 30 p3 (AAG)5 15 99748 99762 
potentially 
variable 

PHG9_Scaffold_294 33 p2 (TA)9 18 114608 114625 
potentially 
variable 

PHG9_Scaffold_294 39 p2 (AT)6 12 141638 141649   

PHG9_Scaffold_294 41 p2 (AG)8 16 143561 143576 
potentially 
variable 

PHG9_Scaffold_295 8 p2 (AT)6 12 48145 48156   

PHG9_Scaffold_295 9 p2 (TA)7 14 52808 52821 
potentially 
variable 

PHG9_Scaffold_295 12 p2 (TA)7 14 73744 73757 
potentially 
variable 

PHG9_Scaffold_295 18 p2 (TA)9 18 90692 90709 
potentially 
variable 

PHG9_Scaffold_296 1 p2 (CT)6 12 300 311   

PHG9_Scaffold_296 2 p2 (AT)7 14 8935 8948 
potentially 
variable 



PHG9_Scaffold_296 9 p2 (TA)6 12 27054 27065   

PHG9_Scaffold_297 17 p2 (AC)9 18 45843 45860 
potentially 
variable 

PHG9_Scaffold_297 21 p2 (AT)8 16 59062 59077 
potentially 
variable 

PHG9_Scaffold_297 27 p3 (TGA)5 15 70734 70748 
potentially 
variable 

PHG9_Scaffold_297 28 p3 (ATT)5 15 78781 78795 
potentially 
variable 

PHG9_Scaffold_298 4 p2 (TA)6 12 15948 15959   

PHG9_Scaffold_298 19 p2 (AG)7 14 51005 51018 
potentially 
variable 

PHG9_Scaffold_298 23 p2 (AT)8 16 63707 63722 
potentially 
variable 

PHG9_Scaffold_298 31 p2 (AT)7 14 75978 75991 
potentially 
variable 

PHG9_Scaffold_298 32 p2 (TA)7 14 77765 77778 
potentially 
variable 

PHG9_Scaffold_298 33 p3 (CCA)5 15 78532 78546 
potentially 
variable 

PHG9_Scaffold_298 40 p2 (AG)6 12 101989 102000   
PHG9_Scaffold_298 45 p2 (CT)6 12 116255 116266   
PHG9_Scaffold_298 48 p2 (AT)6 12 125685 125696   
PHG9_Scaffold_298 54 p2 (TA)6 12 140465 140476   

PHG9_Scaffold_298 68 p3 (GAA)5 15 184692 184706 
potentially 
variable 

PHG9_Scaffold_298 70 p2 (CA)7 14 186787 186800 
potentially 
variable 

PHG9_Scaffold_298 71 p3 (ATT)5 15 188432 188446 
potentially 
variable 



PHG9_Scaffold_298 80 p2 (AC)9 18 208736 208753 
potentially 
variable 

PHG9_Scaffold_298 81 p2 (TA)6 12 216967 216978   

PHG9_Scaffold_298 91 p2 (AT)8 16 257044 257059 
potentially 
variable 

PHG9_Scaffold_298 92 p2 (AT)6 12 258896 258907   

PHG9_Scaffold_298 95 p2 (AT)7 14 264109 264122 
potentially 
variable 

PHG9_Scaffold_298 96 p2 (AT)6 12 265569 265580   
PHG9_Scaffold_298 103 p2 (AG)6 12 279671 279682   

PHG9_Scaffold_298 104 p3 (ATA)5 15 283711 283725 
potentially 
variable 

PHG9_Scaffold_298 107 p2 (AT)7 14 289218 289231 
potentially 
variable 

PHG9_Scaffold_298 116 p2 (GA)6 12 316877 316888   

PHG9_Scaffold_298 117 p2 (GA)7 14 319078 319091 
potentially 
variable 

PHG9_Scaffold_300 2 p2 (TA)6 12 18475 18486   
PHG9_Scaffold_300 10 p2 (TA)6 12 31535 31546   

PHG9_Scaffold_300 12 p3 (TGT)5 15 35220 35234 
potentially 
variable 

PHG9_Scaffold_300 28 p2 (TA)6 12 90568 90579   

PHG9_Scaffold_300 39 p3 (TCT)6 18 130770 130787 
potentially 
variable 

PHG9_Scaffold_300 41 p3 (TCT)5 15 141088 141102 
potentially 
variable 

PHG9_Scaffold_300 48 p2 (AT)6 12 154072 154083   

PHG9_Scaffold_300 49 p3 (CAA)5 15 160311 160325 
potentially 
variable 



PHG9_Scaffold_300 50 p2 (AT)9 18 164801 164818 
potentially 
variable 

PHG9_Scaffold_300 54 p3 (ATT)5 15 168242 168256 
potentially 
variable 

PHG9_Scaffold_301 9 p2 (AT)6 12 17689 17700   
PHG9_Scaffold_302 1 p2 (TG)6 12 1126 1137   
PHG9_Scaffold_304 2 p2 (TA)6 12 3502 3513   
PHG9_Scaffold_304 17 p2 (CA)6 12 60959 60970   
PHG9_Scaffold_304 18 p2 (AG)6 12 61491 61502   
PHG9_Scaffold_304 31 p2 (AT)6 12 148246 148257   

PHG9_Scaffold_304 32 p3 (GCA)5 15 159793 159807 
potentially 
variable 

PHG9_Scaffold_304 39 p2 (AT)6 12 165281 165292   

PHG9_Scaffold_304 50 p2 (TA)8 16 218353 218368 
potentially 
variable 

PHG9_Scaffold_304 57 p2 (TC)6 12 231673 231684   
PHG9_Scaffold_304 58 p2 (CT)6 12 232875 232886   
PHG9_Scaffold_304 59 p2 (AT)6 12 235523 235534   

PHG9_Scaffold_305 1 p2 (AT)7 14 797 810 
potentially 
variable 

PHG9_Scaffold_305 4 p2 (AT)6 12 5408 5419   
PHG9_Scaffold_305 8 p2 (CT)6 12 16628 16639   

PHG9_Scaffold_305 17 p2 (TA)8 16 46949 46964 
potentially 
variable 

PHG9_Scaffold_305 18 p2 (CT)6 12 47630 47641   

PHG9_Scaffold_305 21 p3 (GAT)6 18 62962 62979 
potentially 
variable 

PHG9_Scaffold_305 26 p3 (TAT)6 18 69893 69910 
potentially 
variable 



PHG9_Scaffold_305 29 p2 (AT)6 12 78915 78926   

PHG9_Scaffold_305 35 p3 (AAG)5 15 83971 83985 
potentially 
variable 

PHG9_Scaffold_306 8 p2 (AT)8 16 32993 33008 
potentially 
variable 

PHG9_Scaffold_306 12 p2 (TA)6 12 44578 44589   

PHG9_Scaffold_306 17 p2 (TG)9 18 55812 55829 
potentially 
variable 

PHG9_Scaffold_306 28 p2 (AT)7 14 89765 89778 
potentially 
variable 

PHG9_Scaffold_306 29 p2 (GT)7 14 91823 91836 
potentially 
variable 

PHG9_Scaffold_306 53 p2 (CT)6 12 142336 142347   

PHG9_Scaffold_306 55 p2 (AT)7 14 144812 144825 
potentially 
variable 

PHG9_Scaffold_306 60 p2 (AG)6 12 158966 158977   

PHG9_Scaffold_306 65 p2 (CT)9 18 166059 166076 
potentially 
variable 

PHG9_Scaffold_306 68 p2 (TA)8 16 196016 196031 
potentially 
variable 

PHG9_Scaffold_306 70 p2 (AT)6 12 201307 201318   
PHG9_Scaffold_306 72 p2 (AT)6 12 211918 211929   
PHG9_Scaffold_306 75 p2 (TA)6 12 223523 223534   

PHG9_Scaffold_307 5 p2 (TA)7 14 8070 8083 
potentially 
variable 

PHG9_Scaffold_307 7 p2 (AT)7 14 18949 18962 
potentially 
variable 

PHG9_Scaffold_307 8 p2 (TA)7 14 21055 21068 
potentially 
variable 



PHG9_Scaffold_307 9 p2 (AT)7 14 26884 26897 
potentially 
variable 

PHG9_Scaffold_307 14 p2 (CA)7 14 37579 37592 
potentially 
variable 

PHG9_Scaffold_307 30 p2 (AT)6 12 73899 73910   
PHG9_Scaffold_307 50 p2 (TG)6 12 109292 109303   
PHG9_Scaffold_307 53 p2 (AT)6 12 114252 114263   

PHG9_Scaffold_308 4 p3 (AGA)5 15 19870 19884 
potentially 
variable 

PHG9_Scaffold_308 5 p2 (AG)6 12 20439 20450   

PHG9_Scaffold_308 10 p2 (TA)7 14 46348 46361 
potentially 
variable 

PHG9_Scaffold_308 21 p2 (TA)6 12 62639 62650   

PHG9_Scaffold_308 26 p3 (GAA)5 15 96090 96104 
potentially 
variable 

PHG9_Scaffold_308 29 p2 (AG)6 12 108811 108822   
PHG9_Scaffold_308 33 p2 (TC)6 12 123874 123885   

PHG9_Scaffold_308 40 p3 (TAA)6 18 146730 146747 
potentially 
variable 

PHG9_Scaffold_308 51 p2 (AT)6 12 178696 178707   
PHG9_Scaffold_308 66 p2 (AC)6 12 224044 224055   
PHG9_Scaffold_308 69 p2 (AT)6 12 234561 234572   
PHG9_Scaffold_308 75 p2 (TC)6 12 255486 255497   
PHG9_Scaffold_308 78 p2 (TA)6 12 266640 266651   

PHG9_Scaffold_308 79 p3 (AAT)6 18 274918 274935 
potentially 
variable 

PHG9_Scaffold_308 81 p3 (AAT)5 15 277198 277212 
potentially 
variable 

PHG9_Scaffold_308 82 p3 (CTT)5 15 277462 277476 potentially 



variable 
PHG9_Scaffold_308 85 p2 (TA)6 12 283184 283195   

PHG9_Scaffold_308 87 p3 (TCT)5 15 284953 284967 
potentially 
variable 

PHG9_Scaffold_309 1 p2 (AG)8 16 7862 7877 
potentially 
variable 

PHG9_Scaffold_309 2 p2 (AT)6 12 8952 8963   

PHG9_Scaffold_311 3 p3 (AGA)5 15 25329 25343 
potentially 
variable 

PHG9_Scaffold_315 8 p3 (TAT)5 15 50600 50614 
potentially 
variable 

PHG9_Scaffold_315 15 p3 (TAA)6 18 80999 81016 
potentially 
variable 

PHG9_Scaffold_315 21 p2 (AT)8 16 86102 86117 
potentially 
variable 

PHG9_Scaffold_316 1 p3 (TAA)6 18 2162 2179 
potentially 
variable 

PHG9_Scaffold_316 6 p2 (TA)6 12 7275 7286   

PHG9_Scaffold_316 9 p2 (GT)9 18 13307 13324 
potentially 
variable 

PHG9_Scaffold_316 11 p2 (AT)6 12 35710 35721   

PHG9_Scaffold_317 1 p3 (CCA)5 15 3866 3880 
potentially 
variable 

PHG9_Scaffold_317 11 p2 (TA)6 12 53265 53276   
PHG9_Scaffold_317 19 p2 (AT)6 12 72485 72496   

PHG9_Scaffold_317 25 p2 (TA)8 16 81806 81821 
potentially 
variable 

PHG9_Scaffold_317 28 p2 (TC)7 14 87426 87439 
potentially 
variable 



PHG9_Scaffold_317 33 p3 (ATG)5 15 96067 96081 
potentially 
variable 

PHG9_Scaffold_317 35 p2 (AT)6 12 101627 101638   

PHG9_Scaffold_319 5 p2 (TA)7 14 58601 58614 
potentially 
variable 

PHG9_Scaffold_319 6 p3 (ATT)5 15 68952 68966 
potentially 
variable 

PHG9_Scaffold_319 29 p2 (TA)6 12 147739 147750   
PHG9_Scaffold_320 3 p2 (AT)6 12 9762 9773   

PHG9_Scaffold_320 9 p3 (GAA)5 15 34030 34044 
potentially 
variable 

PHG9_Scaffold_321 9 p3 (TTA)6 18 26442 26459 
potentially 
variable 

PHG9_Scaffold_321 10 p2 (TA)6 12 31123 31134   

PHG9_Scaffold_321 14 p2 (TA)9 18 68195 68212 
potentially 
variable 

PHG9_Scaffold_321 16 p3 (ATT)5 15 84639 84653 
potentially 
variable 

PHG9_Scaffold_322 4 p2 (GT)8 16 2802 2817 
potentially 
variable 

PHG9_Scaffold_323 5 p2 (AG)6 12 46979 46990   

PHG9_Scaffold_325 2 p3 (ATA)5 15 5116 5130 
potentially 
variable 

PHG9_Scaffold_326 9 p3 (TTA)5 15 31926 31940 
potentially 
variable 

PHG9_Scaffold_326 12 p2 (CT)6 12 37699 37710   

PHG9_Scaffold_326 16 p2 (CT)9 18 47948 47965 
potentially 
variable 

PHG9_Scaffold_326 21 p2 (TA)9 18 58147 58164 
potentially 
variable 



PHG9_Scaffold_326 27 p2 (TA)7 14 69974 69987 
potentially 
variable 

PHG9_Scaffold_326 40 p2 (TA)9 18 112582 112599 
potentially 
variable 

PHG9_Scaffold_326 41 p2 (AT)6 12 114667 114678   
PHG9_Scaffold_330 1 p2 (AT)6 12 602 613   
PHG9_Scaffold_330 8 p2 (AT)6 12 28781 28792   

PHG9_Scaffold_330 11 p2 (AC)8 16 36857 36872 
potentially 
variable 

PHG9_Scaffold_330 18 p3 (AAC)5 15 61982 61996 
potentially 
variable 

PHG9_Scaffold_330 19 p3 (ACA)5 15 62506 62520 
potentially 
variable 

PHG9_Scaffold_330 20 p2 (AT)9 18 63214 63231 
potentially 
variable 

PHG9_Scaffold_330 25 p2 (AT)8 16 71104 71119 
potentially 
variable 

PHG9_Scaffold_330 31 p3 (CTC)5 15 83713 83727 
potentially 
variable 

PHG9_Scaffold_330 33 p2 (AT)8 16 84688 84703 
potentially 
variable 

PHG9_Scaffold_330 35 p2 (AT)9 18 86799 86816 
potentially 
variable 

PHG9_Scaffold_330 38 p2 (TA)8 16 95142 95157 
potentially 
variable 

PHG9_Scaffold_330 53 p2 (TA)6 12 137614 137625   

PHG9_Scaffold_330 54 p3 (TAT)5 15 138506 138520 
potentially 
variable 

PHG9_Scaffold_330 59 p6 (GAATTG)5 30 151917 151946 Hypervariable 
PHG9_Scaffold_330 66 p2 (TA)9 18 158164 158181 potentially 



variable 
PHG9_Scaffold_330 69 p2 (TG)6 12 168849 168860   

PHG9_Scaffold_330 74 p2 (TA)7 14 183870 183883 
potentially 
variable 

PHG9_Scaffold_330 77 p2 (GA)6 12 206263 206274   

PHG9_Scaffold_330 84 p3 (AAT)6 18 229837 229854 
potentially 
variable 

PHG9_Scaffold_330 86 p2 (AT)7 14 232170 232183 
potentially 
variable 

PHG9_Scaffold_330 87 p2 (TA)6 12 234098 234109   
PHG9_Scaffold_330 88 p2 (AT)6 12 243007 243018   

PHG9_Scaffold_330 98 p3 (TAT)5 15 273143 273157 
potentially 
variable 

PHG9_Scaffold_330 99 p2 (TG)6 12 275086 275097   
PHG9_Scaffold_330 103 p2 (AG)6 12 293084 293095   

PHG9_Scaffold_330 105 p2 (AT)9 18 297789 297806 
potentially 
variable 

PHG9_Scaffold_335 4 p3 (CTT)5 15 18395 18409 
potentially 
variable 

PHG9_Scaffold_335 7 p2 (TA)7 14 27461 27474 
potentially 
variable 

PHG9_Scaffold_335 9 p3 (GAT)6 18 36698 36715 
potentially 
variable 

PHG9_Scaffold_335 11 p2 (TA)8 16 39791 39806 
potentially 
variable 

PHG9_Scaffold_335 12 p2 (AT)9 18 41907 41924 
potentially 
variable 

PHG9_Scaffold_335 26 p2 (AC)7 14 86540 86553 
potentially 
variable 



PHG9_Scaffold_335 27 p2 (GT)6 12 87292 87303   

PHG9_Scaffold_335 30 p2 (AG)8 16 97668 97683 
potentially 
variable 

PHG9_Scaffold_335 32 p2 (GA)6 12 101096 101107   

PHG9_Scaffold_335 33 p2 (AT)8 16 101761 101776 
potentially 
variable 

PHG9_Scaffold_335 37 p3 (CCT)5 15 113073 113087 
potentially 
variable 

PHG9_Scaffold_335 38 p2 (AT)8 16 115368 115383 
potentially 
variable 

PHG9_Scaffold_335 40 p2 (TC)6 12 129673 129684   
PHG9_Scaffold_335 44 p2 (AT)6 12 142703 142714   

PHG9_Scaffold_335 45 p3 (GTT)5 15 145105 145119 
potentially 
variable 

PHG9_Scaffold_335 54 p2 (AT)6 12 190512 190523   
PHG9_Scaffold_335 55 p2 (AT)6 12 190892 190903   
PHG9_Scaffold_335 60 p2 (TG)6 12 202734 202745   

PHG9_Scaffold_335 80 p2 (AG)7 14 271316 271329 
potentially 
variable 

PHG9_Scaffold_335 85 p2 (AT)9 18 291347 291364 
potentially 
variable 

PHG9_Scaffold_335 98 p2 (CA)8 16 338151 338166 
potentially 
variable 

PHG9_Scaffold_335 106 p2 (AT)8 16 356440 356455 
potentially 
variable 

PHG9_Scaffold_335 109 p2 (AC)9 18 362833 362850 
potentially 
variable 

PHG9_Scaffold_336 3 p3 (AAT)5 15 33281 33295 
potentially 
variable 



PHG9_Scaffold_336 6 p2 (TA)8 16 46095 46110 
potentially 
variable 

PHG9_Scaffold_336 8 p2 (AT)6 12 69667 69678   

PHG9_Scaffold_338 1 p2 (TC)9 18 1645 1662 
potentially 
variable 

PHG9_Scaffold_339 25 p2 (TA)6 12 127381 127392   
PHG9_Scaffold_340 20 p2 (TA)6 12 50913 50924   

PHG9_Scaffold_340 25 p3 (CAA)5 15 64772 64786 
potentially 
variable 

PHG9_Scaffold_340 28 p3 (TAT)5 15 76945 76959 
potentially 
variable 

PHG9_Scaffold_340 30 p2 (AT)6 12 78977 78988   

PHG9_Scaffold_340 40 p3 (TAA)5 15 114781 114795 
potentially 
variable 

PHG9_Scaffold_340 42 p2 (AT)6 12 116213 116224   

PHG9_Scaffold_340 46 p3 (AAT)5 15 133323 133337 
potentially 
variable 

PHG9_Scaffold_340 50 p2 (AT)7 14 144157 144170 
potentially 
variable 

PHG9_Scaffold_340 52 p3 (CAA)5 15 154823 154837 
potentially 
variable 

PHG9_Scaffold_340 59 p2 (TA)9 18 171977 171994 
potentially 
variable 

PHG9_Scaffold_340 69 p2 (CA)7 14 205518 205531 
potentially 
variable 

PHG9_Scaffold_340 70 p2 (AG)7 14 207576 207589 
potentially 
variable 

PHG9_Scaffold_340 71 p2 (TA)6 12 208736 208747   

PHG9_Scaffold_340 75 p2 (AT)8 16 216592 216607 
potentially 
variable 



PHG9_Scaffold_340 77 p2 (TG)7 14 220940 220953 
potentially 
variable 

PHG9_Scaffold_340 79 p2 (AT)6 12 222595 222606   

PHG9_Scaffold_340 82 p2 (TA)8 16 231610 231625 
potentially 
variable 

PHG9_Scaffold_340 87 p2 (GA)8 16 237676 237691 
potentially 
variable 

PHG9_Scaffold_340 96 p2 (CA)7 14 261341 261354 
potentially 
variable 

PHG9_Scaffold_340 101 p2 (AT)6 12 267683 267694   
PHG9_Scaffold_340 105 p2 (TA)6 12 279118 279129   

PHG9_Scaffold_340 113 p2 (AT)7 14 293793 293806 
potentially 
variable 

PHG9_Scaffold_340 114 p2 (TA)8 16 294258 294273 
potentially 
variable 

PHG9_Scaffold_340 119 p2 (AT)8 16 317845 317860 
potentially 
variable 

PHG9_Scaffold_340 126 p2 (TA)8 16 330198 330213 
potentially 
variable 

PHG9_Scaffold_340 137 p3 (GTG)5 15 356080 356094 
potentially 
variable 

PHG9_Scaffold_340 139 p2 (TA)9 18 367457 367474 
potentially 
variable 

PHG9_Scaffold_340 143 p2 (CA)7 14 379919 379932 
potentially 
variable 

PHG9_Scaffold_340 154 p2 (AT)6 12 405301 405312   

PHG9_Scaffold_343 5 p2 (TA)8 16 8534 8549 
potentially 
variable 

PHG9_Scaffold_343 9 p2 (AG)6 12 39341 39352   
PHG9_Scaffold_343 11 p3 (TAT)5 15 61027 61041 potentially 



variable 

PHG9_Scaffold_343 19 p3 (AAG)5 15 85011 85025 
potentially 
variable 

PHG9_Scaffold_343 28 p2 (AT)7 14 151590 151603 
potentially 
variable 

PHG9_Scaffold_343 31 p2 (AT)7 14 158785 158798 
potentially 
variable 

PHG9_Scaffold_343 33 p3 (CGG)5 15 172623 172637 
potentially 
variable 

PHG9_Scaffold_343 34 p2 (TC)6 12 180875 180886   
PHG9_Scaffold_343 42 p2 (AT)6 12 201268 201279   

PHG9_Scaffold_344 4 p2 (AT)8 16 4315 4330 
potentially 
variable 

PHG9_Scaffold_344 7 p2 (CT)6 12 15364 15375   
PHG9_Scaffold_344 8 p2 (TA)6 12 19451 19462   

PHG9_Scaffold_344 11 p3 (ATA)5 15 25571 25585 
potentially 
variable 

PHG9_Scaffold_345 11 p2 (TC)6 12 26982 26993   

PHG9_Scaffold_345 12 p2 (GA)9 18 29167 29184 
potentially 
variable 

PHG9_Scaffold_345 13 p2 (TA)9 18 30326 30343 
potentially 
variable 

PHG9_Scaffold_345 29 p2 (TA)10 20 75656 75675 Hypervariable 

PHG9_Scaffold_346 4 p3 (TAT)5 15 12897 12911 
potentially 
variable 

PHG9_Scaffold_346 5 p2 (TA)7 14 13651 13664 
potentially 
variable 

PHG9_Scaffold_348 2 p3 (TTA)5 15 8310 8324 
potentially 
variable 



PHG9_Scaffold_348 7 p2 (AG)6 12 12881 12892   
PHG9_Scaffold_348 11 p2 (AT)6 12 30575 30586   

PHG9_Scaffold_348 23 p3 (CTT)5 15 64344 64358 
potentially 
variable 

PHG9_Scaffold_348 25 p2 (TA)8 16 70808 70823 
potentially 
variable 

PHG9_Scaffold_348 31 p2 (TA)6 12 76126 76137   
PHG9_Scaffold_349 2 p2 (TA)6 12 3820 3831   

PHG9_Scaffold_349 8 p3 (TGT)5 15 19812 19826 
potentially 
variable 

PHG9_Scaffold_349 11 p2 (TA)7 14 31316 31329 
potentially 
variable 

PHG9_Scaffold_349 24 p2 (AT)6 12 98730 98741   
PHG9_Scaffold_349 41 p2 (TA)6 12 139923 139934   

PHG9_Scaffold_349 47 p2 (AC)7 14 147254 147267 
potentially 
variable 

PHG9_Scaffold_350 8 p3 (ATC)5 15 9583 9597 
potentially 
variable 

PHG9_Scaffold_350 14 p2 (AT)6 12 22934 22945   

PHG9_Scaffold_350 17 p2 (TA)8 16 26763 26778 
potentially 
variable 

PHG9_Scaffold_350 19 p2 (AT)9 18 46458 46475 
potentially 
variable 

PHG9_Scaffold_350 26 p2 (TA)6 12 63797 63808   
PHG9_Scaffold_350 27 p2 (GA)6 12 64108 64119   

PHG9_Scaffold_350 28 p2 (TA)8 16 64950 64965 
potentially 
variable 

PHG9_Scaffold_350 34 p2 (CT)6 12 82158 82169   
PHG9_Scaffold_350 35 p2 (CA)6 12 84000 84011   



PHG9_Scaffold_350 37 p3 (AAT)5 15 84730 84744 
potentially 
variable 

PHG9_Scaffold_351 2 p2 (TA)7 14 1687 1700 
potentially 
variable 

PHG9_Scaffold_351 5 p2 (TA)6 12 13018 13029   

PHG9_Scaffold_351 9 p2 (AT)8 16 25606 25621 
potentially 
variable 

PHG9_Scaffold_351 11 p3 (ATG)5 15 32080 32094 
potentially 
variable 

PHG9_Scaffold_351 12 p3 (CAT)5 15 32598 32612 
potentially 
variable 

PHG9_Scaffold_351 13 p2 (TA)7 14 33095 33108 
potentially 
variable 

PHG9_Scaffold_351 18 p3 (TAG)5 15 44509 44523 
potentially 
variable 

PHG9_Scaffold_351 22 p2 (GA)9 18 57288 57305 
potentially 
variable 

PHG9_Scaffold_351 24 p3 (AAT)5 15 70290 70304 
potentially 
variable 

PHG9_Scaffold_352 8 p2 (AT)9 18 13239 13256 
potentially 
variable 

PHG9_Scaffold_352 9 p3 (TTG)5 15 14669 14683 
potentially 
variable 

PHG9_Scaffold_352 15 p3 (GAT)5 15 30796 30810 
potentially 
variable 

PHG9_Scaffold_352 21 p2 (TA)6 12 43080 43091   

PHG9_Scaffold_352 23 p3 (AGA)5 15 45940 45954 
potentially 
variable 

PHG9_Scaffold_352 33 p2 (AT)6 12 85712 85723   
PHG9_Scaffold_353 2 p2 (CT)9 18 5790 5807 potentially 



variable 

PHG9_Scaffold_353 10 p3 (CAG)5 15 25105 25119 
potentially 
variable 

PHG9_Scaffold_354 2 p2 (GA)6 12 645 656   
PHG9_Scaffold_354 7 p2 (TA)6 12 9063 9074   

PHG9_Scaffold_357 1 p2 (TC)8 16 1081 1096 
potentially 
variable 

PHG9_Scaffold_357 5 p2 (AC)7 14 5439 5452 
potentially 
variable 

PHG9_Scaffold_357 6 p2 (AC)8 16 8198 8213 
potentially 
variable 

PHG9_Scaffold_357 12 p3 (GGT)5 15 23481 23495 
potentially 
variable 

PHG9_Scaffold_357 15 p2 (AT)6 12 48281 48292   

PHG9_Scaffold_357 16 p2 (TA)8 16 63723 63738 
potentially 
variable 

PHG9_Scaffold_358 1 p2 (GT)6 12 588 599   

PHG9_Scaffold_358 9 p2 (GT)7 14 17114 17127 
potentially 
variable 

PHG9_Scaffold_358 15 p3 (TAT)5 15 36939 36953 
potentially 
variable 

PHG9_Scaffold_358 17 p2 (AC)6 12 49210 49221   
PHG9_Scaffold_358 28 p2 (AT)6 12 71464 71475   

PHG9_Scaffold_358 35 p2 (AG)7 14 91026 91039 
potentially 
variable 

PHG9_Scaffold_358 36 p3 (ATA)5 15 95455 95469 
potentially 
variable 

PHG9_Scaffold_358 43 p3 (AAT)5 15 99681 99695 
potentially 
variable 



PHG9_Scaffold_359 2 p2 (TG)8 16 6542 6557 
potentially 
variable 

PHG9_Scaffold_359 15 p3 (TTA)5 15 87490 87504 
potentially 
variable 

PHG9_Scaffold_360 1 p3 (ATA)5 15 444 458 
potentially 
variable 

PHG9_Scaffold_360 5 p3 (ATT)5 15 48758 48772 
potentially 
variable 

PHG9_Scaffold_360 16 p2 (AT)8 16 94158 94173 
potentially 
variable 

PHG9_Scaffold_362 1 p2 (TC)6 12 5055 5066   

PHG9_Scaffold_362 8 p3 (ATT)6 18 44377 44394 
potentially 
variable 

PHG9_Scaffold_362 23 p2 (TA)7 14 92067 92080 
potentially 
variable 

PHG9_Scaffold_363 4 p3 (GAT)5 15 9804 9818 
potentially 
variable 

PHG9_Scaffold_363 8 p2 (AT)9 18 17737 17754 
potentially 
variable 

PHG9_Scaffold_363 12 p2 (TA)8 16 23260 23275 
potentially 
variable 

PHG9_Scaffold_363 14 p2 (TA)6 12 29977 29988   
PHG9_Scaffold_363 18 p2 (TC)6 12 35005 35016   

PHG9_Scaffold_363 21 p3 (ATC)5 15 44537 44551 
potentially 
variable 

PHG9_Scaffold_363 24 p2 (TA)9 18 49343 49360 
potentially 
variable 

PHG9_Scaffold_363 26 p3 (TTA)5 15 50167 50181 
potentially 
variable 

PHG9_Scaffold_363 28 p3 (CAA)5 15 56898 56912 potentially 



variable 

PHG9_Scaffold_363 30 p3 (TAT)5 15 63260 63274 
potentially 
variable 

PHG9_Scaffold_363 32 p2 (TA)8 16 70612 70627 
potentially 
variable 

PHG9_Scaffold_363 42 p2 (AC)6 12 92910 92921   
PHG9_Scaffold_363 44 p2 (TA)6 12 95826 95837   

PHG9_Scaffold_363 51 p2 (TA)9 18 118048 118065 
potentially 
variable 

PHG9_Scaffold_363 53 p2 (TA)7 14 119982 119995 
potentially 
variable 

PHG9_Scaffold_363 55 p2 (TA)7 14 122706 122719 
potentially 
variable 

PHG9_Scaffold_363 56 p3 (TAA)5 15 123656 123670 
potentially 
variable 

PHG9_Scaffold_363 64 p3 (GTT)5 15 133389 133403 
potentially 
variable 

PHG9_Scaffold_363 66 p2 (GA)8 16 137689 137704 
potentially 
variable 

PHG9_Scaffold_363 75 p2 (TA)8 16 159003 159018 
potentially 
variable 

PHG9_Scaffold_363 81 p2 (AT)9 18 175051 175068 
potentially 
variable 

PHG9_Scaffold_364 1 p2 (TA)6 12 2631 2642   

PHG9_Scaffold_364 12 p3 (TGT)5 15 28690 28704 
potentially 
variable 

PHG9_Scaffold_364 13 p3 (TTA)6 18 29328 29345 
potentially 
variable 

PHG9_Scaffold_364 14 p2 (AT)7 14 29963 29976 
potentially 
variable 



PHG9_Scaffold_364 20 p2 (AT)8 16 46403 46418 
potentially 
variable 

PHG9_Scaffold_364 28 p2 (TA)9 18 109901 109918 
potentially 
variable 

PHG9_Scaffold_364 39 p2 (AT)9 18 173893 173910 
potentially 
variable 

PHG9_Scaffold_366 11 p2 (CT)6 12 30745 30756   

PHG9_Scaffold_367 6 p3 (TGT)5 15 11801 11815 
potentially 
variable 

PHG9_Scaffold_367 7 p2 (TC)8 16 11958 11973 
potentially 
variable 

PHG9_Scaffold_367 14 p2 (AT)7 14 39055 39068 
potentially 
variable 

PHG9_Scaffold_367 16 p2 (CT)6 12 44164 44175   

PHG9_Scaffold_367 17 p3 (AGC)5 15 49056 49070 
potentially 
variable 

PHG9_Scaffold_369 1 p3 (ATA)5 15 85 99 
potentially 
variable 

PHG9_Scaffold_369 4 p2 (GA)6 12 4117 4128   

PHG9_Scaffold_371 5 p2 (AT)8 16 13018 13033 
potentially 
variable 

PHG9_Scaffold_378 5 p2 (AG)6 12 9896 9907   

PHG9_Scaffold_378 18 p3 (ATA)5 15 45007 45021 
potentially 
variable 

PHG9_Scaffold_378 19 p2 (GA)6 12 53883 53894   

PHG9_Scaffold_378 20 p2 (AT)7 14 63107 63120 
potentially 
variable 

PHG9_Scaffold_378 24 p2 (CT)6 12 72730 72741   

PHG9_Scaffold_378 32 p2 (AT)8 16 81311 81326 
potentially 
variable 



PHG9_Scaffold_378 33 p2 (AG)8 16 81713 81728 
potentially 
variable 

PHG9_Scaffold_379 23 p2 (TA)7 14 90155 90168 
potentially 
variable 

PHG9_Scaffold_379 25 p2 (AT)8 16 91575 91590 
potentially 
variable 

PHG9_Scaffold_381 4 p2 (TA)8 16 22784 22799 
potentially 
variable 

PHG9_Scaffold_382 2 p2 (TA)6 12 2818 2829   

PHG9_Scaffold_382 4 p2 (AT)8 16 7133 7148 
potentially 
variable 

PHG9_Scaffold_382 9 p2 (GT)7 14 17905 17918 
potentially 
variable 

PHG9_Scaffold_382 16 p2 (AT)6 12 62099 62110   

PHG9_Scaffold_382 17 p2 (TA)9 18 63297 63314 
potentially 
variable 

PHG9_Scaffold_383 11 p2 (TA)6 12 111813 111824   

PHG9_Scaffold_383 23 p3 (AAT)5 15 190781 190795 
potentially 
variable 

PHG9_Scaffold_383 28 p3 (TAT)5 15 229716 229730 
potentially 
variable 

PHG9_Scaffold_383 31 p2 (AT)6 12 236851 236862   
PHG9_Scaffold_383 36 p2 (TA)6 12 255756 255767   

PHG9_Scaffold_384 8 p2 (TA)8 16 61674 61689 
potentially 
variable 

PHG9_Scaffold_384 12 p2 (AT)7 14 81035 81048 
potentially 
variable 

PHG9_Scaffold_385 3 p3 (GTT)5 15 6080 6094 
potentially 
variable 

PHG9_Scaffold_385 6 p3 (ATT)5 15 17165 17179 potentially 



variable 

PHG9_Scaffold_385 13 p3 (AAT)5 15 42169 42183 
potentially 
variable 

PHG9_Scaffold_385 17 p2 (TA)6 12 57255 57266   
PHG9_Scaffold_386 2 p2 (AT)6 12 26303 26314   
PHG9_Scaffold_386 10 p2 (TA)6 12 72461 72472   
PHG9_Scaffold_387 2 p2 (TA)6 12 3335 3346   

PHG9_Scaffold_387 13 p2 (AT)7 14 12918 12931 
potentially 
variable 

PHG9_Scaffold_387 14 p3 (GTA)5 15 18821 18835 
potentially 
variable 

PHG9_Scaffold_387 22 p3 (CAT)6 18 30637 30654 
potentially 
variable 

PHG9_Scaffold_389 2 p2 (AT)6 12 1265 1276   
PHG9_Scaffold_389 13 p2 (AT)6 12 32673 32684   
PHG9_Scaffold_389 15 p2 (AG)6 12 36378 36389   

PHG9_Scaffold_389 16 p2 (AC)7 14 37182 37195 
potentially 
variable 

PHG9_Scaffold_389 22 p2 (AT)6 12 55219 55230   

PHG9_Scaffold_389 30 p3 (GAA)5 15 64707 64721 
potentially 
variable 

PHG9_Scaffold_389 54 p2 (AT)8 16 144689 144704 
potentially 
variable 

PHG9_Scaffold_389 56 p2 (AG)6 12 148793 148804   

PHG9_Scaffold_389 57 p2 (TA)8 16 151193 151208 
potentially 
variable 

PHG9_Scaffold_389 58 p2 (AG)6 12 151964 151975   

PHG9_Scaffold_390 4 p2 (AT)9 18 12221 12238 
potentially 
variable 



PHG9_Scaffold_393 6 p2 (AG)6 12 15028 15039   
PHG9_Scaffold_393 9 p2 (AT)6 12 23367 23378   

PHG9_Scaffold_393 27 p3 (AAT)5 15 88872 88886 
potentially 
variable 

PHG9_Scaffold_393 35 p2 (AT)7 14 96050 96063 
potentially 
variable 

PHG9_Scaffold_394 5 p2 (TC)6 12 13926 13937   

PHG9_Scaffold_394 10 p2 (AG)7 14 26007 26020 
potentially 
variable 

PHG9_Scaffold_394 13 p2 (TA)6 12 28660 28671   
PHG9_Scaffold_394 14 p2 (GT)6 12 28859 28870   
PHG9_Scaffold_394 16 p2 (AT)6 12 49271 49282   

PHG9_Scaffold_394 25 p3 (TTG)5 15 62111 62125 
potentially 
variable 

PHG9_Scaffold_394 26 p3 (CAC)5 15 63293 63307 
potentially 
variable 

PHG9_Scaffold_394 30 p3 (CAA)5 15 73961 73975 
potentially 
variable 

PHG9_Scaffold_394 42 p2 (CT)6 12 117313 117324   
PHG9_Scaffold_394 44 p2 (TA)6 12 122891 122902   

PHG9_Scaffold_394 50 p3 (ATC)5 15 143167 143181 
potentially 
variable 

PHG9_Scaffold_394 59 p2 (AT)6 12 166180 166191   

PHG9_Scaffold_394 62 p2 (AT)7 14 168009 168022 
potentially 
variable 

PHG9_Scaffold_394 66 p2 (AT)6 12 186620 186631   
PHG9_Scaffold_394 70 p2 (TA)6 12 201693 201704   

PHG9_Scaffold_394 76 p3 (GAA)5 15 216488 216502 
potentially 
variable 



PHG9_Scaffold_394 79 p2 (CT)8 16 218121 218136 
potentially 
variable 

PHG9_Scaffold_394 82 p2 (AT)6 12 239103 239114   

PHG9_Scaffold_395 2 p2 (AT)7 14 11374 11387 
potentially 
variable 

PHG9_Scaffold_395 6 p3 (ATG)5 15 28383 28397 
potentially 
variable 

PHG9_Scaffold_395 12 p2 (TA)7 14 49313 49326 
potentially 
variable 

PHG9_Scaffold_396 5 p2 (TA)7 14 12299 12312 
potentially 
variable 

PHG9_Scaffold_396 8 p2 (AT)7 14 29058 29071 
potentially 
variable 

PHG9_Scaffold_396 10 p3 (GTG)5 15 35236 35250 
potentially 
variable 

PHG9_Scaffold_396 13 p2 (TA)7 14 45738 45751 
potentially 
variable 

PHG9_Scaffold_396 19 p2 (AT)7 14 64559 64572 
potentially 
variable 

PHG9_Scaffold_399 1 p2 (AT)6 12 1774 1785   
PHG9_Scaffold_399 3 p2 (AT)6 12 4300 4311   

PHG9_Scaffold_399 10 p2 (TA)8 16 45165 45180 
potentially 
variable 

PHG9_Scaffold_399 23 p3 (TAT)5 15 85332 85346 
potentially 
variable 

PHG9_Scaffold_401 1 p3 (CTT)5 15 31907 31921 
potentially 
variable 

PHG9_Scaffold_403 9 p2 (TA)6 12 48776 48787   
PHG9_Scaffold_403 19 p2 (AT)6 12 128651 128662   
PHG9_Scaffold_403 20 p2 (AT)8 16 129313 129328 potentially 



variable 

PHG9_Scaffold_403 21 p2 (CT)7 14 136324 136337 
potentially 
variable 

PHG9_Scaffold_403 22 p3 (GTT)5 15 137903 137917 
potentially 
variable 

PHG9_Scaffold_403 33 p2 (AT)7 14 208731 208744 
potentially 
variable 

PHG9_Scaffold_403 40 p3 (TTA)5 15 236956 236970 
potentially 
variable 

PHG9_Scaffold_404 3 p3 (AAT)5 15 19853 19867 
potentially 
variable 

PHG9_Scaffold_405 6 p2 (AT)6 12 12408 12419   
PHG9_Scaffold_405 8 p2 (TA)6 12 14555 14566   

PHG9_Scaffold_405 9 p2 (AT)7 14 15595 15608 
potentially 
variable 

PHG9_Scaffold_405 15 p2 (AT)6 12 38873 38884   

PHG9_Scaffold_405 23 p2 (TG)7 14 60524 60537 
potentially 
variable 

PHG9_Scaffold_405 24 p2 (TA)6 12 65646 65657   

PHG9_Scaffold_405 32 p2 (CA)8 16 84762 84777 
potentially 
variable 

PHG9_Scaffold_405 34 p3 (ATC)5 15 91688 91702 
potentially 
variable 

PHG9_Scaffold_405 37 p2 (AT)8 16 111704 111719 
potentially 
variable 

PHG9_Scaffold_405 41 p2 (AT)7 14 114273 114286 
potentially 
variable 

PHG9_Scaffold_405 52 p2 (TC)6 12 133882 133893   

PHG9_Scaffold_406 12 p2 (AT)7 14 74760 74773 
potentially 
variable 



PHG9_Scaffold_406 17 p2 (TA)6 12 97232 97243   

PHG9_Scaffold_408 4 p3 (ATA)6 18 3408 3425 
potentially 
variable 

PHG9_Scaffold_408 16 p2 (TC)8 16 48184 48199 
potentially 
variable 

PHG9_Scaffold_408 19 p2 (TG)6 12 57614 57625   

PHG9_Scaffold_408 23 p3 (ATC)5 15 60298 60312 
potentially 
variable 

PHG9_Scaffold_408 29 p2 (AT)6 12 67808 67819   

PHG9_Scaffold_408 35 p3 (AAT)5 15 85162 85176 
potentially 
variable 

PHG9_Scaffold_408 36 p2 (TG)6 12 85487 85498   
PHG9_Scaffold_408 39 p2 (AT)6 12 97264 97275   

PHG9_Scaffold_408 44 p3 (GAA)6 18 105327 105344 
potentially 
variable 

PHG9_Scaffold_408 45 p3 (GAA)6 18 110685 110702 
potentially 
variable 

PHG9_Scaffold_408 46 p2 (GA)6 12 117251 117262   

PHG9_Scaffold_410 2 p3 (CCA)5 15 22100 22114 
potentially 
variable 

PHG9_Scaffold_410 5 p2 (TA)7 14 28570 28583 
potentially 
variable 

PHG9_Scaffold_410 12 p2 (AT)6 12 42731 42742   

PHG9_Scaffold_410 15 p3 (GAT)5 15 47380 47394 
potentially 
variable 

PHG9_Scaffold_411 8 p2 (GA)8 16 26157 26172 
potentially 
variable 

PHG9_Scaffold_411 19 p2 (AG)9 18 55542 55559 
potentially 
variable 



PHG9_Scaffold_411 23 p2 (AT)6 12 60553 60564   

PHG9_Scaffold_411 31 p2 (AT)8 16 78261 78276 
potentially 
variable 

PHG9_Scaffold_412 2 p2 (AT)6 12 5590 5601   
PHG9_Scaffold_412 4 p2 (GA)6 12 24328 24339   
PHG9_Scaffold_412 5 p2 (TC)6 12 27035 27046   

PHG9_Scaffold_412 23 p2 (TG)7 14 88859 88872 
potentially 
variable 

PHG9_Scaffold_412 28 p2 (AT)7 14 111556 111569 
potentially 
variable 

PHG9_Scaffold_412 29 p3 (ATT)6 18 116601 116618 
potentially 
variable 

PHG9_Scaffold_412 33 p3 (TGC)5 15 125253 125267 
potentially 
variable 

PHG9_Scaffold_412 36 p2 (CA)6 12 133251 133262   

PHG9_Scaffold_412 45 p2 (AT)7 14 173752 173765 
potentially 
variable 

PHG9_Scaffold_413 4 p2 (AG)8 16 18124 18139 
potentially 
variable 

PHG9_Scaffold_413 5 p2 (TC)8 16 18657 18672 
potentially 
variable 

PHG9_Scaffold_413 11 p2 (TA)8 16 40503 40518 
potentially 
variable 

PHG9_Scaffold_413 14 p2 (AG)6 12 65693 65704   

PHG9_Scaffold_413 17 p2 (TA)8 16 68483 68498 
potentially 
variable 

PHG9_Scaffold_413 18 p2 (TA)8 16 75639 75654 
potentially 
variable 

PHG9_Scaffold_415 2 p2 (AT)7 14 5011 5024 
potentially 
variable 



PHG9_Scaffold_415 3 p2 (TA)6 12 5996 6007   
PHG9_Scaffold_415 4 p2 (TA)6 12 6672 6683   

PHG9_Scaffold_415 16 p3 (AAT)5 15 37646 37660 
potentially 
variable 

PHG9_Scaffold_415 21 p3 (GTT)5 15 70163 70177 
potentially 
variable 

PHG9_Scaffold_415 23 p2 (CT)7 14 71379 71392 
potentially 
variable 

PHG9_Scaffold_416 2 p3 (ATA)5 15 1662 1676 
potentially 
variable 

PHG9_Scaffold_417 14 p2 (TC)6 12 53812 53823   
PHG9_Scaffold_417 16 p2 (TA)6 12 55867 55878   

PHG9_Scaffold_421 2 p3 (AAT)5 15 12147 12161 
potentially 
variable 

PHG9_Scaffold_421 3 p2 (TA)8 16 12438 12453 
potentially 
variable 

PHG9_Scaffold_423 7 p2 (AT)9 18 15804 15821 
potentially 
variable 

PHG9_Scaffold_423 17 p2 (TC)6 12 30187 30198   

PHG9_Scaffold_423 31 p2 (TA)8 16 64675 64690 
potentially 
variable 

PHG9_Scaffold_423 32 p2 (AT)7 14 67035 67048 
potentially 
variable 

PHG9_Scaffold_425 2 p2 (TA)8 16 3358 3373 
potentially 
variable 

PHG9_Scaffold_425 6 p2 (GA)6 12 7004 7015   

PHG9_Scaffold_425 10 p3 (ATC)6 18 17048 17065 
potentially 
variable 

PHG9_Scaffold_425 16 p2 (CT)6 12 34839 34850   



PHG9_Scaffold_425 24 p2 (AT)9 18 57958 57975 
potentially 
variable 

PHG9_Scaffold_425 28 p2 (GA)9 18 64139 64156 
potentially 
variable 

PHG9_Scaffold_425 29 p2 (AT)6 12 66150 66161   

PHG9_Scaffold_425 39 p2 (AT)9 18 103347 103364 
potentially 
variable 

PHG9_Scaffold_425 41 p2 (AT)6 12 106162 106173   
PHG9_Scaffold_425 42 p2 (CT)6 12 109353 109364   

PHG9_Scaffold_425 44 p2 (AT)9 18 119081 119098 
potentially 
variable 

PHG9_Scaffold_425 47 p2 (TA)7 14 120957 120970 
potentially 
variable 

PHG9_Scaffold_425 48 p2 (TC)6 12 128210 128221   

PHG9_Scaffold_425 49 p2 (TC)9 18 128470 128487 
potentially 
variable 

PHG9_Scaffold_427 1 p3 (ATT)5 15 5001 5015 
potentially 
variable 

PHG9_Scaffold_427 2 p2 (TA)7 14 7930 7943 
potentially 
variable 

PHG9_Scaffold_427 5 p2 (AT)6 12 12255 12266   

PHG9_Scaffold_428 4 p2 (TA)7 14 23486 23499 
potentially 
variable 

PHG9_Scaffold_428 7 p2 (GT)9 18 36441 36458 
potentially 
variable 

PHG9_Scaffold_428 8 p2 (TG)6 12 36840 36851   
PHG9_Scaffold_428 11 p2 (CT)6 12 44081 44092   

PHG9_Scaffold_428 15 p2 (AT)9 18 48531 48548 
potentially 
variable 



PHG9_Scaffold_428 28 p2 (TA)9 18 108747 108764 
potentially 
variable 

PHG9_Scaffold_428 45 p3 (TTC)5 15 166554 166568 
potentially 
variable 

PHG9_Scaffold_428 46 p3 (TAT)5 15 176597 176611 
potentially 
variable 

PHG9_Scaffold_429 2 p2 (AT)7 14 5896 5909 
potentially 
variable 

PHG9_Scaffold_429 8 p2 (AT)7 14 46486 46499 
potentially 
variable 

PHG9_Scaffold_430 2 p2 (AT)7 14 2193 2206 
potentially 
variable 

PHG9_Scaffold_430 3 p2 (TA)6 12 4143 4154   
PHG9_Scaffold_430 8 p2 (AT)6 12 8997 9008   

PHG9_Scaffold_430 16 p3 (CAC)6 18 33879 33896 
potentially 
variable 

PHG9_Scaffold_430 17 p2 (AT)8 16 36077 36092 
potentially 
variable 

PHG9_Scaffold_430 18 p3 (GAA)5 15 39290 39304 
potentially 
variable 

PHG9_Scaffold_430 19 p2 (AT)6 12 53271 53282   

PHG9_Scaffold_430 27 p2 (TA)9 18 82967 82984 
potentially 
variable 

PHG9_Scaffold_431 6 p2 (AT)9 18 20596 20613 
potentially 
variable 

PHG9_Scaffold_431 10 p2 (AT)9 18 34049 34066 
potentially 
variable 

PHG9_Scaffold_431 15 p2 (TA)6 12 49312 49323   
PHG9_Scaffold_431 23 p2 (TA)6 12 73621 73632   
PHG9_Scaffold_431 24 p2 (TA)8 16 75953 75968 potentially 



variable 
PHG9_Scaffold_431 27 p6 (TTTCTT)5 30 80440 80469 Hypervariable 

PHG9_Scaffold_431 29 p2 (TA)7 14 85990 86003 
potentially 
variable 

PHG9_Scaffold_431 30 p2 (AT)6 12 86605 86616   
PHG9_Scaffold_431 31 p2 (AT)6 12 94281 94292   
PHG9_Scaffold_431 32 p2 (TA)6 12 97447 97458   

PHG9_Scaffold_431 33 p2 (TA)7 14 100904 100917 
potentially 
variable 

PHG9_Scaffold_431 34 p2 (GT)7 14 102910 102923 
potentially 
variable 

PHG9_Scaffold_431 43 p2 (CT)6 12 126910 126921   
PHG9_Scaffold_432 12 p2 (CT)6 12 23009 23020   

PHG9_Scaffold_432 13 p2 (AG)7 14 23341 23354 
potentially 
variable 

PHG9_Scaffold_432 23 p3 (ACA)5 15 63698 63712 
potentially 
variable 

PHG9_Scaffold_432 29 p3 (ATA)5 15 74146 74160 
potentially 
variable 

PHG9_Scaffold_432 30 p2 (AT)8 16 74920 74935 
potentially 
variable 

PHG9_Scaffold_432 46 p2 (AT)7 14 114568 114581 
potentially 
variable 

PHG9_Scaffold_432 47 p2 (TA)7 14 117601 117614 
potentially 
variable 

PHG9_Scaffold_432 53 p2 (AT)6 12 141344 141355   

PHG9_Scaffold_433 3 p3 (GAG)5 15 2650 2664 
potentially 
variable 

PHG9_Scaffold_433 5 p3 (AAT)5 15 10175 10189 potentially 



variable 
PHG9_Scaffold_433 22 p2 (TG)6 12 54286 54297   
PHG9_Scaffold_433 23 p2 (TC)6 12 61171 61182   

PHG9_Scaffold_433 24 p2 (TA)8 16 62392 62407 
potentially 
variable 

PHG9_Scaffold_433 31 p2 (TA)8 16 73366 73381 
potentially 
variable 

PHG9_Scaffold_433 32 p2 (TA)6 12 73591 73602   
PHG9_Scaffold_433 38 p2 (TA)6 12 93311 93322   

PHG9_Scaffold_433 39 p2 (AT)9 18 99065 99082 
potentially 
variable 

PHG9_Scaffold_433 44 p2 (AT)7 14 107713 107726 
potentially 
variable 

PHG9_Scaffold_433 45 p2 (AC)7 14 111383 111396 
potentially 
variable 

PHG9_Scaffold_433 49 p2 (TA)6 12 120185 120196   
PHG9_Scaffold_436 11 p6 (ATCTCA)5 30 21730 21759 Hypervariable 

PHG9_Scaffold_436 15 p3 (ATA)5 15 29035 29049 
potentially 
variable 

PHG9_Scaffold_436 18 p2 (TA)6 12 31870 31881   
PHG9_Scaffold_436 22 p2 (AT)6 12 40918 40929   
PHG9_Scaffold_436 23 p2 (TA)6 12 42692 42703   
PHG9_Scaffold_436 24 p2 (GT)6 12 45550 45561   
PHG9_Scaffold_436 26 p2 (AG)6 12 52643 52654   
PHG9_Scaffold_436 38 p2 (TA)6 12 75134 75145   
PHG9_Scaffold_438 7 p2 (TA)6 12 27125 27136   

PHG9_Scaffold_438 9 p2 (TA)7 14 31239 31252 
potentially 
variable 

PHG9_Scaffold_438 10 p2 (AT)7 14 31476 31489 potentially 



variable 

PHG9_Scaffold_438 17 p3 (AAT)5 15 45548 45562 
potentially 
variable 

PHG9_Scaffold_438 20 p3 (ATA)6 18 50044 50061 
potentially 
variable 

PHG9_Scaffold_438 28 p2 (TA)6 12 64240 64251   

PHG9_Scaffold_438 32 p2 (TA)9 18 75935 75952 
potentially 
variable 

PHG9_Scaffold_438 34 p2 (TA)6 12 83436 83447   

PHG9_Scaffold_438 37 p3 (TTA)5 15 91632 91646 
potentially 
variable 

PHG9_Scaffold_438 47 p3 (AAT)5 15 107251 107265 
potentially 
variable 

PHG9_Scaffold_442 2 p2 (TA)8 16 4081 4096 
potentially 
variable 

PHG9_Scaffold_442 8 p2 (TA)8 16 19743 19758 
potentially 
variable 

PHG9_Scaffold_442 19 p2 (AT)8 16 59132 59147 
potentially 
variable 

PHG9_Scaffold_444 3 p3 (CTC)5 15 10717 10731 
potentially 
variable 

PHG9_Scaffold_445 1 p2 (AG)8 16 2411 2426 
potentially 
variable 

PHG9_Scaffold_446 1 p2 (TA)8 16 393 408 
potentially 
variable 

PHG9_Scaffold_446 4 p2 (AT)6 12 13638 13649   
PHG9_Scaffold_446 10 p2 (AT)6 12 50248 50259   

PHG9_Scaffold_449 14 p2 (GT)9 18 67556 67573 
potentially 
variable 

PHG9_Scaffold_449 17 p2 (AT)6 12 75105 75116   



PHG9_Scaffold_449 19 p2 (TA)6 12 75725 75736   
PHG9_Scaffold_449 20 p2 (TA)6 12 76487 76498   

PHG9_Scaffold_450 1 p2 (TA)8 16 1896 1911 
potentially 
variable 

PHG9_Scaffold_450 6 p2 (TA)6 12 53493 53504   
PHG9_Scaffold_450 9 p2 (TA)6 12 60629 60640   

PHG9_Scaffold_450 16 p2 (AT)7 14 80946 80959 
potentially 
variable 

PHG9_Scaffold_450 18 p2 (AT)9 18 90529 90546 
potentially 
variable 

PHG9_Scaffold_451 1 p2 (TC)7 14 3399 3412 
potentially 
variable 

PHG9_Scaffold_452 7 p2 (AT)8 16 47804 47819 
potentially 
variable 

PHG9_Scaffold_452 9 p2 (TA)6 12 77863 77874   

PHG9_Scaffold_453 1 p2 (AT)7 14 598 611 
potentially 
variable 

PHG9_Scaffold_453 4 p3 (CAT)5 15 3941 3955 
potentially 
variable 

PHG9_Scaffold_453 5 p3 (AAT)5 15 6665 6679 
potentially 
variable 

PHG9_Scaffold_453 9 p3 (TAT)5 15 27324 27338 
potentially 
variable 

PHG9_Scaffold_453 12 p2 (AT)8 16 35679 35694 
potentially 
variable 

PHG9_Scaffold_454 12 p2 (AT)7 14 21260 21273 
potentially 
variable 

PHG9_Scaffold_454 21 p2 (AT)7 14 51500 51513 
potentially 
variable 

PHG9_Scaffold_454 23 p2 (AT)7 14 55804 55817 potentially 



variable 

PHG9_Scaffold_454 24 p2 (TA)9 18 57087 57104 
potentially 
variable 

PHG9_Scaffold_454 25 p2 (TA)6 12 57667 57678   

PHG9_Scaffold_454 29 p3 (TTA)5 15 67182 67196 
potentially 
variable 

PHG9_Scaffold_455 17 p3 (TTA)5 15 57637 57651 
potentially 
variable 

PHG9_Scaffold_455 18 p2 (AT)6 12 63760 63771   

PHG9_Scaffold_455 30 p3 (GTT)5 15 102223 102237 
potentially 
variable 

PHG9_Scaffold_455 33 p2 (AT)6 12 111086 111097   

PHG9_Scaffold_455 38 p3 (GTT)6 18 122064 122081 
potentially 
variable 

PHG9_Scaffold_455 45 p2 (AT)6 12 137342 137353   
PHG9_Scaffold_455 46 p2 (AG)6 12 137836 137847   

PHG9_Scaffold_456 1 p2 (AT)8 16 29871 29886 
potentially 
variable 

PHG9_Scaffold_456 3 p2 (AT)6 12 60893 60904   
PHG9_Scaffold_456 5 p2 (CT)6 12 81818 81829   

PHG9_Scaffold_457 4 p2 (TA)8 16 10446 10461 
potentially 
variable 

PHG9_Scaffold_457 8 p2 (AC)9 18 15871 15888 
potentially 
variable 

PHG9_Scaffold_457 9 p2 (TA)6 12 34162 34173   

PHG9_Scaffold_457 11 p2 (TC)8 16 44302 44317 
potentially 
variable 

PHG9_Scaffold_457 22 p2 (TC)7 14 80114 80127 
potentially 
variable 



PHG9_Scaffold_457 25 p3 (CAA)5 15 84943 84957 
potentially 
variable 

PHG9_Scaffold_457 31 p2 (CT)8 16 108899 108914 
potentially 
variable 

PHG9_Scaffold_460 6 p2 (CA)8 16 14200 14215 
potentially 
variable 

PHG9_Scaffold_460 8 p2 (AC)6 12 22832 22843   

PHG9_Scaffold_460 9 p2 (CA)8 16 34104 34119 
potentially 
variable 

PHG9_Scaffold_460 13 p2 (AT)6 12 47739 47750   

PHG9_Scaffold_460 14 p3 (AAG)5 15 61261 61275 
potentially 
variable 

PHG9_Scaffold_460 16 p2 (TC)6 12 69677 69688   

PHG9_Scaffold_460 17 p2 (AT)7 14 72917 72930 
potentially 
variable 

PHG9_Scaffold_460 30 p2 (CT)9 18 113220 113237 
potentially 
variable 

PHG9_Scaffold_461 1 p3 (AAT)5 15 1829 1843 
potentially 
variable 

PHG9_Scaffold_461 12 p3 (TGA)5 15 57543 57557 
potentially 
variable 

PHG9_Scaffold_461 18 p2 (TA)8 16 83634 83649 
potentially 
variable 

PHG9_Scaffold_461 19 p2 (AT)8 16 86977 86992 
potentially 
variable 

PHG9_Scaffold_461 29 p2 (AT)8 16 137165 137180 
potentially 
variable 

PHG9_Scaffold_461 30 p2 (AT)6 12 138147 138158   
PHG9_Scaffold_461 31 p2 (CA)6 12 142461 142472   
PHG9_Scaffold_461 34 p2 (TA)9 18 145955 145972 potentially 



variable 

PHG9_Scaffold_461 35 p3 (TTC)5 15 146261 146275 
potentially 
variable 

PHG9_Scaffold_462 1 p3 (AAT)5 15 346 360 
potentially 
variable 

PHG9_Scaffold_463 7 p2 (TA)7 14 10868 10881 
potentially 
variable 

PHG9_Scaffold_463 8 p2 (GA)6 12 11142 11153   

PHG9_Scaffold_463 12 p3 (TCT)5 15 17807 17821 
potentially 
variable 

PHG9_Scaffold_463 20 p2 (TA)6 12 34895 34906   

PHG9_Scaffold_463 21 p3 (CGC)5 15 41024 41038 
potentially 
variable 

PHG9_Scaffold_463 23 p2 (AT)8 16 46719 46734 
potentially 
variable 

PHG9_Scaffold_464 1 p2 (TA)7 14 5511 5524 
potentially 
variable 

PHG9_Scaffold_465 10 p3 (ATT)6 18 41749 41766 
potentially 
variable 

PHG9_Scaffold_465 11 p2 (AT)6 12 48207 48218   

PHG9_Scaffold_466 5 p2 (AG)7 14 25925 25938 
potentially 
variable 

PHG9_Scaffold_466 10 p2 (AT)6 12 43984 43995   
PHG9_Scaffold_466 14 p2 (AT)6 12 48022 48033   

PHG9_Scaffold_466 15 p3 (ATC)5 15 51671 51685 
potentially 
variable 

PHG9_Scaffold_466 17 p2 (GA)6 12 55137 55148   
PHG9_Scaffold_466 18 p2 (AT)6 12 55254 55265   
PHG9_Scaffold_466 23 p3 (AAT)5 15 65630 65644 potentially 



variable 
PHG9_Scaffold_466 27 p6 (GTCTGC)5 30 75283 75312 Hypervariable 

PHG9_Scaffold_467 15 p2 (AT)9 18 71438 71455 
potentially 
variable 

PHG9_Scaffold_467 23 p3 (TAT)5 15 112220 112234 
potentially 
variable 

PHG9_Scaffold_468 2 p2 (TA)9 18 4948 4965 
potentially 
variable 

PHG9_Scaffold_468 4 p2 (TC)6 12 10628 10639   

PHG9_Scaffold_468 13 p2 (TA)7 14 59066 59079 
potentially 
variable 

PHG9_Scaffold_468 14 p2 (AT)6 12 60076 60087   

PHG9_Scaffold_468 18 p2 (AG)9 18 73119 73136 
potentially 
variable 

PHG9_Scaffold_468 19 p3 (GAA)6 18 73789 73806 
potentially 
variable 

PHG9_Scaffold_473 3 p2 (AT)6 12 6223 6234   
PHG9_Scaffold_473 13 p2 (TC)6 12 48196 48207   

PHG9_Scaffold_473 20 p2 (TA)7 14 69441 69454 
potentially 
variable 

PHG9_Scaffold_473 21 p2 (AT)6 12 69902 69913   
PHG9_Scaffold_473 23 p2 (TA)6 12 72264 72275   

PHG9_Scaffold_473 24 p2 (AT)8 16 73479 73494 
potentially 
variable 

PHG9_Scaffold_473 26 p2 (AT)6 12 78676 78687   
PHG9_Scaffold_476 3 p2 (TA)6 12 11462 11473   
PHG9_Scaffold_476 4 p2 (AT)6 12 17341 17352   
PHG9_Scaffold_476 5 p2 (AG)6 12 19572 19583   
PHG9_Scaffold_476 6 p3 (CAC)5 15 20102 20116 potentially 



variable 

PHG9_Scaffold_476 7 p3 (ATC)5 15 22279 22293 
potentially 
variable 

PHG9_Scaffold_476 12 p2 (AT)7 14 32419 32432 
potentially 
variable 

PHG9_Scaffold_476 23 p2 (TA)6 12 59761 59772   

PHG9_Scaffold_476 32 p2 (AT)8 16 83999 84014 
potentially 
variable 

PHG9_Scaffold_477 8 p2 (AT)6 12 25413 25424   

PHG9_Scaffold_477 10 p3 (AAT)6 18 27811 27828 
potentially 
variable 

PHG9_Scaffold_477 16 p2 (GA)7 14 41864 41877 
potentially 
variable 

PHG9_Scaffold_477 26 p2 (AT)7 14 85881 85894 
potentially 
variable 

PHG9_Scaffold_478 11 p2 (AT)7 14 40592 40605 
potentially 
variable 

PHG9_Scaffold_478 19 p2 (TA)9 18 93999 94016 
potentially 
variable 

PHG9_Scaffold_478 22 p2 (TG)7 14 102503 102516 
potentially 
variable 

PHG9_Scaffold_478 26 p3 (TAA)6 18 118896 118913 
potentially 
variable 

PHG9_Scaffold_478 27 p2 (TA)8 16 130477 130492 
potentially 
variable 

PHG9_Scaffold_478 28 p2 (AT)6 12 133992 134003   

PHG9_Scaffold_478 31 p2 (TA)8 16 153072 153087 
potentially 
variable 

PHG9_Scaffold_479 3 p2 (AT)8 16 1137 1152 
potentially 
variable 



PHG9_Scaffold_479 16 p3 (CAT)5 15 37922 37936 
potentially 
variable 

PHG9_Scaffold_479 18 p3 (CAT)6 18 52013 52030 
potentially 
variable 

PHG9_Scaffold_480 4 p3 (ATA)5 15 7808 7822 
potentially 
variable 

PHG9_Scaffold_480 9 p2 (CT)6 12 21107 21118   

PHG9_Scaffold_480 10 p2 (TC)7 14 25164 25177 
potentially 
variable 

PHG9_Scaffold_480 12 p2 (AT)6 12 29004 29015   

PHG9_Scaffold_480 14 p3 (TCT)5 15 32736 32750 
potentially 
variable 

PHG9_Scaffold_481 1 p2 (TA)7 14 6265 6278 
potentially 
variable 

PHG9_Scaffold_481 10 p3 (ATA)5 15 26834 26848 
potentially 
variable 

PHG9_Scaffold_481 13 p2 (TA)6 12 39209 39220   

PHG9_Scaffold_481 21 p2 (CA)7 14 59717 59730 
potentially 
variable 

PHG9_Scaffold_481 23 p3 (AAT)5 15 69254 69268 
potentially 
variable 

PHG9_Scaffold_482 6 p2 (AT)7 14 41643 41656 
potentially 
variable 

PHG9_Scaffold_482 8 p2 (TA)6 12 56753 56764   

PHG9_Scaffold_482 12 p2 (AT)9 18 90963 90980 
potentially 
variable 

PHG9_Scaffold_482 14 p2 (AT)6 12 102159 102170   
PHG9_Scaffold_482 17 p2 (AT)6 12 108505 108516   

PHG9_Scaffold_482 22 p2 (AT)7 14 124707 124720 
potentially 
variable 



PHG9_Scaffold_483 2 p3 (TAA)6 18 11610 11627 
potentially 
variable 

PHG9_Scaffold_483 5 p2 (AT)6 12 18194 18205   

PHG9_Scaffold_483 14 p3 (GGA)5 15 50333 50347 
potentially 
variable 

PHG9_Scaffold_483 15 p3 (AGA)5 15 50681 50695 
potentially 
variable 

PHG9_Scaffold_483 17 p2 (AT)9 18 58563 58580 
potentially 
variable 

PHG9_Scaffold_484 7 p3 (AAT)5 15 20406 20420 
potentially 
variable 

PHG9_Scaffold_484 16 p3 (ATA)5 15 64527 64541 
potentially 
variable 

PHG9_Scaffold_484 21 p2 (TA)7 14 76994 77007 
potentially 
variable 

PHG9_Scaffold_486 2 p2 (TA)6 12 6590 6601   

PHG9_Scaffold_486 7 p3 (AAT)5 15 13644 13658 
potentially 
variable 

PHG9_Scaffold_486 20 p2 (AT)7 14 49030 49043 
potentially 
variable 

PHG9_Scaffold_488 1 p2 (AG)6 12 13064 13075   
PHG9_Scaffold_488 3 p2 (CT)6 12 14884 14895   

PHG9_Scaffold_488 5 p2 (AT)7 14 51118 51131 
potentially 
variable 

PHG9_Scaffold_489 5 p2 (CT)7 14 9878 9891 
potentially 
variable 

PHG9_Scaffold_489 18 p2 (TA)6 12 34709 34720   

PHG9_Scaffold_489 30 p3 (AAC)5 15 57595 57609 
potentially 
variable 

PHG9_Scaffold_489 38 p3 (AAT)5 15 79042 79056 potentially 



variable 
PHG9_Scaffold_489 39 p6 (AGATAT)5 30 84828 84857 Hypervariable 

PHG9_Scaffold_490 1 p3 (GGA)5 15 6652 6666 
potentially 
variable 

PHG9_Scaffold_492 7 p2 (AT)6 12 16716 16727   

PHG9_Scaffold_492 8 p2 (AT)8 16 22172 22187 
potentially 
variable 

PHG9_Scaffold_492 11 p2 (GT)6 12 23277 23288   

PHG9_Scaffold_492 16 p2 (AT)7 14 40066 40079 
potentially 
variable 

PHG9_Scaffold_492 22 p2 (GA)7 14 46745 46758 
potentially 
variable 

PHG9_Scaffold_492 24 p2 (TA)6 12 51519 51530   
PHG9_Scaffold_492 35 p2 (AT)6 12 71690 71701   
PHG9_Scaffold_492 37 p2 (AT)6 12 76415 76426   
PHG9_Scaffold_492 42 p2 (AG)6 12 98079 98090   
PHG9_Scaffold_493 5 p2 (TA)6 12 49725 49736   

PHG9_Scaffold_493 18 p2 (GA)8 16 105682 105697 
potentially 
variable 

PHG9_Scaffold_494 5 p2 (TA)6 12 27824 27835   
PHG9_Scaffold_494 10 p2 (AT)6 12 55462 55473   
PHG9_Scaffold_494 12 p2 (TA)6 12 58611 58622   

PHG9_Scaffold_494 15 p2 (TA)9 18 71188 71205 
potentially 
variable 

PHG9_Scaffold_494 21 p2 (CA)6 12 92414 92425   

PHG9_Scaffold_494 22 p3 (TGT)5 15 93044 93058 
potentially 
variable 

PHG9_Scaffold_494 24 p3 (AAT)6 18 97922 97939 
potentially 
variable 



PHG9_Scaffold_495 1 p2 (AT)8 16 1141 1156 
potentially 
variable 

PHG9_Scaffold_495 6 p2 (AG)6 12 15977 15988   
PHG9_Scaffold_495 10 p2 (GA)6 12 22260 22271   

PHG9_Scaffold_495 11 p2 (TC)8 16 27046 27061 
potentially 
variable 

PHG9_Scaffold_495 13 p2 (AT)6 12 35429 35440   
PHG9_Scaffold_495 22 p2 (AT)6 12 53616 53627   
PHG9_Scaffold_495 23 p2 (TA)6 12 54710 54721   

PHG9_Scaffold_495 24 p2 (AT)8 16 55836 55851 
potentially 
variable 

PHG9_Scaffold_495 25 p3 (ATA)6 18 59943 59960 
potentially 
variable 

PHG9_Scaffold_495 28 p2 (AT)9 18 62761 62778 
potentially 
variable 

PHG9_Scaffold_495 30 p2 (AT)7 14 66033 66046 
potentially 
variable 

PHG9_Scaffold_496 5 p2 (AT)6 12 18921 18932   

PHG9_Scaffold_496 7 p3 (TAT)5 15 28806 28820 
potentially 
variable 

PHG9_Scaffold_496 8 p2 (TA)7 14 29903 29916 
potentially 
variable 

PHG9_Scaffold_496 9 p3 (TAT)5 15 32560 32574 
potentially 
variable 

PHG9_Scaffold_496 13 p3 (AAT)5 15 37748 37762 
potentially 
variable 

PHG9_Scaffold_496 33 p2 (AT)8 16 75362 75377 
potentially 
variable 

PHG9_Scaffold_497 2 p2 (TC)6 12 5334 5345   



PHG9_Scaffold_497 16 p3 (ATT)5 15 33071 33085 
potentially 
variable 

PHG9_Scaffold_497 24 p2 (TG)8 16 49333 49348 
potentially 
variable 

PHG9_Scaffold_497 27 p2 (AT)6 12 60973 60984   
PHG9_Scaffold_497 38 p2 (AG)6 12 93883 93894   

PHG9_Scaffold_497 39 p2 (CA)7 14 95076 95089 
potentially 
variable 

PHG9_Scaffold_497 49 p3 (TAT)5 15 126527 126541 
potentially 
variable 

PHG9_Scaffold_498 2 p2 (TA)6 12 6184 6195   

PHG9_Scaffold_498 4 p2 (AT)9 18 13696 13713 
potentially 
variable 

PHG9_Scaffold_498 8 p2 (TC)9 18 33029 33046 
potentially 
variable 

PHG9_Scaffold_498 13 p2 (AT)6 12 45761 45772   

PHG9_Scaffold_500 3 p2 (AT)7 14 2838 2851 
potentially 
variable 

PHG9_Scaffold_501 7 p2 (TC)6 12 43354 43365   

PHG9_Scaffold_504 20 p3 (TTA)5 15 53035 53049 
potentially 
variable 

PHG9_Scaffold_504 25 p2 (AT)6 12 57081 57092   
PHG9_Scaffold_504 27 p2 (TA)6 12 61172 61183   

PHG9_Scaffold_507 4 p2 (TA)9 18 15153 15170 
potentially 
variable 

PHG9_Scaffold_507 12 p2 (AT)6 12 38556 38567   

PHG9_Scaffold_507 15 p2 (AT)9 18 78981 78998 
potentially 
variable 

PHG9_Scaffold_507 16 p2 (AG)7 14 81444 81457 potentially 



variable 

PHG9_Scaffold_507 27 p2 (TA)8 16 111119 111134 
potentially 
variable 

PHG9_Scaffold_507 28 p2 (AT)6 12 111286 111297   
PHG9_Scaffold_507 32 p2 (TA)6 12 122333 122344   

PHG9_Scaffold_509 1 p2 (AC)7 14 7849 7862 
potentially 
variable 

PHG9_Scaffold_509 2 p2 (AT)6 12 8887 8898   

PHG9_Scaffold_509 10 p2 (TA)7 14 73104 73117 
potentially 
variable 

PHG9_Scaffold_509 11 p2 (AT)6 12 79403 79414   
PHG9_Scaffold_509 14 p2 (TA)6 12 93667 93678   

PHG9_Scaffold_509 15 p2 (AT)8 16 118941 118956 
potentially 
variable 

PHG9_Scaffold_509 20 p2 (AT)8 16 160808 160823 
potentially 
variable 

PHG9_Scaffold_510 1 p3 (GAG)5 15 18271 18285 
potentially 
variable 

PHG9_Scaffold_511 24 p2 (TA)8 16 72230 72245 
potentially 
variable 

PHG9_Scaffold_511 27 p3 (TTA)5 15 77154 77168 
potentially 
variable 

PHG9_Scaffold_511 29 p2 (TA)6 12 82664 82675   

PHG9_Scaffold_511 30 p3 (ATT)5 15 83942 83956 
potentially 
variable 

PHG9_Scaffold_512 24 p3 (ATT)5 15 93623 93637 
potentially 
variable 

PHG9_Scaffold_513 3 p2 (TA)7 14 6037 6050 
potentially 
variable 



PHG9_Scaffold_513 7 p3 (ATA)5 15 9777 9791 
potentially 
variable 

PHG9_Scaffold_513 9 p3 (AAC)5 15 17895 17909 
potentially 
variable 

PHG9_Scaffold_513 14 p2 (AT)9 18 32389 32406 
potentially 
variable 

PHG9_Scaffold_513 21 p2 (TA)7 14 50215 50228 
potentially 
variable 

PHG9_Scaffold_514 3 p2 (TA)6 12 22241 22252   

PHG9_Scaffold_514 11 p3 (CCG)5 15 61668 61682 
potentially 
variable 

PHG9_Scaffold_514 14 p2 (AT)7 14 73093 73106 
potentially 
variable 

PHG9_Scaffold_514 18 p2 (TA)8 16 89439 89454 
potentially 
variable 

PHG9_Scaffold_514 20 p3 (TTG)5 15 97683 97697 
potentially 
variable 

PHG9_Scaffold_514 26 p2 (AT)9 18 116439 116456 
potentially 
variable 

PHG9_Scaffold_514 28 p2 (GA)7 14 118765 118778 
potentially 
variable 

PHG9_Scaffold_514 39 p2 (TA)6 12 144231 144242   
PHG9_Scaffold_514 41 p2 (TA)6 12 147037 147048   

PHG9_Scaffold_514 42 p2 (AT)9 18 147299 147316 
potentially 
variable 

PHG9_Scaffold_514 49 p3 (TAA)5 15 189845 189859 
potentially 
variable 

PHG9_Scaffold_514 62 p2 (TA)6 12 223233 223244   

PHG9_Scaffold_514 63 p2 (TA)8 16 227099 227114 
potentially 
variable 



PHG9_Scaffold_514 64 p2 (TA)9 18 228757 228774 
potentially 
variable 

PHG9_Scaffold_514 66 p3 (CAT)5 15 238010 238024 
potentially 
variable 

PHG9_Scaffold_514 69 p2 (TA)7 14 244073 244086 
potentially 
variable 

PHG9_Scaffold_514 72 p2 (AT)6 12 253579 253590   
PHG9_Scaffold_514 80 p2 (AT)6 12 272931 272942   

PHG9_Scaffold_514 82 p2 (CT)7 14 275329 275342 
potentially 
variable 

PHG9_Scaffold_514 85 p2 (AT)7 14 279610 279623 
potentially 
variable 

PHG9_Scaffold_514 87 p3 (ATC)5 15 282817 282831 
potentially 
variable 

PHG9_Scaffold_514 96 p2 (TA)9 18 296252 296269 
potentially 
variable 

PHG9_Scaffold_514 97 p2 (TA)6 12 296883 296894   

PHG9_Scaffold_514 101 p3 (GTG)5 15 309238 309252 
potentially 
variable 

PHG9_Scaffold_514 105 p2 (TA)6 12 319473 319484   

PHG9_Scaffold_515 4 p2 (CA)9 18 7890 7907 
potentially 
variable 

PHG9_Scaffold_515 7 p2 (TA)7 14 15881 15894 
potentially 
variable 

PHG9_Scaffold_515 14 p2 (AT)6 12 63325 63336   

PHG9_Scaffold_516 3 p3 (ACA)5 15 9601 9615 
potentially 
variable 

PHG9_Scaffold_516 9 p2 (AT)7 14 29945 29958 
potentially 
variable 

PHG9_Scaffold_516 12 p6 (AGTTTC)6 36 37610 37645 Hypervariable 



PHG9_Scaffold_516 14 p2 (TA)7 14 40409 40422 
potentially 
variable 

PHG9_Scaffold_516 15 p2 (AT)8 16 41988 42003 
potentially 
variable 

PHG9_Scaffold_516 24 p3 (AGA)5 15 66373 66387 
potentially 
variable 

PHG9_Scaffold_517 14 p2 (CT)9 18 26960 26977 
potentially 
variable 

PHG9_Scaffold_517 18 p3 (ATT)5 15 42205 42219 
potentially 
variable 

PHG9_Scaffold_518 1 p3 (ATA)5 15 1544 1558 
potentially 
variable 

PHG9_Scaffold_518 5 p3 (CAC)5 15 6446 6460 
potentially 
variable 

PHG9_Scaffold_518 6 p2 (TA)9 18 7641 7658 
potentially 
variable 

PHG9_Scaffold_518 10 p2 (CA)7 14 15179 15192 
potentially 
variable 

PHG9_Scaffold_518 18 p3 (AAT)5 15 32487 32501 
potentially 
variable 

PHG9_Scaffold_518 22 p2 (TA)8 16 38006 38021 
potentially 
variable 

PHG9_Scaffold_518 29 p2 (AT)6 12 61964 61975   

PHG9_Scaffold_518 43 p3 (TAA)5 15 129832 129846 
potentially 
variable 

PHG9_Scaffold_518 44 p2 (AT)7 14 130534 130547 
potentially 
variable 

PHG9_Scaffold_518 45 p2 (GA)9 18 131720 131737 
potentially 
variable 

PHG9_Scaffold_518 53 p2 (TA)6 12 151719 151730   



PHG9_Scaffold_518 55 p2 (AT)7 14 156607 156620 
potentially 
variable 

PHG9_Scaffold_518 58 p2 (AT)8 16 160908 160923 
potentially 
variable 

PHG9_Scaffold_518 59 p2 (AT)8 16 161810 161825 
potentially 
variable 

PHG9_Scaffold_518 61 p2 (AG)8 16 167875 167890 
potentially 
variable 

PHG9_Scaffold_518 62 p2 (TA)6 12 171302 171313   

PHG9_Scaffold_519 5 p3 (TCA)5 15 32967 32981 
potentially 
variable 

PHG9_Scaffold_519 9 p2 (AT)6 12 48772 48783   
PHG9_Scaffold_519 20 p2 (AT)6 12 73288 73299   
PHG9_Scaffold_520 8 p2 (AT)6 12 21577 21588   
PHG9_Scaffold_520 10 p2 (AT)6 12 27428 27439   

PHG9_Scaffold_520 13 p3 (AGA)5 15 33824 33838 
potentially 
variable 

PHG9_Scaffold_520 14 p3 (CCA)5 15 34795 34809 
potentially 
variable 

PHG9_Scaffold_520 22 p2 (AT)6 12 66081 66092   

PHG9_Scaffold_520 23 p2 (AG)7 14 68134 68147 
potentially 
variable 

PHG9_Scaffold_520 24 p2 (TA)8 16 68597 68612 
potentially 
variable 

PHG9_Scaffold_521 3 p3 (GTG)5 15 2574 2588 
potentially 
variable 

PHG9_Scaffold_521 5 p2 (AT)7 14 4219 4232 
potentially 
variable 

PHG9_Scaffold_521 7 p2 (TA)6 12 7527 7538   



PHG9_Scaffold_521 9 p3 (AGC)6 18 10341 10358 
potentially 
variable 

PHG9_Scaffold_521 10 p2 (TA)9 18 16067 16084 
potentially 
variable 

PHG9_Scaffold_521 15 p2 (AG)6 12 46541 46552   

PHG9_Scaffold_524 4 p2 (AG)7 14 21935 21948 
potentially 
variable 

PHG9_Scaffold_524 20 p3 (AAC)5 15 92160 92174 
potentially 
variable 

PHG9_Scaffold_525 6 p2 (TA)6 12 31586 31597   
PHG9_Scaffold_526 6 p2 (TA)6 12 29109 29120   
PHG9_Scaffold_526 12 p2 (AT)6 12 51173 51184   

PHG9_Scaffold_526 13 p2 (TA)8 16 53489 53504 
potentially 
variable 

PHG9_Scaffold_528 2 p2 (TA)8 16 1863 1878 
potentially 
variable 

PHG9_Scaffold_528 8 p2 (AT)8 16 5339 5354 
potentially 
variable 

PHG9_Scaffold_528 12 p3 (GAA)5 15 42383 42397 
potentially 
variable 

PHG9_Scaffold_528 14 p3 (CTT)5 15 49872 49886 
potentially 
variable 

PHG9_Scaffold_528 19 p3 (TCG)5 15 87173 87187 
potentially 
variable 

PHG9_Scaffold_528 21 p2 (TA)6 12 138399 138410   

PHG9_Scaffold_528 26 p3 (ATT)5 15 186713 186727 
potentially 
variable 

PHG9_Scaffold_529 1 p2 (GT)6 12 2896 2907   
PHG9_Scaffold_530 2 p2 (TA)6 12 4491 4502   



PHG9_Scaffold_531 8 p2 (AT)8 16 25051 25066 
potentially 
variable 

PHG9_Scaffold_532 5 p2 (TA)7 14 16633 16646 
potentially 
variable 

PHG9_Scaffold_532 18 p2 (TA)7 14 52863 52876 
potentially 
variable 

PHG9_Scaffold_532 19 p3 (AAT)5 15 53064 53078 
potentially 
variable 

PHG9_Scaffold_532 25 p2 (TG)7 14 78418 78431 
potentially 
variable 

PHG9_Scaffold_532 28 p2 (AT)6 12 84316 84327   

PHG9_Scaffold_532 29 p3 (TTA)5 15 84607 84621 
potentially 
variable 

PHG9_Scaffold_532 46 p3 (TCT)5 15 133886 133900 
potentially 
variable 

PHG9_Scaffold_533 8 p2 (TA)7 14 35139 35152 
potentially 
variable 

PHG9_Scaffold_533 11 p2 (TA)6 12 50978 50989   

PHG9_Scaffold_533 14 p2 (TA)9 18 62858 62875 
potentially 
variable 

PHG9_Scaffold_535 6 p2 (AT)6 12 12118 12129   
PHG9_Scaffold_535 10 p2 (TG)6 12 24662 24673   

PHG9_Scaffold_535 14 p3 (TGC)5 15 34534 34548 
potentially 
variable 

PHG9_Scaffold_535 17 p2 (AT)7 14 42474 42487 
potentially 
variable 

PHG9_Scaffold_536 8 p3 (TAA)5 15 61540 61554 
potentially 
variable 

PHG9_Scaffold_537 14 p2 (AT)7 14 41960 41973 
potentially 
variable 



PHG9_Scaffold_537 21 p3 (ATA)5 15 67943 67957 
potentially 
variable 

PHG9_Scaffold_537 22 p2 (AT)6 12 69642 69653   

PHG9_Scaffold_538 2 p3 (AAC)5 15 972 986 
potentially 
variable 

PHG9_Scaffold_538 3 p2 (TC)6 12 5923 5934   

PHG9_Scaffold_538 14 p3 (TTA)5 15 59877 59891 
potentially 
variable 

PHG9_Scaffold_539 3 p2 (TA)6 12 8218 8229   

PHG9_Scaffold_539 5 p2 (AG)7 14 20073 20086 
potentially 
variable 

PHG9_Scaffold_539 10 p3 (TAA)5 15 43423 43437 
potentially 
variable 

PHG9_Scaffold_539 16 p3 (AAT)5 15 50883 50897 
potentially 
variable 

PHG9_Scaffold_539 17 p3 (TCT)5 15 51361 51375 
potentially 
variable 

PHG9_Scaffold_539 27 p2 (TA)6 12 61245 61256   

PHG9_Scaffold_540 6 p2 (TC)8 16 15097 15112 
potentially 
variable 

PHG9_Scaffold_540 7 p2 (AT)6 12 18398 18409   

PHG9_Scaffold_540 17 p2 (TA)7 14 36473 36486 
potentially 
variable 

PHG9_Scaffold_540 20 p2 (TA)6 12 38593 38604   
PHG9_Scaffold_540 22 p2 (TC)10 20 41871 41890 Hypervariable 
PHG9_Scaffold_540 23 p2 (AT)6 12 42178 42189   
PHG9_Scaffold_540 26 p2 (AT)6 12 58383 58394   

PHG9_Scaffold_540 28 p2 (GA)8 16 61751 61766 
potentially 
variable 



PHG9_Scaffold_540 29 p2 (TC)8 16 62007 62022 
potentially 
variable 

PHG9_Scaffold_542 7 p2 (AG)7 14 17344 17357 
potentially 
variable 

PHG9_Scaffold_542 10 p2 (TC)8 16 35627 35642 
potentially 
variable 

PHG9_Scaffold_542 12 p2 (TG)6 12 40905 40916   
PHG9_Scaffold_542 14 p2 (TC)6 12 50037 50048   
PHG9_Scaffold_542 15 p2 (AC)6 12 51503 51514   

PHG9_Scaffold_542 28 p2 (TA)8 16 82267 82282 
potentially 
variable 

PHG9_Scaffold_542 38 p3 (CTT)5 15 107869 107883 
potentially 
variable 

PHG9_Scaffold_542 48 p2 (GA)6 12 137647 137658   
PHG9_Scaffold_542 55 p2 (TA)6 12 180914 180925   

PHG9_Scaffold_543 2 p3 (TTC)5 15 10137 10151 
potentially 
variable 

PHG9_Scaffold_543 4 p2 (CA)7 14 36913 36926 
potentially 
variable 

PHG9_Scaffold_543 5 p2 (AT)9 18 40821 40838 
potentially 
variable 

PHG9_Scaffold_544 1 p2 (TC)8 16 3165 3180 
potentially 
variable 

PHG9_Scaffold_544 10 p2 (TA)6 12 29672 29683   

PHG9_Scaffold_546 11 p2 (AT)9 18 31823 31840 
potentially 
variable 

PHG9_Scaffold_546 15 p3 (AGT)6 18 35613 35630 
potentially 
variable 

PHG9_Scaffold_549 4 p3 (TCA)5 15 16499 16513 
potentially 
variable 



PHG9_Scaffold_549 10 p3 (AAT)5 15 38182 38196 
potentially 
variable 

PHG9_Scaffold_549 13 p3 (TAA)6 18 48620 48637 
potentially 
variable 

PHG9_Scaffold_550 2 p2 (AG)8 16 4305 4320 
potentially 
variable 

PHG9_Scaffold_550 3 p2 (AT)7 14 4469 4482 
potentially 
variable 

PHG9_Scaffold_550 18 p2 (AT)6 12 37712 37723   
PHG9_Scaffold_550 26 p2 (GT)6 12 44514 44525   

PHG9_Scaffold_550 28 p3 (AAT)5 15 52699 52713 
potentially 
variable 

PHG9_Scaffold_551 1 p2 (TA)7 14 7130 7143 
potentially 
variable 

PHG9_Scaffold_551 9 p2 (TA)9 18 43954 43971 
potentially 
variable 

PHG9_Scaffold_551 10 p3 (TAT)5 15 46074 46088 
potentially 
variable 

PHG9_Scaffold_552 10 p2 (CT)6 12 33750 33761   

PHG9_Scaffold_553 1 p2 (TA)7 14 2376 2389 
potentially 
variable 

PHG9_Scaffold_553 3 p2 (CT)6 12 14343 14354   
PHG9_Scaffold_553 7 p2 (GT)6 12 35775 35786   
PHG9_Scaffold_553 11 p2 (AT)6 12 80313 80324   

PHG9_Scaffold_553 13 p3 (AGA)5 15 115891 115905 
potentially 
variable 

PHG9_Scaffold_554 3 p2 (TA)7 14 18807 18820 
potentially 
variable 

PHG9_Scaffold_554 4 p2 (TC)7 14 19747 19760 
potentially 
variable 



PHG9_Scaffold_555 5 p2 (AT)6 12 37385 37396   

PHG9_Scaffold_556 2 p2 (GA)7 14 1022 1035 
potentially 
variable 

PHG9_Scaffold_556 4 p2 (AT)6 12 1893 1904   

PHG9_Scaffold_556 7 p3 (TTA)6 18 13708 13725 
potentially 
variable 

PHG9_Scaffold_556 15 p3 (GCG)5 15 31867 31881 
potentially 
variable 

PHG9_Scaffold_559 13 p3 (AGT)5 15 30320 30334 
potentially 
variable 

PHG9_Scaffold_559 18 p2 (AT)6 12 51095 51106   

PHG9_Scaffold_561 2 p3 (TAA)6 18 3179 3196 
potentially 
variable 

PHG9_Scaffold_561 3 p3 (TTA)6 18 6856 6873 
potentially 
variable 

PHG9_Scaffold_562 2 p2 (AT)6 12 2458 2469   

PHG9_Scaffold_562 4 p3 (TTC)6 18 18077 18094 
potentially 
variable 

PHG9_Scaffold_562 9 p2 (GT)9 18 26527 26544 
potentially 
variable 

PHG9_Scaffold_562 10 p2 (TC)7 14 26735 26748 
potentially 
variable 

PHG9_Scaffold_562 12 p2 (AT)6 12 34155 34166   

PHG9_Scaffold_562 16 p2 (AC)8 16 63380 63395 
potentially 
variable 

PHG9_Scaffold_562 20 p2 (AG)9 18 76445 76462 
potentially 
variable 

PHG9_Scaffold_562 28 p2 (AG)9 18 101117 101134 
potentially 
variable 

PHG9_Scaffold_563 9 p2 (TC)6 12 35070 35081   



PHG9_Scaffold_563 24 p2 (TA)9 18 69478 69495 
potentially 
variable 

PHG9_Scaffold_563 25 p2 (AG)7 14 71435 71448 
potentially 
variable 

PHG9_Scaffold_563 29 p2 (AT)9 18 85001 85018 
potentially 
variable 

PHG9_Scaffold_563 31 p2 (AT)9 18 86845 86862 
potentially 
variable 

PHG9_Scaffold_564 3 p2 (AT)9 18 8066 8083 
potentially 
variable 

PHG9_Scaffold_564 12 p2 (TC)6 12 45726 45737   
PHG9_Scaffold_564 16 p2 (AT)6 12 67593 67604   

PHG9_Scaffold_564 17 p3 (AAT)5 15 69365 69379 
potentially 
variable 

PHG9_Scaffold_564 20 p2 (TA)6 12 93771 93782   
PHG9_Scaffold_565 2 p2 (TA)6 12 26102 26113   

PHG9_Scaffold_565 3 p2 (AT)7 14 26528 26541 
potentially 
variable 

PHG9_Scaffold_565 10 p2 (TA)6 12 82279 82290   
PHG9_Scaffold_565 11 p2 (AT)6 12 82572 82583   
PHG9_Scaffold_565 22 p2 (GA)6 12 194602 194613   

PHG9_Scaffold_566 1 p3 (GGA)5 15 444 458 
potentially 
variable 

PHG9_Scaffold_566 6 p2 (TA)8 16 13959 13974 
potentially 
variable 

PHG9_Scaffold_566 12 p3 (TAT)5 15 27935 27949 
potentially 
variable 

PHG9_Scaffold_566 21 p2 (CA)7 14 83086 83099 
potentially 
variable 



PHG9_Scaffold_566 30 p2 (AT)6 12 107897 107908   

PHG9_Scaffold_566 36 p3 (GTT)6 18 126412 126429 
potentially 
variable 

PHG9_Scaffold_566 39 p3 (TAA)6 18 132041 132058 
potentially 
variable 

PHG9_Scaffold_566 49 p2 (AT)8 16 168547 168562 
potentially 
variable 

PHG9_Scaffold_566 52 p3 (GAA)5 15 182898 182912 
potentially 
variable 

PHG9_Scaffold_566 54 p2 (AT)9 18 183829 183846 
potentially 
variable 

PHG9_Scaffold_566 58 p3 (TTA)5 15 198296 198310 
potentially 
variable 

PHG9_Scaffold_566 61 p2 (AG)6 12 210894 210905   

PHG9_Scaffold_566 71 p2 (TA)8 16 233296 233311 
potentially 
variable 

PHG9_Scaffold_566 74 p3 (ATA)5 15 236713 236727 
potentially 
variable 

PHG9_Scaffold_566 82 p3 (AAG)5 15 240478 240492 
potentially 
variable 

PHG9_Scaffold_566 95 p3 (CTT)5 15 264305 264319 
potentially 
variable 

PHG9_Scaffold_566 109 p3 (TAA)5 15 300022 300036 
potentially 
variable 

PHG9_Scaffold_566 117 p3 (ATT)5 15 328496 328510 
potentially 
variable 

PHG9_Scaffold_566 123 p2 (TA)7 14 341738 341751 
potentially 
variable 

PHG9_Scaffold_567 2 p3 (AAG)5 15 2855 2869 
potentially 
variable 



PHG9_Scaffold_567 4 p2 (GA)9 18 6935 6952 
potentially 
variable 

PHG9_Scaffold_569 12 p2 (TA)7 14 29151 29164 
potentially 
variable 

PHG9_Scaffold_569 19 p2 (TA)6 12 43476 43487   

PHG9_Scaffold_569 20 p2 (CT)8 16 45675 45690 
potentially 
variable 

PHG9_Scaffold_569 22 p2 (TA)8 16 50764 50779 
potentially 
variable 

PHG9_Scaffold_571 2 p2 (AT)9 18 34406 34423 
potentially 
variable 

PHG9_Scaffold_572 1 p2 (AT)6 12 1343 1354   

PHG9_Scaffold_575 10 p2 (AT)9 18 20660 20677 
potentially 
variable 

PHG9_Scaffold_575 22 p3 (GTT)5 15 70070 70084 
potentially 
variable 

PHG9_Scaffold_575 26 p2 (TA)8 16 75516 75531 
potentially 
variable 

PHG9_Scaffold_575 28 p3 (TTC)5 15 84308 84322 
potentially 
variable 

PHG9_Scaffold_576 5 p2 (TA)6 12 38851 38862   

PHG9_Scaffold_578 17 p3 (CTC)5 15 97103 97117 
potentially 
variable 

PHG9_Scaffold_579 4 p2 (TA)7 14 16317 16330 
potentially 
variable 

PHG9_Scaffold_579 10 p2 (AT)8 16 41871 41886 
potentially 
variable 

PHG9_Scaffold_579 17 p2 (AT)7 14 58312 58325 
potentially 
variable 

PHG9_Scaffold_579 18 p3 (ATT)5 15 60262 60276 potentially 



variable 
PHG9_Scaffold_580 4 p2 (TA)6 12 1620 1631   

PHG9_Scaffold_580 6 p2 (GA)7 14 5078 5091 
potentially 
variable 

PHG9_Scaffold_580 7 p2 (TA)10 20 5450 5469 Hypervariable 

PHG9_Scaffold_580 15 p2 (AT)9 18 54270 54287 
potentially 
variable 

PHG9_Scaffold_580 18 p2 (AT)6 12 58732 58743   

PHG9_Scaffold_582 2 p2 (AT)9 18 2389 2406 
potentially 
variable 

PHG9_Scaffold_583 4 p2 (AT)8 16 5454 5469 
potentially 
variable 

PHG9_Scaffold_583 24 p2 (TA)9 18 57974 57991 
potentially 
variable 

PHG9_Scaffold_583 28 p2 (AT)7 14 62553 62566 
potentially 
variable 

PHG9_Scaffold_583 29 p2 (AG)7 14 63666 63679 
potentially 
variable 

PHG9_Scaffold_583 37 p2 (GA)8 16 77648 77663 
potentially 
variable 

PHG9_Scaffold_584 17 p3 (ATA)5 15 58350 58364 
potentially 
variable 

PHG9_Scaffold_584 38 p2 (TA)8 16 106306 106321 
potentially 
variable 

PHG9_Scaffold_584 39 p2 (AT)6 12 107361 107372   

PHG9_Scaffold_584 40 p3 (AAT)5 15 111641 111655 
potentially 
variable 

PHG9_Scaffold_584 44 p2 (TA)6 12 125932 125943   

PHG9_Scaffold_584 53 p2 (AT)7 14 141184 141197 
potentially 
variable 



PHG9_Scaffold_584 63 p2 (AT)7 14 177726 177739 
potentially 
variable 

PHG9_Scaffold_587 9 p2 (TA)7 14 34475 34488 
potentially 
variable 

PHG9_Scaffold_587 21 p3 (TAT)5 15 63507 63521 
potentially 
variable 

PHG9_Scaffold_588 1 p2 (GA)9 18 1306 1323 
potentially 
variable 

PHG9_Scaffold_588 2 p2 (GA)9 18 3392 3409 
potentially 
variable 

PHG9_Scaffold_588 14 p2 (TA)8 16 33309 33324 
potentially 
variable 

PHG9_Scaffold_588 19 p2 (AT)6 12 44879 44890   

PHG9_Scaffold_588 27 p3 (AGA)5 15 56823 56837 
potentially 
variable 

PHG9_Scaffold_588 31 p2 (GA)9 18 73183 73200 
potentially 
variable 

PHG9_Scaffold_588 32 p2 (AT)7 14 75435 75448 
potentially 
variable 

PHG9_Scaffold_588 43 p2 (CT)6 12 130481 130492   

PHG9_Scaffold_588 47 p2 (TA)7 14 137993 138006 
potentially 
variable 

PHG9_Scaffold_588 55 p2 (AG)6 12 153550 153561   

PHG9_Scaffold_588 57 p3 (ACC)6 18 154119 154136 
potentially 
variable 

PHG9_Scaffold_588 58 p2 (TA)6 12 157745 157756   
PHG9_Scaffold_588 59 p2 (TA)6 12 158195 158206   
PHG9_Scaffold_588 60 p2 (AT)6 12 158481 158492   
PHG9_Scaffold_588 67 p6 (ATATGA)5 30 182832 182861 Hypervariable 



PHG9_Scaffold_588 69 p2 (TG)7 14 190837 190850 
potentially 
variable 

PHG9_Scaffold_588 76 p3 (AAC)5 15 213836 213850 
potentially 
variable 

PHG9_Scaffold_588 80 p2 (AT)6 12 216851 216862   

PHG9_Scaffold_588 81 p3 (GGA)5 15 218114 218128 
potentially 
variable 

PHG9_Scaffold_590 4 p2 (CT)8 16 6822 6837 
potentially 
variable 

PHG9_Scaffold_590 9 p2 (TA)7 14 14170 14183 
potentially 
variable 

PHG9_Scaffold_590 10 p2 (CT)9 18 18365 18382 
potentially 
variable 

PHG9_Scaffold_590 12 p2 (AC)8 16 24260 24275 
potentially 
variable 

PHG9_Scaffold_590 19 p3 (ATA)5 15 43338 43352 
potentially 
variable 

PHG9_Scaffold_590 24 p3 (AAT)5 15 54523 54537 
potentially 
variable 

PHG9_Scaffold_590 29 p2 (TA)7 14 60288 60301 
potentially 
variable 

PHG9_Scaffold_590 56 p3 (TTG)5 15 134494 134508 
potentially 
variable 

PHG9_Scaffold_590 65 p3 (TAT)5 15 168823 168837 
potentially 
variable 

PHG9_Scaffold_590 69 p3 (AAC)5 15 175247 175261 
potentially 
variable 

PHG9_Scaffold_590 71 p2 (TC)6 12 178568 178579   

PHG9_Scaffold_590 76 p2 (AG)9 18 194658 194675 
potentially 
variable 



PHG9_Scaffold_590 79 p2 (TG)6 12 210763 210774   
PHG9_Scaffold_593 2 p2 (TA)6 12 3524 3535   
PHG9_Scaffold_593 5 p2 (AT)6 12 9465 9476   

PHG9_Scaffold_593 19 p2 (CT)7 14 35984 35997 
potentially 
variable 

PHG9_Scaffold_593 22 p3 (TGA)5 15 46230 46244 
potentially 
variable 

PHG9_Scaffold_593 26 p2 (TA)7 14 54614 54627 
potentially 
variable 

PHG9_Scaffold_594 2 p2 (TA)7 14 8107 8120 
potentially 
variable 

PHG9_Scaffold_594 10 p2 (AT)6 12 32388 32399   

PHG9_Scaffold_594 11 p3 (TCA)5 15 33902 33916 
potentially 
variable 

PHG9_Scaffold_595 1 p3 (TCT)5 15 1012 1026 
potentially 
variable 

PHG9_Scaffold_595 2 p2 (AC)7 14 1258 1271 
potentially 
variable 

PHG9_Scaffold_595 3 p3 (AAG)5 15 2119 2133 
potentially 
variable 

PHG9_Scaffold_595 4 p2 (AG)8 16 4029 4044 
potentially 
variable 

PHG9_Scaffold_595 8 p2 (TA)9 18 17623 17640 
potentially 
variable 

PHG9_Scaffold_595 9 p2 (TA)9 18 18290 18307 
potentially 
variable 

PHG9_Scaffold_595 18 p3 (TAA)5 15 40312 40326 
potentially 
variable 

PHG9_Scaffold_595 23 p2 (TA)6 12 45855 45866   
PHG9_Scaffold_596 3 p2 (GT)8 16 10062 10077 potentially 



variable 
PHG9_Scaffold_596 20 p2 (AT)6 12 53408 53419   

PHG9_Scaffold_597 3 p2 (AT)8 16 3621 3636 
potentially 
variable 

PHG9_Scaffold_597 4 p3 (TAT)5 15 3893 3907 
potentially 
variable 

PHG9_Scaffold_597 5 p2 (AT)8 16 6003 6018 
potentially 
variable 

PHG9_Scaffold_597 15 p2 (AT)9 18 45471 45488 
potentially 
variable 

PHG9_Scaffold_597 17 p2 (AT)7 14 64438 64451 
potentially 
variable 

PHG9_Scaffold_597 23 p2 (AT)7 14 77744 77757 
potentially 
variable 

PHG9_Scaffold_597 25 p2 (TA)6 12 81826 81837   

PHG9_Scaffold_601 5 p2 (AT)9 18 33774 33791 
potentially 
variable 

PHG9_Scaffold_602 9 p2 (TA)6 12 41527 41538   

PHG9_Scaffold_603 2 p2 (TC)7 14 2700 2713 
potentially 
variable 

PHG9_Scaffold_603 6 p2 (AT)7 14 16441 16454 
potentially 
variable 

PHG9_Scaffold_603 11 p2 (TC)6 12 33896 33907   

PHG9_Scaffold_603 17 p3 (AGA)5 15 62343 62357 
potentially 
variable 

PHG9_Scaffold_603 18 p3 (TAA)5 15 65359 65373 
potentially 
variable 

PHG9_Scaffold_603 19 p3 (CAT)6 18 66252 66269 
potentially 
variable 

PHG9_Scaffold_603 20 p2 (AT)9 18 70908 70925 potentially 



variable 

PHG9_Scaffold_603 21 p2 (TC)8 16 74236 74251 
potentially 
variable 

PHG9_Scaffold_603 25 p2 (TA)6 12 79088 79099   

PHG9_Scaffold_603 29 p2 (AT)7 14 98120 98133 
potentially 
variable 

PHG9_Scaffold_603 31 p3 (TAT)5 15 102152 102166 
potentially 
variable 

PHG9_Scaffold_603 36 p2 (AG)6 12 108146 108157   
PHG9_Scaffold_603 41 p2 (TA)6 12 126829 126840   

PHG9_Scaffold_603 53 p3 (TAA)5 15 149866 149880 
potentially 
variable 

PHG9_Scaffold_603 57 p2 (GT)6 12 166652 166663   
PHG9_Scaffold_603 61 p2 (AG)6 12 184014 184025   

PHG9_Scaffold_603 66 p3 (GTT)5 15 193831 193845 
potentially 
variable 

PHG9_Scaffold_603 71 p2 (AT)7 14 207909 207922 
potentially 
variable 

PHG9_Scaffold_603 72 p2 (GT)7 14 209302 209315 
potentially 
variable 

PHG9_Scaffold_603 73 p3 (GTG)5 15 210652 210666 
potentially 
variable 

PHG9_Scaffold_603 74 p2 (AT)6 12 215306 215317   

PHG9_Scaffold_603 79 p3 (ATT)5 15 219258 219272 
potentially 
variable 

PHG9_Scaffold_603 84 p3 (TAA)5 15 231574 231588 
potentially 
variable 

PHG9_Scaffold_603 89 p2 (AC)7 14 239599 239612 
potentially 
variable 



PHG9_Scaffold_603 92 p2 (TA)6 12 250181 250192   

PHG9_Scaffold_604 4 p3 (ATT)5 15 10532 10546 
potentially 
variable 

PHG9_Scaffold_604 6 p2 (TA)9 18 12905 12922 
potentially 
variable 

PHG9_Scaffold_604 7 p2 (AT)6 12 21162 21173   
PHG9_Scaffold_605 1 p2 (TA)6 12 210 221   

PHG9_Scaffold_605 2 p2 (TA)8 16 10837 10852 
potentially 
variable 

PHG9_Scaffold_605 3 p2 (AT)6 12 11015 11026   

PHG9_Scaffold_605 8 p3 (GTG)5 15 21779 21793 
potentially 
variable 

PHG9_Scaffold_605 10 p2 (AC)7 14 22586 22599 
potentially 
variable 

PHG9_Scaffold_605 20 p2 (AT)8 16 41347 41362 
potentially 
variable 

PHG9_Scaffold_605 24 p2 (AT)6 12 58527 58538   

PHG9_Scaffold_605 29 p3 (TAT)6 18 81472 81489 
potentially 
variable 

PHG9_Scaffold_605 31 p2 (TA)7 14 97837 97850 
potentially 
variable 

PHG9_Scaffold_606 8 p2 (TC)7 14 24814 24827 
potentially 
variable 

PHG9_Scaffold_608 2 p3 (GAT)5 15 2100 2114 
potentially 
variable 

PHG9_Scaffold_608 3 p3 (TTA)5 15 2265 2279 
potentially 
variable 

PHG9_Scaffold_609 4 p2 (TA)7 14 10096 10109 
potentially 
variable 

PHG9_Scaffold_609 18 p2 (TA)6 12 39986 39997   



PHG9_Scaffold_609 23 p2 (CT)6 12 46576 46587   
PHG9_Scaffold_609 24 p2 (CT)6 12 51330 51341   

PHG9_Scaffold_609 44 p3 (ATA)5 15 117659 117673 
potentially 
variable 

PHG9_Scaffold_609 58 p2 (AT)8 16 140444 140459 
potentially 
variable 

PHG9_Scaffold_609 59 p2 (AT)7 14 141866 141879 
potentially 
variable 

PHG9_Scaffold_609 62 p2 (TA)6 12 153867 153878   

PHG9_Scaffold_609 64 p2 (TG)7 14 156051 156064 
potentially 
variable 

PHG9_Scaffold_612 1 p2 (AG)6 12 2911 2922   
PHG9_Scaffold_613 2 p2 (TA)6 12 1776 1787   
PHG9_Scaffold_616 1 p2 (CT)6 12 222 233   

PHG9_Scaffold_616 2 p2 (TC)7 14 4421 4434 
potentially 
variable 

PHG9_Scaffold_616 7 p2 (AT)7 14 38594 38607 
potentially 
variable 

PHG9_Scaffold_616 8 p2 (AT)7 14 38796 38809 
potentially 
variable 

PHG9_Scaffold_616 10 p2 (AT)7 14 55402 55415 
potentially 
variable 

PHG9_Scaffold_616 11 p2 (AT)9 18 58688 58705 
potentially 
variable 

PHG9_Scaffold_617 5 p2 (TA)6 12 18684 18695   
PHG9_Scaffold_617 8 p2 (TA)6 12 22274 22285   

PHG9_Scaffold_617 9 p2 (AT)9 18 26488 26505 
potentially 
variable 

PHG9_Scaffold_617 11 p2 (AC)8 16 31029 31044 potentially 



variable 
PHG9_Scaffold_617 12 p2 (GA)6 12 31249 31260   

PHG9_Scaffold_617 13 p2 (TC)7 14 31378 31391 
potentially 
variable 

PHG9_Scaffold_617 14 p3 (CAG)5 15 32021 32035 
potentially 
variable 

PHG9_Scaffold_617 15 p3 (CAC)5 15 33759 33773 
potentially 
variable 

PHG9_Scaffold_617 19 p2 (AT)9 18 43985 44002 
potentially 
variable 

PHG9_Scaffold_617 22 p3 (CAA)5 15 51457 51471 
potentially 
variable 

PHG9_Scaffold_617 24 p2 (CT)6 12 52192 52203   
PHG9_Scaffold_619 1 p2 (TC)6 12 1450 1461   
PHG9_Scaffold_620 3 p2 (AT)6 12 8949 8960   
PHG9_Scaffold_620 6 p2 (TA)6 12 14827 14838   

PHG9_Scaffold_620 7 p2 (AT)8 16 15783 15798 
potentially 
variable 

PHG9_Scaffold_620 21 p2 (AT)8 16 52968 52983 
potentially 
variable 

PHG9_Scaffold_620 36 p2 (GA)6 12 97510 97521   
PHG9_Scaffold_622 17 p2 (TA)6 12 53895 53906   

PHG9_Scaffold_622 20 p2 (TA)9 18 63150 63167 
potentially 
variable 

PHG9_Scaffold_624 2 p2 (CT)6 12 2064 2075   
PHG9_Scaffold_624 4 p2 (AG)6 12 14105 14116   

PHG9_Scaffold_624 7 p3 (GCA)5 15 17973 17987 
potentially 
variable 

PHG9_Scaffold_624 10 p2 (GA)6 12 28028 28039   



PHG9_Scaffold_624 13 p2 (AT)7 14 36061 36074 
potentially 
variable 

PHG9_Scaffold_624 18 p2 (AG)7 14 55849 55862 
potentially 
variable 

PHG9_Scaffold_624 23 p2 (AG)6 12 70300 70311   

PHG9_Scaffold_624 31 p2 (AT)8 16 88953 88968 
potentially 
variable 

PHG9_Scaffold_624 32 p3 (AAT)5 15 93080 93094 
potentially 
variable 

PHG9_Scaffold_624 33 p2 (TA)6 12 93321 93332   

PHG9_Scaffold_624 40 p2 (AT)7 14 122115 122128 
potentially 
variable 

PHG9_Scaffold_624 45 p2 (TA)7 14 139521 139534 
potentially 
variable 

PHG9_Scaffold_624 49 p2 (AT)7 14 142985 142998 
potentially 
variable 

PHG9_Scaffold_624 54 p3 (GGT)5 15 149161 149175 
potentially 
variable 

PHG9_Scaffold_624 55 p2 (GT)7 14 151996 152009 
potentially 
variable 

PHG9_Scaffold_624 56 p3 (GTG)5 15 153652 153666 
potentially 
variable 

PHG9_Scaffold_624 59 p2 (AG)6 12 157605 157616   

PHG9_Scaffold_624 62 p2 (TA)7 14 162480 162493 
potentially 
variable 

PHG9_Scaffold_624 76 p2 (GT)6 12 186905 186916   
PHG9_Scaffold_624 89 p2 (AT)6 12 212235 212246   

PHG9_Scaffold_624 95 p3 (AAT)5 15 220510 220524 
potentially 
variable 

PHG9_Scaffold_625 7 p2 (TC)9 18 33604 33621 potentially 



variable 

PHG9_Scaffold_625 10 p2 (AT)8 16 34646 34661 
potentially 
variable 

PHG9_Scaffold_625 13 p2 (TA)6 12 42954 42965   
PHG9_Scaffold_626 8 p2 (AT)6 12 38755 38766   

PHG9_Scaffold_626 9 p2 (AT)7 14 42032 42045 
potentially 
variable 

PHG9_Scaffold_626 10 p2 (TA)8 16 51306 51321 
potentially 
variable 

PHG9_Scaffold_626 12 p2 (TA)6 12 90478 90489   
PHG9_Scaffold_626 19 p2 (AT)6 12 135647 135658   
PHG9_Scaffold_626 22 p2 (TA)6 12 160706 160717   

PHG9_Scaffold_626 23 p3 (GGT)5 15 167683 167697 
potentially 
variable 

PHG9_Scaffold_627 7 p2 (TG)6 12 27777 27788   

PHG9_Scaffold_627 14 p3 (AGA)5 15 62154 62168 
potentially 
variable 

PHG9_Scaffold_627 17 p3 (TAA)5 15 71205 71219 
potentially 
variable 

PHG9_Scaffold_627 18 p2 (TA)6 12 73014 73025   

PHG9_Scaffold_627 19 p3 (AAT)5 15 75820 75834 
potentially 
variable 

PHG9_Scaffold_627 21 p2 (AC)6 12 76467 76478   
PHG9_Scaffold_628 1 p2 (CT)6 12 7779 7790   

PHG9_Scaffold_628 2 p2 (AT)8 16 9617 9632 
potentially 
variable 

PHG9_Scaffold_628 6 p2 (TA)8 16 17582 17597 
potentially 
variable 

PHG9_Scaffold_628 9 p2 (AG)6 12 28508 28519   



PHG9_Scaffold_628 12 p2 (TC)9 18 38103 38120 
potentially 
variable 

PHG9_Scaffold_628 16 p2 (TG)8 16 55232 55247 
potentially 
variable 

PHG9_Scaffold_628 25 p2 (AG)6 12 102668 102679   
PHG9_Scaffold_628 27 p2 (AT)6 12 107960 107971   

PHG9_Scaffold_629 1 p2 (TA)7 14 790 803 
potentially 
variable 

PHG9_Scaffold_629 2 p2 (TA)7 14 1460 1473 
potentially 
variable 

PHG9_Scaffold_629 3 p2 (TA)7 14 2838 2851 
potentially 
variable 

PHG9_Scaffold_629 4 p2 (TA)6 12 3729 3740   

PHG9_Scaffold_629 5 p2 (AT)7 14 5420 5433 
potentially 
variable 

PHG9_Scaffold_629 6 p2 (TA)6 12 5885 5896   

PHG9_Scaffold_629 7 p2 (AT)7 14 6145 6158 
potentially 
variable 

PHG9_Scaffold_629 8 p2 (TG)8 16 8412 8427 
potentially 
variable 

PHG9_Scaffold_629 9 p2 (TA)9 18 13206 13223 
potentially 
variable 

PHG9_Scaffold_629 14 p2 (CT)6 12 39517 39528   

PHG9_Scaffold_629 15 p2 (TA)9 18 41623 41640 
potentially 
variable 

PHG9_Scaffold_630 2 p2 (CA)8 16 15066 15081 
potentially 
variable 

PHG9_Scaffold_630 3 p3 (TAA)6 18 25039 25056 
potentially 
variable 

PHG9_Scaffold_630 4 p2 (AT)7 14 25294 25307 potentially 



variable 
PHG9_Scaffold_630 6 p6 (CCATGC)6 36 34711 34746 Hypervariable 

PHG9_Scaffold_630 28 p3 (CAC)5 15 130598 130612 
potentially 
variable 

PHG9_Scaffold_630 31 p2 (TC)6 12 148533 148544   

PHG9_Scaffold_632 1 p2 (TA)7 14 1729 1742 
potentially 
variable 

PHG9_Scaffold_632 2 p2 (TA)9 18 2077 2094 
potentially 
variable 

PHG9_Scaffold_632 3 p2 (TA)8 16 2342 2357 
potentially 
variable 

PHG9_Scaffold_632 9 p2 (TA)8 16 39172 39187 
potentially 
variable 

PHG9_Scaffold_632 15 p2 (TA)9 18 45811 45828 
potentially 
variable 

PHG9_Scaffold_632 22 p2 (CT)9 18 60512 60529 
potentially 
variable 

PHG9_Scaffold_632 29 p2 (TA)6 12 79939 79950   
PHG9_Scaffold_632 32 p2 (GT)6 12 84682 84693   

PHG9_Scaffold_632 35 p3 (AAG)5 15 87490 87504 
potentially 
variable 

PHG9_Scaffold_632 36 p3 (TCT)5 15 97957 97971 
potentially 
variable 

PHG9_Scaffold_632 38 p3 (ATA)5 15 108610 108624 
potentially 
variable 

PHG9_Scaffold_632 41 p2 (CT)7 14 113006 113019 
potentially 
variable 

PHG9_Scaffold_634 3 p2 (AT)9 18 1960 1977 
potentially 
variable 

PHG9_Scaffold_634 11 p6 (TGAATT)5 30 40192 40221 Hypervariable 



PHG9_Scaffold_634 41 p3 (ATA)5 15 182737 182751 
potentially 
variable 

PHG9_Scaffold_634 42 p2 (AC)6 12 211390 211401   

PHG9_Scaffold_635 19 p2 (GT)8 16 78629 78644 
potentially 
variable 

PHG9_Scaffold_636 7 p2 (TA)8 16 63160 63175 
potentially 
variable 

PHG9_Scaffold_636 10 p2 (TA)6 12 108685 108696   

PHG9_Scaffold_637 2 p3 (TAA)5 15 5531 5545 
potentially 
variable 

PHG9_Scaffold_637 5 p2 (GA)7 14 10009 10022 
potentially 
variable 

PHG9_Scaffold_637 7 p2 (AT)6 12 14779 14790   

PHG9_Scaffold_637 8 p2 (TG)7 14 21929 21942 
potentially 
variable 

PHG9_Scaffold_637 13 p2 (TA)7 14 42922 42935 
potentially 
variable 

PHG9_Scaffold_637 15 p2 (AC)9 18 51630 51647 
potentially 
variable 

PHG9_Scaffold_637 19 p2 (TA)7 14 71583 71596 
potentially 
variable 

PHG9_Scaffold_638 1 p3 (AAC)5 15 3361 3375 
potentially 
variable 

PHG9_Scaffold_638 2 p3 (CGG)5 15 3541 3555 
potentially 
variable 

PHG9_Scaffold_638 7 p2 (TA)8 16 8041 8056 
potentially 
variable 

PHG9_Scaffold_638 13 p2 (TA)6 12 36896 36907   

PHG9_Scaffold_639 11 p3 (ATA)5 15 26376 26390 
potentially 
variable 



PHG9_Scaffold_639 19 p2 (AG)6 12 88157 88168   

PHG9_Scaffold_640 1 p3 (TTA)5 15 4756 4770 
potentially 
variable 

PHG9_Scaffold_640 8 p3 (AAT)6 18 69225 69242 
potentially 
variable 

PHG9_Scaffold_641 5 p2 (AG)6 12 12734 12745   

PHG9_Scaffold_641 12 p2 (CT)9 18 23320 23337 
potentially 
variable 

PHG9_Scaffold_641 13 p2 (CA)6 12 24065 24076   

PHG9_Scaffold_642 2 p2 (AT)8 16 4806 4821 
potentially 
variable 

PHG9_Scaffold_643 2 p2 (CT)8 16 6625 6640 
potentially 
variable 

PHG9_Scaffold_643 3 p2 (CT)6 12 9481 9492   

PHG9_Scaffold_643 11 p2 (AG)9 18 32527 32544 
potentially 
variable 

PHG9_Scaffold_643 12 p2 (TA)8 16 45096 45111 
potentially 
variable 

PHG9_Scaffold_643 37 p3 (GAT)5 15 160773 160787 
potentially 
variable 

PHG9_Scaffold_643 41 p2 (GA)6 12 170550 170561   
PHG9_Scaffold_643 43 p2 (TA)6 12 178805 178816   
PHG9_Scaffold_645 2 p2 (TA)6 12 410 421   

PHG9_Scaffold_645 4 p2 (AT)8 16 2585 2600 
potentially 
variable 

PHG9_Scaffold_645 8 p2 (TA)7 14 19056 19069 
potentially 
variable 

PHG9_Scaffold_647 7 p2 (AT)7 14 27213 27226 
potentially 
variable 



PHG9_Scaffold_647 11 p2 (AT)6 12 36794 36805   
PHG9_Scaffold_647 13 p2 (TA)6 12 49286 49297   
PHG9_Scaffold_647 14 p2 (GA)6 12 49661 49672   

PHG9_Scaffold_648 1 p3 (ATC)5 15 3607 3621 
potentially 
variable 

PHG9_Scaffold_648 10 p2 (AT)6 12 32231 32242   
PHG9_Scaffold_648 16 p2 (TG)6 12 57583 57594   

PHG9_Scaffold_648 17 p3 (AAT)5 15 58616 58630 
potentially 
variable 

PHG9_Scaffold_651 3 p2 (CT)9 18 5247 5264 
potentially 
variable 

PHG9_Scaffold_651 5 p3 (ACA)5 15 6531 6545 
potentially 
variable 

PHG9_Scaffold_652 3 p2 (AT)9 18 17763 17780 
potentially 
variable 

PHG9_Scaffold_652 10 p2 (AG)7 14 52821 52834 
potentially 
variable 

PHG9_Scaffold_653 1 p2 (AT)8 16 1145 1160 
potentially 
variable 

PHG9_Scaffold_653 5 p2 (TA)9 18 29229 29246 
potentially 
variable 

PHG9_Scaffold_653 12 p3 (GAA)5 15 52860 52874 
potentially 
variable 

PHG9_Scaffold_653 14 p2 (AT)8 16 56653 56668 
potentially 
variable 

PHG9_Scaffold_653 16 p2 (GA)6 12 76694 76705   
PHG9_Scaffold_654 1 p2 (TA)6 12 1507 1518   

PHG9_Scaffold_654 3 p2 (AT)7 14 17651 17664 
potentially 
variable 



PHG9_Scaffold_654 4 p3 (ATA)5 15 20587 20601 
potentially 
variable 

PHG9_Scaffold_654 16 p2 (AT)9 18 62613 62630 
potentially 
variable 

PHG9_Scaffold_654 17 p2 (AT)6 12 62848 62859   
PHG9_Scaffold_654 19 p6 (TTGGTT)5 30 66511 66540 Hypervariable 

PHG9_Scaffold_654 26 p3 (GAA)6 18 84571 84588 
potentially 
variable 

PHG9_Scaffold_655 1 p2 (TA)7 14 2613 2626 
potentially 
variable 

PHG9_Scaffold_655 6 p2 (AT)9 18 5450 5467 
potentially 
variable 

PHG9_Scaffold_655 12 p2 (AT)6 12 27166 27177   

PHG9_Scaffold_655 21 p3 (TTC)6 18 55660 55677 
potentially 
variable 

PHG9_Scaffold_655 24 p2 (AT)8 16 58472 58487 
potentially 
variable 

PHG9_Scaffold_656 5 p3 (TTA)5 15 11733 11747 
potentially 
variable 

PHG9_Scaffold_657 2 p2 (AT)8 16 10437 10452 
potentially 
variable 

PHG9_Scaffold_657 5 p2 (TA)6 12 15299 15310   

PHG9_Scaffold_657 7 p3 (CCA)6 18 20627 20644 
potentially 
variable 

PHG9_Scaffold_657 8 p2 (TA)7 14 21214 21227 
potentially 
variable 

PHG9_Scaffold_657 9 p2 (TA)7 14 22093 22106 
potentially 
variable 

PHG9_Scaffold_658 13 p3 (TTA)5 15 27225 27239 
potentially 
variable 



PHG9_Scaffold_659 4 p2 (TA)6 12 16937 16948   
PHG9_Scaffold_659 8 p2 (TA)6 12 29436 29447   

PHG9_Scaffold_659 9 p2 (AT)8 16 31347 31362 
potentially 
variable 

PHG9_Scaffold_659 13 p2 (AT)6 12 40590 40601   
PHG9_Scaffold_659 19 p2 (AT)6 12 58340 58351   

PHG9_Scaffold_660 2 p2 (AT)9 18 6598 6615 
potentially 
variable 

PHG9_Scaffold_660 3 p2 (AT)9 18 27465 27482 
potentially 
variable 

PHG9_Scaffold_661 1 p2 (TA)8 16 253 268 
potentially 
variable 

PHG9_Scaffold_663 1 p3 (ATA)5 15 2017 2031 
potentially 
variable 

PHG9_Scaffold_663 20 p2 (AT)6 12 60009 60020   
PHG9_Scaffold_663 21 p2 (AT)6 12 60402 60413   

PHG9_Scaffold_663 23 p3 (ATT)5 15 61868 61882 
potentially 
variable 

PHG9_Scaffold_664 9 p2 (AT)9 18 23309 23326 
potentially 
variable 

PHG9_Scaffold_664 11 p3 (TGA)5 15 27507 27521 
potentially 
variable 

PHG9_Scaffold_664 25 p2 (TA)6 12 58738 58749   
PHG9_Scaffold_664 30 p2 (TA)6 12 79072 79083   
PHG9_Scaffold_666 18 p2 (TA)6 12 47309 47320   
PHG9_Scaffold_666 22 p2 (TA)6 12 56211 56222   

PHG9_Scaffold_666 24 p3 (ATT)5 15 60129 60143 
potentially 
variable 

PHG9_Scaffold_666 28 p2 (TA)6 12 86115 86126   



PHG9_Scaffold_669 3 p3 (AAG)5 15 13080 13094 
potentially 
variable 

PHG9_Scaffold_670 2 p2 (AT)9 18 3721 3738 
potentially 
variable 

PHG9_Scaffold_670 9 p2 (TC)6 12 29194 29205   

PHG9_Scaffold_673 2 p2 (TA)7 14 4703 4716 
potentially 
variable 

PHG9_Scaffold_673 3 p2 (AT)9 18 6234 6251 
potentially 
variable 

PHG9_Scaffold_673 4 p3 (ATA)5 15 14755 14769 
potentially 
variable 

PHG9_Scaffold_673 7 p2 (AT)8 16 17894 17909 
potentially 
variable 

PHG9_Scaffold_673 8 p2 (AC)7 14 19390 19403 
potentially 
variable 

PHG9_Scaffold_674 3 p2 (TA)6 12 20260 20271   
PHG9_Scaffold_675 14 p2 (TA)6 12 33958 33969   

PHG9_Scaffold_675 31 p2 (AT)8 16 90129 90144 
potentially 
variable 

PHG9_Scaffold_675 33 p3 (ATT)6 18 104699 104716 
potentially 
variable 

PHG9_Scaffold_675 47 p2 (TA)6 12 183820 183831   
PHG9_Scaffold_677 1 p2 (AG)6 12 918 929   
PHG9_Scaffold_677 9 p2 (TA)6 12 16804 16815   

PHG9_Scaffold_677 10 p3 (TAT)5 15 17238 17252 
potentially 
variable 

PHG9_Scaffold_677 14 p2 (AT)6 12 32712 32723   

PHG9_Scaffold_677 15 p2 (AT)8 16 34585 34600 
potentially 
variable 



PHG9_Scaffold_678 1 p2 (TA)6 12 6277 6288   
PHG9_Scaffold_679 2 p2 (AT)6 12 2149 2160   
PHG9_Scaffold_680 1 p2 (AT)6 12 5161 5172   

PHG9_Scaffold_687 4 p2 (TA)8 16 13879 13894 
potentially 
variable 

PHG9_Scaffold_687 11 p2 (AC)6 12 37023 37034   
PHG9_Scaffold_687 19 p2 (TC)6 12 72446 72457   

PHG9_Scaffold_688 11 p2 (AT)7 14 31391 31404 
potentially 
variable 

PHG9_Scaffold_688 21 p2 (TA)7 14 67290 67303 
potentially 
variable 

PHG9_Scaffold_688 27 p3 (TTC)5 15 80721 80735 
potentially 
variable 

PHG9_Scaffold_688 38 p2 (AG)8 16 113610 113625 
potentially 
variable 

PHG9_Scaffold_688 46 p2 (TG)6 12 146737 146748   
PHG9_Scaffold_688 52 p6 (ACACAA)5 30 175693 175722 Hypervariable 

PHG9_Scaffold_688 58 p2 (AT)8 16 200630 200645 
potentially 
variable 

PHG9_Scaffold_688 59 p2 (TC)7 14 203521 203534 
potentially 
variable 

PHG9_Scaffold_688 61 p2 (GA)6 12 212817 212828   
PHG9_Scaffold_688 63 p2 (CT)6 12 213329 213340   

PHG9_Scaffold_688 68 p3 (AGA)6 18 216521 216538 
potentially 
variable 

PHG9_Scaffold_688 69 p2 (TC)9 18 217437 217454 
potentially 
variable 

PHG9_Scaffold_689 1 p2 (TA)6 12 314 325   
PHG9_Scaffold_689 9 p2 (AT)6 12 38874 38885   



PHG9_Scaffold_689 12 p3 (TTC)5 15 45704 45718 
potentially 
variable 

PHG9_Scaffold_689 16 p3 (TTC)5 15 52214 52228 
potentially 
variable 

PHG9_Scaffold_689 20 p3 (ATG)5 15 61687 61701 
potentially 
variable 

PHG9_Scaffold_689 24 p3 (TTA)5 15 87697 87711 
potentially 
variable 

PHG9_Scaffold_689 27 p3 (TTA)5 15 100424 100438 
potentially 
variable 

PHG9_Scaffold_689 32 p2 (AT)9 18 108614 108631 
potentially 
variable 

PHG9_Scaffold_689 34 p2 (AT)6 12 118764 118775   

PHG9_Scaffold_689 36 p3 (TAA)5 15 123466 123480 
potentially 
variable 

PHG9_Scaffold_691 3 p2 (AT)7 14 13948 13961 
potentially 
variable 

PHG9_Scaffold_691 4 p2 (TA)7 14 16073 16086 
potentially 
variable 

PHG9_Scaffold_691 6 p2 (AG)6 12 19823 19834   

PHG9_Scaffold_691 8 p3 (AAT)5 15 21623 21637 
potentially 
variable 

PHG9_Scaffold_692 9 p2 (TC)6 12 41029 41040   

PHG9_Scaffold_692 11 p3 (GGC)5 15 47807 47821 
potentially 
variable 

PHG9_Scaffold_693 3 p3 (CAC)5 15 8380 8394 
potentially 
variable 

PHG9_Scaffold_693 12 p3 (GGT)5 15 26935 26949 
potentially 
variable 

PHG9_Scaffold_693 17 p2 (GA)6 12 51542 51553   



PHG9_Scaffold_693 19 p2 (AT)7 14 58651 58664 
potentially 
variable 

PHG9_Scaffold_693 20 p2 (AT)6 12 60571 60582   

PHG9_Scaffold_693 23 p2 (GT)9 18 66480 66497 
potentially 
variable 

PHG9_Scaffold_693 24 p2 (TA)6 12 70196 70207   

PHG9_Scaffold_693 27 p2 (TC)7 14 83741 83754 
potentially 
variable 

PHG9_Scaffold_694 4 p2 (TA)9 18 5800 5817 
potentially 
variable 

PHG9_Scaffold_695 1 p2 (AT)6 12 1212 1223   

PHG9_Scaffold_695 6 p3 (ATT)5 15 29241 29255 
potentially 
variable 

PHG9_Scaffold_695 10 p2 (AT)9 18 58163 58180 
potentially 
variable 

PHG9_Scaffold_695 13 p6 (CTCCAT)6 36 71832 71867 Hypervariable 

PHG9_Scaffold_695 14 p2 (AC)9 18 73073 73090 
potentially 
variable 

PHG9_Scaffold_695 15 p2 (TA)8 16 78546 78561 
potentially 
variable 

PHG9_Scaffold_695 20 p2 (TA)6 12 93080 93091   

PHG9_Scaffold_695 25 p2 (TA)7 14 107118 107131 
potentially 
variable 

PHG9_Scaffold_695 26 p2 (TA)9 18 107403 107420 
potentially 
variable 

PHG9_Scaffold_697 4 p3 (ATC)5 15 10091 10105 
potentially 
variable 

PHG9_Scaffold_697 10 p2 (AT)8 16 49551 49566 
potentially 
variable 

PHG9_Scaffold_700 1 p2 (TA)6 12 2985 2996   



PHG9_Scaffold_700 4 p3 (TTG)5 15 11546 11560 
potentially 
variable 

PHG9_Scaffold_700 6 p3 (TAA)5 15 15447 15461 
potentially 
variable 

PHG9_Scaffold_700 7 p2 (TA)6 12 20937 20948   

PHG9_Scaffold_700 27 p2 (TA)8 16 72923 72938 
potentially 
variable 

PHG9_Scaffold_700 34 p2 (TA)7 14 80470 80483 
potentially 
variable 

PHG9_Scaffold_700 40 p2 (AT)8 16 87416 87431 
potentially 
variable 

PHG9_Scaffold_700 41 p2 (AT)7 14 88637 88650 
potentially 
variable 

PHG9_Scaffold_700 44 p2 (TA)6 12 97216 97227   
PHG9_Scaffold_700 45 p2 (AT)6 12 99439 99450   
PHG9_Scaffold_700 48 p2 (AT)6 12 106686 106697   

PHG9_Scaffold_702 4 p2 (TA)7 14 8047 8060 
potentially 
variable 

PHG9_Scaffold_702 7 p2 (AT)8 16 16000 16015 
potentially 
variable 

PHG9_Scaffold_702 15 p3 (CAT)5 15 42542 42556 
potentially 
variable 

PHG9_Scaffold_703 2 p3 (TTG)5 15 1527 1541 
potentially 
variable 

PHG9_Scaffold_703 4 p2 (GT)6 12 6692 6703   
PHG9_Scaffold_703 10 p2 (AT)6 12 26674 26685   

PHG9_Scaffold_703 18 p2 (AT)7 14 52367 52380 
potentially 
variable 

PHG9_Scaffold_704 7 p2 (TC)9 18 61805 61822 
potentially 
variable 



PHG9_Scaffold_705 13 p3 (ATT)5 15 28825 28839 
potentially 
variable 

PHG9_Scaffold_705 17 p2 (TA)6 12 34697 34708   

PHG9_Scaffold_705 18 p3 (AAT)6 18 37390 37407 
potentially 
variable 

PHG9_Scaffold_705 23 p2 (AT)9 18 43989 44006 
potentially 
variable 

PHG9_Scaffold_705 24 p2 (AT)8 16 46449 46464 
potentially 
variable 

PHG9_Scaffold_705 25 p3 (AAT)5 15 46710 46724 
potentially 
variable 

PHG9_Scaffold_705 26 p2 (AT)7 14 56120 56133 
potentially 
variable 

PHG9_Scaffold_705 27 p2 (AT)6 12 58930 58941   

PHG9_Scaffold_705 30 p3 (AGA)5 15 66236 66250 
potentially 
variable 

PHG9_Scaffold_706 5 p2 (TA)7 14 23421 23434 
potentially 
variable 

PHG9_Scaffold_707 2 p2 (AT)8 16 23411 23426 
potentially 
variable 

PHG9_Scaffold_707 9 p2 (AT)6 12 48279 48290   

PHG9_Scaffold_708 1 p3 (GAT)5 15 36670 36684 
potentially 
variable 

PHG9_Scaffold_709 1 p2 (TA)6 12 3551 3562   

PHG9_Scaffold_709 3 p3 (CAA)5 15 17437 17451 
potentially 
variable 

PHG9_Scaffold_709 7 p2 (AT)6 12 28466 28477   
PHG9_Scaffold_709 9 p2 (TA)6 12 35594 35605   
PHG9_Scaffold_709 14 p2 (TA)6 12 49686 49697   



PHG9_Scaffold_709 20 p3 (TAT)6 18 69377 69394 
potentially 
variable 

PHG9_Scaffold_710 2 p2 (TA)8 16 4818 4833 
potentially 
variable 

PHG9_Scaffold_710 6 p3 (TCA)6 18 10460 10477 
potentially 
variable 

PHG9_Scaffold_710 7 p2 (TA)6 12 11094 11105   

PHG9_Scaffold_710 8 p2 (TA)8 16 11270 11285 
potentially 
variable 

PHG9_Scaffold_710 22 p2 (CT)6 12 53325 53336   

PHG9_Scaffold_711 5 p2 (AT)7 14 16553 16566 
potentially 
variable 

PHG9_Scaffold_712 16 p3 (AGA)5 15 58134 58148 
potentially 
variable 

PHG9_Scaffold_713 10 p3 (ACT)5 15 49673 49687 
potentially 
variable 

PHG9_Scaffold_714 1 p2 (AT)6 12 1541 1552   

PHG9_Scaffold_715 4 p2 (TA)7 14 38233 38246 
potentially 
variable 

PHG9_Scaffold_715 6 p2 (AT)6 12 49742 49753   
PHG9_Scaffold_716 3 p2 (TA)6 12 5093 5104   

PHG9_Scaffold_716 5 p2 (AT)7 14 7562 7575 
potentially 
variable 

PHG9_Scaffold_716 13 p3 (AAT)6 18 28014 28031 
potentially 
variable 

PHG9_Scaffold_716 17 p2 (AT)7 14 33965 33978 
potentially 
variable 

PHG9_Scaffold_716 18 p2 (TA)8 16 56225 56240 
potentially 
variable 

PHG9_Scaffold_716 20 p2 (GT)8 16 65528 65543 potentially 



variable 
PHG9_Scaffold_716 21 p2 (TA)6 12 80504 80515   

PHG9_Scaffold_716 25 p3 (TTA)5 15 91771 91785 
potentially 
variable 

PHG9_Scaffold_716 26 p2 (AT)6 12 96230 96241   

PHG9_Scaffold_717 1 p2 (TA)7 14 14449 14462 
potentially 
variable 

PHG9_Scaffold_717 5 p2 (AT)6 12 20736 20747   

PHG9_Scaffold_717 6 p2 (AT)9 18 22065 22082 
potentially 
variable 

PHG9_Scaffold_718 4 p2 (TA)7 14 5908 5921 
potentially 
variable 

PHG9_Scaffold_718 11 p3 (AGA)5 15 25092 25106 
potentially 
variable 

PHG9_Scaffold_719 17 p3 (GAT)6 18 64047 64064 
potentially 
variable 

PHG9_Scaffold_721 3 p2 (AT)9 18 41358 41375 
potentially 
variable 

PHG9_Scaffold_722 1 p2 (TA)6 12 105901 105912   

PHG9_Scaffold_723 3 p3 (CGC)5 15 5311 5325 
potentially 
variable 

PHG9_Scaffold_724 3 p2 (TG)7 14 13649 13662 
potentially 
variable 

PHG9_Scaffold_724 8 p3 (TTA)5 15 32929 32943 
potentially 
variable 

PHG9_Scaffold_724 13 p3 (ATA)5 15 40026 40040 
potentially 
variable 

PHG9_Scaffold_724 14 p2 (AT)8 16 41073 41088 
potentially 
variable 

PHG9_Scaffold_724 15 p2 (TA)6 12 41607 41618   



PHG9_Scaffold_729 6 p2 (CT)9 18 60832 60849 
potentially 
variable 

PHG9_Scaffold_729 9 p3 (TTA)5 15 69476 69490 
potentially 
variable 

PHG9_Scaffold_730 7 p3 (AAT)5 15 11867 11881 
potentially 
variable 

PHG9_Scaffold_730 11 p2 (GT)6 12 29114 29125   

PHG9_Scaffold_730 18 p2 (TA)7 14 46659 46672 
potentially 
variable 

PHG9_Scaffold_730 20 p3 (ATG)6 18 47678 47695 
potentially 
variable 

PHG9_Scaffold_730 22 p2 (AT)7 14 59669 59682 
potentially 
variable 

PHG9_Scaffold_730 28 p2 (TA)7 14 84754 84767 
potentially 
variable 

PHG9_Scaffold_730 29 p2 (AT)8 16 89409 89424 
potentially 
variable 

PHG9_Scaffold_730 34 p3 (AAT)5 15 95665 95679 
potentially 
variable 

PHG9_Scaffold_730 37 p2 (AT)8 16 116152 116167 
potentially 
variable 

PHG9_Scaffold_730 38 p3 (TAT)5 15 124153 124167 
potentially 
variable 

PHG9_Scaffold_730 47 p2 (AG)6 12 178583 178594   
PHG9_Scaffold_730 49 p2 (TA)6 12 182643 182654   

PHG9_Scaffold_731 5 p2 (AT)8 16 23304 23319 
potentially 
variable 

PHG9_Scaffold_731 7 p2 (TA)6 12 43858 43869   

PHG9_Scaffold_731 12 p3 (ATA)5 15 72184 72198 
potentially 
variable 



PHG9_Scaffold_732 6 p3 (AAT)6 18 16949 16966 
potentially 
variable 

PHG9_Scaffold_733 2 p3 (TAA)5 15 51862 51876 
potentially 
variable 

PHG9_Scaffold_734 6 p2 (TA)6 12 15059 15070   
PHG9_Scaffold_735 2 p2 (TA)6 12 960 971   

PHG9_Scaffold_735 4 p2 (AG)7 14 21442 21455 
potentially 
variable 

PHG9_Scaffold_735 8 p2 (AG)6 12 33580 33591   

PHG9_Scaffold_735 16 p2 (TA)7 14 52239 52252 
potentially 
variable 

PHG9_Scaffold_735 17 p2 (AG)6 12 52912 52923   

PHG9_Scaffold_735 19 p3 (ACA)5 15 57649 57663 
potentially 
variable 

PHG9_Scaffold_735 21 p2 (AG)8 16 63350 63365 
potentially 
variable 

PHG9_Scaffold_735 26 p2 (TA)6 12 70911 70922   
PHG9_Scaffold_735 28 p2 (TA)6 12 72971 72982   

PHG9_Scaffold_736 3 p3 (TAA)5 15 11765 11779 
potentially 
variable 

PHG9_Scaffold_736 4 p2 (TC)7 14 13181 13194 
potentially 
variable 

PHG9_Scaffold_736 8 p3 (TTC)5 15 19438 19452 
potentially 
variable 

PHG9_Scaffold_736 9 p2 (AT)9 18 20928 20945 
potentially 
variable 

PHG9_Scaffold_736 15 p2 (AT)7 14 43783 43796 
potentially 
variable 

PHG9_Scaffold_736 17 p3 (TAT)5 15 47480 47494 
potentially 
variable 



PHG9_Scaffold_736 21 p3 (GAT)5 15 59363 59377 
potentially 
variable 

PHG9_Scaffold_736 32 p2 (AG)8 16 88820 88835 
potentially 
variable 

PHG9_Scaffold_736 43 p2 (TA)6 12 107773 107784   
PHG9_Scaffold_736 60 p2 (AT)6 12 166887 166898   

PHG9_Scaffold_736 64 p2 (TA)7 14 173922 173935 
potentially 
variable 

PHG9_Scaffold_736 69 p2 (TA)6 12 183780 183791   

PHG9_Scaffold_736 70 p3 (ATT)5 15 184703 184717 
potentially 
variable 

PHG9_Scaffold_736 73 p3 (TTA)5 15 195243 195257 
potentially 
variable 

PHG9_Scaffold_736 105 p3 (ATT)5 15 307942 307956 
potentially 
variable 

PHG9_Scaffold_736 111 p2 (TA)8 16 317634 317649 
potentially 
variable 

PHG9_Scaffold_736 119 p2 (TA)6 12 335546 335557   

PHG9_Scaffold_738 1 p2 (AG)9 18 9487 9504 
potentially 
variable 

PHG9_Scaffold_738 2 p2 (AT)8 16 9975 9990 
potentially 
variable 

PHG9_Scaffold_738 4 p2 (TA)9 18 11101 11118 
potentially 
variable 

PHG9_Scaffold_738 7 p2 (TA)7 14 31365 31378 
potentially 
variable 

PHG9_Scaffold_738 8 p2 (AT)6 12 32303 32314   

PHG9_Scaffold_739 1 p3 (TTA)5 15 652 666 
potentially 
variable 

PHG9_Scaffold_739 2 p2 (TG)6 12 8515 8526   



PHG9_Scaffold_739 8 p2 (TA)6 12 17921 17932   

PHG9_Scaffold_739 15 p2 (TA)7 14 38124 38137 
potentially 
variable 

PHG9_Scaffold_739 16 p2 (TA)7 14 38938 38951 
potentially 
variable 

PHG9_Scaffold_739 18 p2 (AT)9 18 39367 39384 
potentially 
variable 

PHG9_Scaffold_739 22 p2 (CT)8 16 42169 42184 
potentially 
variable 

PHG9_Scaffold_741 2 p3 (TTG)5 15 3933 3947 
potentially 
variable 

PHG9_Scaffold_741 6 p2 (AT)6 12 14152 14163   
PHG9_Scaffold_741 8 p2 (TA)6 12 15542 15553   

PHG9_Scaffold_741 12 p2 (TA)7 14 29094 29107 
potentially 
variable 

PHG9_Scaffold_741 16 p2 (GT)6 12 39294 39305   

PHG9_Scaffold_741 22 p3 (AAT)6 18 60142 60159 
potentially 
variable 

PHG9_Scaffold_741 23 p2 (AG)7 14 60860 60873 
potentially 
variable 

PHG9_Scaffold_741 31 p2 (TA)6 12 105610 105621   

PHG9_Scaffold_748 8 p2 (TC)9 18 29105 29122 
potentially 
variable 

PHG9_Scaffold_749 11 p2 (TA)7 14 48721 48734 
potentially 
variable 

PHG9_Scaffold_749 12 p2 (TC)7 14 49723 49736 
potentially 
variable 

PHG9_Scaffold_749 14 p2 (TA)7 14 56601 56614 
potentially 
variable 

PHG9_Scaffold_749 17 p3 (AAT)5 15 61487 61501 potentially 



variable 

PHG9_Scaffold_750 2 p2 (TA)7 14 3092 3105 
potentially 
variable 

PHG9_Scaffold_750 15 p2 (AT)7 14 28096 28109 
potentially 
variable 

PHG9_Scaffold_750 22 p2 (AT)6 12 58163 58174   

PHG9_Scaffold_750 24 p3 (AAT)5 15 61920 61934 
potentially 
variable 

PHG9_Scaffold_751 7 p2 (AT)6 12 38026 38037   
PHG9_Scaffold_752 7 p2 (TA)6 12 56161 56172   
PHG9_Scaffold_753 2 p2 (AT)6 12 12300 12311   

PHG9_Scaffold_753 4 p2 (TC)9 18 53337 53354 
potentially 
variable 

PHG9_Scaffold_754 3 p3 (TAT)5 15 10175 10189 
potentially 
variable 

PHG9_Scaffold_754 7 p3 (TAA)5 15 31381 31395 
potentially 
variable 

PHG9_Scaffold_754 21 p3 (TTA)5 15 65046 65060 
potentially 
variable 

PHG9_Scaffold_754 23 p2 (AT)6 12 69040 69051   
PHG9_Scaffold_754 26 p2 (TA)6 12 76103 76114   

PHG9_Scaffold_754 28 p3 (TGG)6 18 88021 88038 
potentially 
variable 

PHG9_Scaffold_755 23 p3 (TTC)5 15 70684 70698 
potentially 
variable 

PHG9_Scaffold_756 1 p2 (AT)7 14 302 315 
potentially 
variable 

PHG9_Scaffold_756 9 p2 (TA)6 12 65391 65402   
PHG9_Scaffold_756 19 p2 (TA)8 16 116750 116765 potentially 



variable 

PHG9_Scaffold_756 26 p2 (AT)9 18 134792 134809 
potentially 
variable 

PHG9_Scaffold_756 33 p2 (GA)7 14 146076 146089 
potentially 
variable 

PHG9_Scaffold_756 45 p2 (TC)7 14 176090 176103 
potentially 
variable 

PHG9_Scaffold_756 46 p3 (CAA)5 15 177724 177738 
potentially 
variable 

PHG9_Scaffold_757 1 p3 (ATA)6 18 1994 2011 
potentially 
variable 

PHG9_Scaffold_757 7 p2 (AT)6 12 20943 20954   

PHG9_Scaffold_757 8 p2 (TA)7 14 27237 27250 
potentially 
variable 

PHG9_Scaffold_757 9 p3 (CCT)5 15 29971 29985 
potentially 
variable 

PHG9_Scaffold_757 13 p3 (AAT)6 18 33917 33934 
potentially 
variable 

PHG9_Scaffold_757 15 p3 (TCA)5 15 36517 36531 
potentially 
variable 

PHG9_Scaffold_757 19 p2 (TA)6 12 58955 58966   

PHG9_Scaffold_758 1 p2 (CT)8 16 2226 2241 
potentially 
variable 

PHG9_Scaffold_758 3 p2 (TA)6 12 7036 7047   

PHG9_Scaffold_758 7 p3 (TCT)5 15 40067 40081 
potentially 
variable 

PHG9_Scaffold_758 9 p2 (CT)6 12 49007 49018   
PHG9_Scaffold_758 10 p2 (TG)6 12 57635 57646   
PHG9_Scaffold_758 11 p2 (GT)6 12 57910 57921   



PHG9_Scaffold_758 12 p3 (TTA)5 15 60083 60097 
potentially 
variable 

PHG9_Scaffold_758 19 p3 (GAA)5 15 78041 78055 
potentially 
variable 

PHG9_Scaffold_759 17 p2 (AT)8 16 69232 69247 
potentially 
variable 

PHG9_Scaffold_759 21 p2 (AT)7 14 81456 81469 
potentially 
variable 

PHG9_Scaffold_759 33 p2 (TA)9 18 121006 121023 
potentially 
variable 

PHG9_Scaffold_759 39 p3 (AAT)5 15 131753 131767 
potentially 
variable 

PHG9_Scaffold_759 42 p3 (CAG)5 15 135331 135345 
potentially 
variable 

PHG9_Scaffold_759 43 p2 (CT)7 14 139553 139566 
potentially 
variable 

PHG9_Scaffold_759 46 p2 (CA)6 12 143484 143495   

PHG9_Scaffold_759 49 p3 (AAT)6 18 165838 165855 
potentially 
variable 

PHG9_Scaffold_761 12 p2 (AT)9 18 17751 17768 
potentially 
variable 

PHG9_Scaffold_762 12 p2 (AT)8 16 55048 55063 
potentially 
variable 

PHG9_Scaffold_763 1 p2 (TA)6 12 4079 4090   

PHG9_Scaffold_763 2 p3 (TTC)5 15 16900 16914 
potentially 
variable 

PHG9_Scaffold_763 3 p3 (GCA)6 18 36764 36781 
potentially 
variable 

PHG9_Scaffold_764 1 p2 (TA)7 14 2257 2270 
potentially 
variable 



PHG9_Scaffold_764 3 p3 (GTA)5 15 5432 5446 
potentially 
variable 

PHG9_Scaffold_764 7 p3 (TCA)6 18 15207 15224 
potentially 
variable 

PHG9_Scaffold_765 12 p2 (AT)6 12 50190 50201   
PHG9_Scaffold_765 20 p2 (AT)6 12 103241 103252   

PHG9_Scaffold_766 2 p2 (TG)7 14 6870 6883 
potentially 
variable 

PHG9_Scaffold_766 6 p2 (GT)7 14 24317 24330 
potentially 
variable 

PHG9_Scaffold_766 7 p2 (TA)7 14 25781 25794 
potentially 
variable 

PHG9_Scaffold_767 3 p2 (TG)6 12 1442 1453   

PHG9_Scaffold_767 15 p2 (AT)9 18 42857 42874 
potentially 
variable 

PHG9_Scaffold_767 19 p3 (CAA)5 15 54410 54424 
potentially 
variable 

PHG9_Scaffold_767 25 p2 (AT)8 16 72118 72133 
potentially 
variable 

PHG9_Scaffold_767 27 p2 (AT)6 12 81895 81906   

PHG9_Scaffold_767 30 p3 (AAG)5 15 91374 91388 
potentially 
variable 

PHG9_Scaffold_769 2 p3 (TTA)5 15 11933 11947 
potentially 
variable 

PHG9_Scaffold_770 3 p3 (AAT)6 18 11387 11404 
potentially 
variable 

PHG9_Scaffold_770 9 p2 (TA)6 12 53559 53570   

PHG9_Scaffold_770 12 p2 (TA)9 18 92662 92679 
potentially 
variable 

PHG9_Scaffold_770 14 p2 (TA)8 16 113728 113743 potentially 



variable 

PHG9_Scaffold_770 15 p2 (AT)7 14 124369 124382 
potentially 
variable 

PHG9_Scaffold_773 6 p2 (AT)8 16 13502 13517 
potentially 
variable 

PHG9_Scaffold_773 17 p2 (TC)7 14 23308 23321 
potentially 
variable 

PHG9_Scaffold_773 21 p2 (AT)8 16 36113 36128 
potentially 
variable 

PHG9_Scaffold_774 3 p2 (TA)9 18 8991 9008 
potentially 
variable 

PHG9_Scaffold_774 4 p2 (TA)7 14 10163 10176 
potentially 
variable 

PHG9_Scaffold_774 10 p2 (AT)6 12 16030 16041   

PHG9_Scaffold_774 15 p3 (CAC)5 15 22776 22790 
potentially 
variable 

PHG9_Scaffold_775 1 p3 (AAT)5 15 1066 1080 
potentially 
variable 

PHG9_Scaffold_775 2 p2 (AG)6 12 18455 18466   
PHG9_Scaffold_775 3 p2 (CA)6 12 23031 23042   

PHG9_Scaffold_775 9 p2 (TA)7 14 49393 49406 
potentially 
variable 

PHG9_Scaffold_775 11 p2 (TA)7 14 53683 53696 
potentially 
variable 

PHG9_Scaffold_775 13 p3 (ATA)5 15 58025 58039 
potentially 
variable 

PHG9_Scaffold_775 15 p2 (AG)6 12 60499 60510   

PHG9_Scaffold_775 22 p3 (TTG)5 15 71882 71896 
potentially 
variable 

PHG9_Scaffold_775 23 p2 (TG)8 16 74308 74323 potentially 



variable 

PHG9_Scaffold_775 30 p2 (TA)9 18 119397 119414 
potentially 
variable 

PHG9_Scaffold_775 33 p3 (AAT)6 18 131823 131840 
potentially 
variable 

PHG9_Scaffold_775 39 p3 (ACA)6 18 143055 143072 
potentially 
variable 

PHG9_Scaffold_776 10 p2 (AT)6 12 50121 50132   

PHG9_Scaffold_776 14 p2 (TA)7 14 58899 58912 
potentially 
variable 

PHG9_Scaffold_776 17 p3 (ATC)6 18 65979 65996 
potentially 
variable 

PHG9_Scaffold_776 26 p2 (CT)7 14 87325 87338 
potentially 
variable 

PHG9_Scaffold_776 27 p2 (AT)6 12 89472 89483   

PHG9_Scaffold_776 32 p2 (AC)7 14 96814 96827 
potentially 
variable 

PHG9_Scaffold_779 2 p2 (TA)8 16 14564 14579 
potentially 
variable 

PHG9_Scaffold_779 3 p2 (TA)8 16 25111 25126 
potentially 
variable 

PHG9_Scaffold_780 17 p2 (AT)7 14 95678 95691 
potentially 
variable 

PHG9_Scaffold_780 21 p2 (TA)8 16 102837 102852 
potentially 
variable 

PHG9_Scaffold_780 26 p3 (TAT)5 15 109946 109960 
potentially 
variable 

PHG9_Scaffold_780 32 p3 (TCC)5 15 134160 134174 
potentially 
variable 

PHG9_Scaffold_780 37 p2 (TA)9 18 138807 138824 potentially 



variable 
PHG9_Scaffold_781 3 p2 (AT)6 12 4338 4349   

PHG9_Scaffold_784 5 p2 (AT)8 16 6083 6098 
potentially 
variable 

PHG9_Scaffold_784 6 p2 (TA)6 12 6751 6762   

PHG9_Scaffold_784 10 p3 (ACA)5 15 10152 10166 
potentially 
variable 

PHG9_Scaffold_784 14 p2 (TA)9 18 26600 26617 
potentially 
variable 

PHG9_Scaffold_784 23 p2 (AT)9 18 50314 50331 
potentially 
variable 

PHG9_Scaffold_784 25 p3 (ACC)5 15 52923 52937 
potentially 
variable 

PHG9_Scaffold_784 37 p3 (TTG)5 15 72691 72705 
potentially 
variable 

PHG9_Scaffold_786 10 p2 (TA)8 16 55369 55384 
potentially 
variable 

PHG9_Scaffold_786 11 p2 (AT)6 12 56274 56285   

PHG9_Scaffold_786 15 p2 (GA)8 16 68949 68964 
potentially 
variable 

PHG9_Scaffold_788 1 p3 (AGA)5 15 6343 6357 
potentially 
variable 

PHG9_Scaffold_788 5 p2 (TA)6 12 8167 8178   
PHG9_Scaffold_788 8 p2 (TA)6 12 14523 14534   
PHG9_Scaffold_789 1 p2 (TA)6 12 1209 1220   
PHG9_Scaffold_789 5 p2 (AT)6 12 21676 21687   

PHG9_Scaffold_789 8 p2 (AT)7 14 41172 41185 
potentially 
variable 

PHG9_Scaffold_789 11 p2 (AT)6 12 55699 55710   



PHG9_Scaffold_791 6 p2 (AT)8 16 11939 11954 
potentially 
variable 

PHG9_Scaffold_791 9 p3 (CAA)5 15 21529 21543 
potentially 
variable 

PHG9_Scaffold_791 10 p2 (CT)8 16 22456 22471 
potentially 
variable 

PHG9_Scaffold_791 23 p3 (TAT)5 15 74943 74957 
potentially 
variable 

PHG9_Scaffold_791 26 p3 (TAG)5 15 84419 84433 
potentially 
variable 

PHG9_Scaffold_791 28 p2 (TA)7 14 85411 85424 
potentially 
variable 

PHG9_Scaffold_791 34 p2 (AT)9 18 114042 114059 
potentially 
variable 

PHG9_Scaffold_791 36 p3 (GAA)6 18 118469 118486 
potentially 
variable 

PHG9_Scaffold_791 37 p2 (TA)7 14 121815 121828 
potentially 
variable 

PHG9_Scaffold_791 38 p2 (AT)6 12 128682 128693   

PHG9_Scaffold_792 2 p2 (AT)8 16 9412 9427 
potentially 
variable 

PHG9_Scaffold_793 14 p3 (ATA)5 15 30460 30474 
potentially 
variable 

PHG9_Scaffold_793 24 p2 (AT)6 12 50925 50936   
PHG9_Scaffold_793 25 p2 (AT)6 12 51455 51466   

PHG9_Scaffold_795 3 p3 (ATT)6 18 3878 3895 
potentially 
variable 

PHG9_Scaffold_798 1 p3 (ACA)5 15 3246 3260 
potentially 
variable 

PHG9_Scaffold_798 4 p2 (AT)6 12 12417 12428   



PHG9_Scaffold_798 11 p2 (TC)6 12 31933 31944   

PHG9_Scaffold_798 12 p3 (CTC)5 15 34614 34628 
potentially 
variable 

PHG9_Scaffold_798 15 p3 (TAA)5 15 44324 44338 
potentially 
variable 

PHG9_Scaffold_798 16 p3 (TCA)6 18 46201 46218 
potentially 
variable 

PHG9_Scaffold_798 17 p3 (AAC)5 15 46552 46566 
potentially 
variable 

PHG9_Scaffold_798 22 p2 (GA)9 18 52916 52933 
potentially 
variable 

PHG9_Scaffold_798 29 p2 (AT)7 14 71376 71389 
potentially 
variable 

PHG9_Scaffold_798 30 p2 (TA)6 12 72839 72850   
PHG9_Scaffold_798 37 p2 (CT)6 12 102199 102210   
PHG9_Scaffold_798 42 p2 (GA)6 12 124917 124928   

PHG9_Scaffold_798 43 p3 (AGA)6 18 125164 125181 
potentially 
variable 

PHG9_Scaffold_804 2 p2 (AT)7 14 27123 27136 
potentially 
variable 

PHG9_Scaffold_804 4 p2 (AT)6 12 30245 30256   
PHG9_Scaffold_804 16 p2 (AT)6 12 65689 65700   
PHG9_Scaffold_804 23 p2 (GA)6 12 80370 80381   

PHG9_Scaffold_805 9 p3 (ATT)5 15 29825 29839 
potentially 
variable 

PHG9_Scaffold_805 16 p2 (CT)6 12 47559 47570   
PHG9_Scaffold_805 19 p2 (AT)6 12 50513 50524   
PHG9_Scaffold_806 4 p2 (TA)6 12 10069 10080   
PHG9_Scaffold_806 12 p3 (AGA)5 15 38698 38712 potentially 



variable 

PHG9_Scaffold_806 16 p2 (TA)7 14 45819 45832 
potentially 
variable 

PHG9_Scaffold_806 17 p3 (TAA)6 18 50181 50198 
potentially 
variable 

PHG9_Scaffold_806 19 p3 (CAA)5 15 55410 55424 
potentially 
variable 

PHG9_Scaffold_806 21 p3 (CTT)5 15 70329 70343 
potentially 
variable 

PHG9_Scaffold_806 24 p2 (TA)6 12 80626 80637   

PHG9_Scaffold_807 3 p3 (ATT)5 15 15378 15392 
potentially 
variable 

PHG9_Scaffold_807 8 p2 (CT)9 18 27189 27206 
potentially 
variable 

PHG9_Scaffold_807 18 p2 (GT)6 12 45509 45520   

PHG9_Scaffold_808 6 p2 (TA)7 14 20241 20254 
potentially 
variable 

PHG9_Scaffold_808 10 p2 (TA)7 14 25983 25996 
potentially 
variable 

PHG9_Scaffold_808 18 p3 (ATA)6 18 42240 42257 
potentially 
variable 

PHG9_Scaffold_808 21 p2 (TA)6 12 54459 54470   
PHG9_Scaffold_810 4 p2 (TC)6 12 12058 12069   

PHG9_Scaffold_811 6 p2 (TA)9 18 25723 25740 
potentially 
variable 

PHG9_Scaffold_811 11 p2 (AT)9 18 44520 44537 
potentially 
variable 

PHG9_Scaffold_813 5 p3 (AAT)5 15 15072 15086 
potentially 
variable 

PHG9_Scaffold_813 6 p3 (TAT)5 15 16567 16581 potentially 



variable 

PHG9_Scaffold_813 12 p3 (ATT)5 15 29197 29211 
potentially 
variable 

PHG9_Scaffold_813 16 p2 (AT)9 18 45065 45082 
potentially 
variable 

PHG9_Scaffold_813 18 p2 (AT)9 18 55955 55972 
potentially 
variable 

PHG9_Scaffold_813 22 p2 (AT)7 14 68379 68392 
potentially 
variable 

PHG9_Scaffold_813 23 p2 (CT)7 14 68827 68840 
potentially 
variable 

PHG9_Scaffold_813 24 p3 (TTA)5 15 78896 78910 
potentially 
variable 

PHG9_Scaffold_816 5 p2 (CT)6 12 9005 9016   

PHG9_Scaffold_816 10 p2 (AG)8 16 22154 22169 
potentially 
variable 

PHG9_Scaffold_816 18 p3 (CTT)6 18 36289 36306 
potentially 
variable 

PHG9_Scaffold_816 21 p3 (CTT)6 18 39356 39373 
potentially 
variable 

PHG9_Scaffold_816 23 p2 (AT)7 14 40497 40510 
potentially 
variable 

PHG9_Scaffold_816 30 p3 (GCT)5 15 67778 67792 
potentially 
variable 

PHG9_Scaffold_817 6 p2 (TA)7 14 14909 14922 
potentially 
variable 

PHG9_Scaffold_818 10 p2 (TA)6 12 20989 21000   

PHG9_Scaffold_818 19 p2 (TA)8 16 50387 50402 
potentially 
variable 

PHG9_Scaffold_818 21 p2 (AT)7 14 51477 51490 potentially 



variable 

PHG9_Scaffold_819 2 p2 (TA)7 14 36699 36712 
potentially 
variable 

PHG9_Scaffold_820 14 p2 (AT)7 14 58960 58973 
potentially 
variable 

PHG9_Scaffold_820 21 p2 (AG)8 16 100367 100382 
potentially 
variable 

PHG9_Scaffold_821 4 p2 (AT)9 18 22003 22020 
potentially 
variable 

PHG9_Scaffold_821 18 p2 (AT)9 18 78085 78102 
potentially 
variable 

PHG9_Scaffold_822 8 p2 (AT)7 14 28276 28289 
potentially 
variable 

PHG9_Scaffold_824 2 p2 (AT)8 16 16120 16135 
potentially 
variable 

PHG9_Scaffold_824 5 p2 (TA)6 12 26276 26287   

PHG9_Scaffold_824 8 p2 (TA)9 18 33450 33467 
potentially 
variable 

PHG9_Scaffold_824 9 p2 (AT)6 12 34300 34311   

PHG9_Scaffold_825 7 p2 (TA)8 16 27791 27806 
potentially 
variable 

PHG9_Scaffold_828 7 p2 (AT)6 12 58885 58896   
PHG9_Scaffold_829 6 p2 (GA)6 12 11331 11342   
PHG9_Scaffold_829 11 p2 (TA)6 12 22115 22126   

PHG9_Scaffold_830 2 p2 (AT)7 14 10414 10427 
potentially 
variable 

PHG9_Scaffold_831 1 p3 (AAC)5 15 1276 1290 
potentially 
variable 

PHG9_Scaffold_832 8 p2 (AT)7 14 30380 30393 
potentially 
variable 



PHG9_Scaffold_832 9 p2 (TA)7 14 30620 30633 
potentially 
variable 

PHG9_Scaffold_832 10 p2 (AT)7 14 33729 33742 
potentially 
variable 

PHG9_Scaffold_832 15 p2 (TA)6 12 51251 51262   

PHG9_Scaffold_832 19 p2 (AT)7 14 64959 64972 
potentially 
variable 

PHG9_Scaffold_832 21 p2 (GT)9 18 68126 68143 
potentially 
variable 

PHG9_Scaffold_832 23 p3 (TCT)6 18 71156 71173 
potentially 
variable 

PHG9_Scaffold_832 25 p2 (CT)7 14 80464 80477 
potentially 
variable 

PHG9_Scaffold_832 27 p3 (TTA)5 15 82832 82846 
potentially 
variable 

PHG9_Scaffold_832 32 p2 (AG)6 12 91555 91566   

PHG9_Scaffold_832 36 p3 (CAC)6 18 98436 98453 
potentially 
variable 

PHG9_Scaffold_832 55 p3 (GTT)5 15 197288 197302 
potentially 
variable 

PHG9_Scaffold_832 65 p2 (TA)6 12 243794 243805   
PHG9_Scaffold_832 69 p2 (AC)6 12 261482 261493   

PHG9_Scaffold_832 70 p3 (TTA)5 15 266646 266660 
potentially 
variable 

PHG9_Scaffold_832 81 p2 (GA)6 12 286561 286572   

PHG9_Scaffold_832 83 p3 (CTT)5 15 291531 291545 
potentially 
variable 

PHG9_Scaffold_832 84 p3 (AAT)5 15 291666 291680 
potentially 
variable 

PHG9_Scaffold_832 91 p2 (TA)6 12 312218 312229   



PHG9_Scaffold_832 93 p3 (TTC)5 15 320595 320609 
potentially 
variable 

PHG9_Scaffold_832 94 p2 (TG)6 12 321649 321660   
PHG9_Scaffold_832 96 p2 (TA)6 12 322534 322545   
PHG9_Scaffold_832 108 p2 (CT)6 12 370171 370182   

PHG9_Scaffold_832 117 p2 (AG)7 14 381626 381639 
potentially 
variable 

PHG9_Scaffold_832 124 p2 (TA)7 14 393464 393477 
potentially 
variable 

PHG9_Scaffold_832 125 p2 (AG)6 12 394159 394170   

PHG9_Scaffold_833 1 p3 (AAT)5 15 3312 3326 
potentially 
variable 

PHG9_Scaffold_833 2 p2 (AG)6 12 3570 3581   

PHG9_Scaffold_833 4 p3 (ATA)6 18 8083 8100 
potentially 
variable 

PHG9_Scaffold_833 5 p2 (AT)9 18 12897 12914 
potentially 
variable 

PHG9_Scaffold_833 7 p3 (TAT)5 15 17238 17252 
potentially 
variable 

PHG9_Scaffold_834 4 p3 (AAT)5 15 6470 6484 
potentially 
variable 

PHG9_Scaffold_834 12 p2 (TC)9 18 48121 48138 
potentially 
variable 

PHG9_Scaffold_834 14 p2 (TA)6 12 59767 59778   

PHG9_Scaffold_834 16 p2 (TA)7 14 69961 69974 
potentially 
variable 

PHG9_Scaffold_834 18 p2 (AC)6 12 73622 73633   

PHG9_Scaffold_834 23 p2 (AG)7 14 89671 89684 
potentially 
variable 



PHG9_Scaffold_834 25 p2 (TA)7 14 99924 99937 
potentially 
variable 

PHG9_Scaffold_834 47 p2 (AT)6 12 196838 196849   

PHG9_Scaffold_834 53 p2 (TG)7 14 214082 214095 
potentially 
variable 

PHG9_Scaffold_834 54 p2 (CA)6 12 216062 216073   
PHG9_Scaffold_834 56 p2 (TA)6 12 229031 229042   

PHG9_Scaffold_834 68 p3 (TTA)5 15 272143 272157 
potentially 
variable 

PHG9_Scaffold_834 75 p2 (TA)8 16 316341 316356 
potentially 
variable 

PHG9_Scaffold_834 77 p2 (AT)6 12 321923 321934   

PHG9_Scaffold_834 85 p2 (AT)8 16 365714 365729 
potentially 
variable 

PHG9_Scaffold_834 88 p2 (AT)6 12 393082 393093   
PHG9_Scaffold_834 92 p2 (AC)6 12 403569 403580   

PHG9_Scaffold_834 97 p2 (AT)9 18 411603 411620 
potentially 
variable 

PHG9_Scaffold_834 98 p3 (ATA)5 15 412433 412447 
potentially 
variable 

PHG9_Scaffold_834 99 p2 (TC)7 14 412827 412840 
potentially 
variable 

PHG9_Scaffold_834 110 p3 (ATT)5 15 443582 443596 
potentially 
variable 

PHG9_Scaffold_834 112 p2 (TC)7 14 444950 444963 
potentially 
variable 

PHG9_Scaffold_834 113 p3 (TTA)5 15 445823 445837 
potentially 
variable 

PHG9_Scaffold_836 2 p3 (ATG)5 15 6568 6582 
potentially 
variable 



PHG9_Scaffold_837 3 p2 (AT)8 16 14683 14698 
potentially 
variable 

PHG9_Scaffold_837 14 p2 (AT)8 16 44987 45002 
potentially 
variable 

PHG9_Scaffold_838 8 p2 (AT)9 18 32226 32243 
potentially 
variable 

PHG9_Scaffold_840 3 p2 (TA)8 16 4608 4623 
potentially 
variable 

PHG9_Scaffold_840 9 p3 (GGA)5 15 22530 22544 
potentially 
variable 

PHG9_Scaffold_840 11 p2 (AT)6 12 23818 23829   

PHG9_Scaffold_840 25 p3 (TCT)5 15 61593 61607 
potentially 
variable 

PHG9_Scaffold_840 41 p3 (ATA)5 15 122211 122225 
potentially 
variable 

PHG9_Scaffold_842 4 p2 (TA)8 16 10567 10582 
potentially 
variable 

PHG9_Scaffold_842 5 p2 (AT)7 14 13042 13055 
potentially 
variable 

PHG9_Scaffold_842 8 p2 (TG)6 12 21094 21105   

PHG9_Scaffold_842 9 p3 (ATA)5 15 22971 22985 
potentially 
variable 

PHG9_Scaffold_842 11 p3 (GGA)5 15 24866 24880 
potentially 
variable 

PHG9_Scaffold_842 14 p2 (AT)8 16 29960 29975 
potentially 
variable 

PHG9_Scaffold_842 16 p2 (AT)6 12 33796 33807   

PHG9_Scaffold_842 17 p3 (TGG)5 15 38040 38054 
potentially 
variable 

PHG9_Scaffold_842 20 p2 (TA)7 14 41491 41504 potentially 



variable 

PHG9_Scaffold_843 11 p2 (CT)7 14 31129 31142 
potentially 
variable 

PHG9_Scaffold_843 15 p2 (AT)6 12 44714 44725   

PHG9_Scaffold_846 2 p2 (TA)8 16 1270 1285 
potentially 
variable 

PHG9_Scaffold_846 3 p2 (TA)6 12 20183 20194   

PHG9_Scaffold_846 4 p3 (TGC)5 15 22582 22596 
potentially 
variable 

PHG9_Scaffold_846 6 p2 (TA)6 12 26832 26843   

PHG9_Scaffold_846 13 p2 (CA)7 14 39900 39913 
potentially 
variable 

PHG9_Scaffold_847 4 p2 (AT)9 18 20304 20321 
potentially 
variable 

PHG9_Scaffold_847 6 p2 (TA)8 16 29567 29582 
potentially 
variable 

PHG9_Scaffold_848 3 p2 (AT)6 12 18838 18849   

PHG9_Scaffold_848 9 p2 (TA)9 18 35397 35414 
potentially 
variable 

PHG9_Scaffold_849 10 p2 (TA)7 14 26513 26526 
potentially 
variable 

PHG9_Scaffold_849 11 p3 (ATT)5 15 26699 26713 
potentially 
variable 

PHG9_Scaffold_849 23 p2 (TC)8 16 69586 69601 
potentially 
variable 

PHG9_Scaffold_850 1 p2 (TA)7 14 7515 7528 
potentially 
variable 

PHG9_Scaffold_850 10 p2 (AT)7 14 26605 26618 
potentially 
variable 

PHG9_Scaffold_850 15 p2 (AT)6 12 46610 46621   



PHG9_Scaffold_850 27 p2 (AT)8 16 77942 77957 
potentially 
variable 

PHG9_Scaffold_850 49 p2 (TA)7 14 150202 150215 
potentially 
variable 

PHG9_Scaffold_850 51 p3 (TAA)6 18 151245 151262 
potentially 
variable 

PHG9_Scaffold_850 57 p3 (GAA)5 15 173165 173179 
potentially 
variable 

PHG9_Scaffold_850 59 p3 (TAA)5 15 176085 176099 
potentially 
variable 

PHG9_Scaffold_850 64 p2 (TA)7 14 186618 186631 
potentially 
variable 

PHG9_Scaffold_850 75 p3 (TGA)5 15 217961 217975 
potentially 
variable 

PHG9_Scaffold_850 77 p2 (CT)7 14 221036 221049 
potentially 
variable 

PHG9_Scaffold_850 81 p3 (TCA)5 15 231823 231837 
potentially 
variable 

PHG9_Scaffold_850 89 p2 (AT)6 12 250699 250710   

PHG9_Scaffold_850 90 p3 (TAA)5 15 254028 254042 
potentially 
variable 

PHG9_Scaffold_850 93 p3 (TTA)5 15 258626 258640 
potentially 
variable 

PHG9_Scaffold_850 94 p2 (CT)9 18 259159 259176 
potentially 
variable 

PHG9_Scaffold_850 96 p2 (CT)7 14 267939 267952 
potentially 
variable 

PHG9_Scaffold_850 113 p2 (AT)6 12 312748 312759   

PHG9_Scaffold_850 118 p2 (AT)7 14 325561 325574 
potentially 
variable 



PHG9_Scaffold_850 124 p2 (CT)6 12 347736 347747   
PHG9_Scaffold_850 131 p2 (GA)6 12 367147 367158   

PHG9_Scaffold_850 143 p3 (TTA)5 15 441065 441079 
potentially 
variable 

PHG9_Scaffold_850 147 p2 (AT)7 14 446112 446125 
potentially 
variable 

PHG9_Scaffold_852 2 p2 (TA)8 16 12286 12301 
potentially 
variable 

PHG9_Scaffold_852 7 p2 (TA)7 14 21703 21716 
potentially 
variable 

PHG9_Scaffold_852 8 p2 (GT)8 16 28124 28139 
potentially 
variable 

PHG9_Scaffold_852 18 p3 (CAA)5 15 56519 56533 
potentially 
variable 

PHG9_Scaffold_853 15 p3 (AAG)6 18 25647 25664 
potentially 
variable 

PHG9_Scaffold_853 21 p3 (AAT)6 18 47866 47883 
potentially 
variable 

PHG9_Scaffold_853 23 p2 (TC)6 12 49606 49617   

PHG9_Scaffold_853 28 p3 (CAA)5 15 63713 63727 
potentially 
variable 

PHG9_Scaffold_853 32 p3 (ATA)5 15 69519 69533 
potentially 
variable 

PHG9_Scaffold_853 34 p2 (CA)6 12 77393 77404   

PHG9_Scaffold_853 48 p3 (ATA)6 18 103938 103955 
potentially 
variable 

PHG9_Scaffold_853 50 p2 (AT)8 16 111581 111596 
potentially 
variable 

PHG9_Scaffold_853 54 p3 (CAA)5 15 116862 116876 
potentially 
variable 



PHG9_Scaffold_853 59 p2 (AT)6 12 129971 129982   
PHG9_Scaffold_853 65 p2 (TC)6 12 134309 134320   

PHG9_Scaffold_853 68 p3 (ATT)5 15 142568 142582 
potentially 
variable 

PHG9_Scaffold_853 72 p2 (TA)7 14 153762 153775 
potentially 
variable 

PHG9_Scaffold_853 82 p2 (TA)8 16 183489 183504 
potentially 
variable 

PHG9_Scaffold_853 87 p2 (AT)6 12 202697 202708   

PHG9_Scaffold_855 1 p2 (AT)9 18 1025 1042 
potentially 
variable 

PHG9_Scaffold_855 7 p2 (CT)8 16 13080 13095 
potentially 
variable 

PHG9_Scaffold_855 12 p2 (TG)6 12 20023 20034   

PHG9_Scaffold_856 14 p3 (ATA)6 18 42197 42214 
potentially 
variable 

PHG9_Scaffold_856 22 p2 (AT)6 12 57622 57633   

PHG9_Scaffold_856 33 p2 (TA)8 16 81316 81331 
potentially 
variable 

PHG9_Scaffold_856 41 p2 (AG)7 14 101598 101611 
potentially 
variable 

PHG9_Scaffold_856 43 p2 (AT)6 12 110901 110912   

PHG9_Scaffold_856 48 p3 (TAA)6 18 116588 116605 
potentially 
variable 

PHG9_Scaffold_856 50 p2 (AT)7 14 125357 125370 
potentially 
variable 

PHG9_Scaffold_856 63 p3 (TAT)5 15 165605 165619 
potentially 
variable 

PHG9_Scaffold_856 68 p3 (TGT)5 15 176307 176321 
potentially 
variable 



PHG9_Scaffold_856 71 p2 (AC)6 12 181548 181559   

PHG9_Scaffold_856 73 p2 (TA)9 18 186019 186036 
potentially 
variable 

PHG9_Scaffold_856 75 p2 (AT)9 18 207506 207523 
potentially 
variable 

PHG9_Scaffold_857 6 p2 (AT)6 12 17813 17824   
PHG9_Scaffold_857 8 p2 (TC)6 12 20538 20549   

PHG9_Scaffold_857 15 p3 (AAC)5 15 38766 38780 
potentially 
variable 

PHG9_Scaffold_857 24 p2 (TA)9 18 54969 54986 
potentially 
variable 

PHG9_Scaffold_859 12 p2 (AT)7 14 55759 55772 
potentially 
variable 

PHG9_Scaffold_861 1 p2 (TA)6 12 1540 1551   

PHG9_Scaffold_861 8 p2 (TA)9 18 19970 19987 
potentially 
variable 

PHG9_Scaffold_861 9 p3 (AAC)6 18 25857 25874 
potentially 
variable 

PHG9_Scaffold_861 13 p3 (TTA)5 15 44204 44218 
potentially 
variable 

PHG9_Scaffold_861 17 p2 (TA)6 12 61037 61048   
PHG9_Scaffold_862 6 p2 (TA)6 12 33668 33679   

PHG9_Scaffold_863 4 p2 (TA)8 16 1919 1934 
potentially 
variable 

PHG9_Scaffold_863 11 p2 (TC)6 12 16079 16090   
PHG9_Scaffold_863 13 p2 (GT)6 12 22440 22451   
PHG9_Scaffold_863 30 p2 (TA)6 12 67554 67565   

PHG9_Scaffold_863 43 p3 (TAA)6 18 102911 102928 
potentially 
variable 



PHG9_Scaffold_863 48 p2 (TA)6 12 117673 117684   
PHG9_Scaffold_864 1 p2 (AT)6 12 38561 38572   

PHG9_Scaffold_864 6 p2 (AT)7 14 62865 62878 
potentially 
variable 

PHG9_Scaffold_865 4 p2 (AT)6 12 14579 14590   

PHG9_Scaffold_865 5 p2 (AT)8 16 15956 15971 
potentially 
variable 

PHG9_Scaffold_865 6 p2 (AT)7 14 34054 34067 
potentially 
variable 

PHG9_Scaffold_866 2 p3 (GTT)5 15 16071 16085 
potentially 
variable 

PHG9_Scaffold_868 2 p2 (TG)6 12 6401 6412   
PHG9_Scaffold_868 29 p2 (TG)6 12 70138 70149   
PHG9_Scaffold_868 33 p6 (TGGTGT)5 30 74096 74125 Hypervariable 
PHG9_Scaffold_868 37 p2 (GA)6 12 97561 97572   

PHG9_Scaffold_868 39 p2 (TA)7 14 102167 102180 
potentially 
variable 

PHG9_Scaffold_870 2 p2 (AT)6 12 3740 3751   

PHG9_Scaffold_870 21 p2 (GT)7 14 79483 79496 
potentially 
variable 

PHG9_Scaffold_870 32 p2 (CT)8 16 112632 112647 
potentially 
variable 

PHG9_Scaffold_870 44 p3 (ATA)5 15 166308 166322 
potentially 
variable 

PHG9_Scaffold_870 52 p2 (AG)8 16 200028 200043 
potentially 
variable 

PHG9_Scaffold_872 1 p2 (TA)7 14 909 922 
potentially 
variable 

PHG9_Scaffold_872 4 p2 (TA)8 16 6822 6837 potentially 



variable 

PHG9_Scaffold_874 4 p2 (AT)8 16 12927 12942 
potentially 
variable 

PHG9_Scaffold_874 5 p2 (TA)9 18 14456 14473 
potentially 
variable 

PHG9_Scaffold_874 11 p2 (AT)9 18 38582 38599 
potentially 
variable 

PHG9_Scaffold_875 2 p2 (TA)9 18 3622 3639 
potentially 
variable 

PHG9_Scaffold_879 1 p2 (TA)6 12 10366 10377   
PHG9_Scaffold_880 5 p2 (AT)6 12 12290 12301   

PHG9_Scaffold_880 8 p2 (TA)8 16 27165 27180 
potentially 
variable 

PHG9_Scaffold_880 13 p3 (TCT)5 15 33534 33548 
potentially 
variable 

PHG9_Scaffold_880 15 p2 (CT)6 12 35060 35071   
PHG9_Scaffold_880 17 p2 (TC)6 12 37510 37521   

PHG9_Scaffold_880 18 p2 (TA)7 14 37752 37765 
potentially 
variable 

PHG9_Scaffold_882 4 p2 (AT)9 18 19754 19771 
potentially 
variable 

PHG9_Scaffold_882 5 p2 (CT)6 12 22389 22400   

PHG9_Scaffold_882 10 p3 (AGA)6 18 52490 52507 
potentially 
variable 

PHG9_Scaffold_882 11 p3 (AGA)5 15 53313 53327 
potentially 
variable 

PHG9_Scaffold_882 12 p3 (AGA)6 18 54149 54166 
potentially 
variable 

PHG9_Scaffold_882 13 p3 (AGA)6 18 54990 55007 
potentially 
variable 



PHG9_Scaffold_883 10 p2 (TA)8 16 14945 14960 
potentially 
variable 

PHG9_Scaffold_883 20 p2 (AT)8 16 40358 40373 
potentially 
variable 

PHG9_Scaffold_883 21 p2 (TA)6 12 42024 42035   
PHG9_Scaffold_883 25 p2 (TA)6 12 50952 50963   

PHG9_Scaffold_884 5 p2 (AT)8 16 17102 17117 
potentially 
variable 

PHG9_Scaffold_884 10 p3 (TAT)5 15 30127 30141 
potentially 
variable 

PHG9_Scaffold_884 14 p3 (GAT)6 18 42440 42457 
potentially 
variable 

PHG9_Scaffold_884 19 p2 (AG)7 14 62219 62232 
potentially 
variable 

PHG9_Scaffold_884 26 p2 (AT)8 16 77494 77509 
potentially 
variable 

PHG9_Scaffold_884 28 p2 (GA)6 12 84539 84550   
PHG9_Scaffold_884 30 p2 (CT)6 12 85389 85400   

PHG9_Scaffold_884 41 p3 (TCC)5 15 117403 117417 
potentially 
variable 

PHG9_Scaffold_884 43 p2 (TA)6 12 122837 122848   

PHG9_Scaffold_884 45 p3 (CAC)5 15 134357 134371 
potentially 
variable 

PHG9_Scaffold_885 16 p2 (AT)7 14 56306 56319 
potentially 
variable 

PHG9_Scaffold_885 18 p2 (TA)7 14 73326 73339 
potentially 
variable 

PHG9_Scaffold_885 25 p2 (TA)6 12 94343 94354   

PHG9_Scaffold_886 1 p2 (AT)7 14 34 47 
potentially 
variable 



PHG9_Scaffold_888 1 p3 (TCA)5 15 1477 1491 
potentially 
variable 

PHG9_Scaffold_888 5 p2 (AT)6 12 5516 5527   

PHG9_Scaffold_888 16 p3 (TAA)5 15 42674 42688 
potentially 
variable 

PHG9_Scaffold_888 17 p3 (AAG)5 15 45212 45226 
potentially 
variable 

PHG9_Scaffold_889 8 p3 (AAT)6 18 19704 19721 
potentially 
variable 

PHG9_Scaffold_889 14 p2 (TA)6 12 27966 27977   

PHG9_Scaffold_889 15 p3 (TGT)5 15 28811 28825 
potentially 
variable 

PHG9_Scaffold_889 18 p3 (CAA)5 15 43979 43993 
potentially 
variable 

PHG9_Scaffold_893 1 p2 (TA)7 14 1638 1651 
potentially 
variable 

PHG9_Scaffold_893 2 p3 (ATT)5 15 4688 4702 
potentially 
variable 

PHG9_Scaffold_893 4 p2 (TG)6 12 7696 7707   
PHG9_Scaffold_893 5 p2 (TC)6 12 8031 8042   

PHG9_Scaffold_893 8 p2 (TA)9 18 9317 9334 
potentially 
variable 

PHG9_Scaffold_893 17 p2 (CT)7 14 23999 24012 
potentially 
variable 

PHG9_Scaffold_893 18 p2 (AT)7 14 24583 24596 
potentially 
variable 

PHG9_Scaffold_893 20 p3 (TGA)5 15 26543 26557 
potentially 
variable 

PHG9_Scaffold_893 24 p3 (TAA)5 15 30501 30515 
potentially 
variable 



PHG9_Scaffold_893 26 p2 (TG)7 14 33156 33169 
potentially 
variable 

PHG9_Scaffold_893 32 p2 (AT)7 14 47731 47744 
potentially 
variable 

PHG9_Scaffold_893 39 p2 (AT)6 12 75177 75188   

PHG9_Scaffold_893 41 p3 (AAT)5 15 90749 90763 
potentially 
variable 

PHG9_Scaffold_893 49 p3 (ATC)6 18 112574 112591 
potentially 
variable 

PHG9_Scaffold_893 58 p2 (CA)6 12 128180 128191   
PHG9_Scaffold_893 72 p2 (CT)6 12 157405 157416   

PHG9_Scaffold_896 9 p3 (ATT)5 15 20860 20874 
potentially 
variable 

PHG9_Scaffold_896 10 p2 (GT)6 12 22182 22193   

PHG9_Scaffold_897 7 p3 (AAT)5 15 38567 38581 
potentially 
variable 

PHG9_Scaffold_900 4 p2 (TA)6 12 17405 17416   
PHG9_Scaffold_900 11 p2 (TA)6 12 53128 53139   

PHG9_Scaffold_900 12 p2 (AT)7 14 53470 53483 
potentially 
variable 

PHG9_Scaffold_903 5 p2 (TA)8 16 29632 29647 
potentially 
variable 

PHG9_Scaffold_903 10 p3 (CAC)5 15 39405 39419 
potentially 
variable 

PHG9_Scaffold_903 14 p2 (AT)7 14 75234 75247 
potentially 
variable 

PHG9_Scaffold_908 3 p2 (TA)8 16 7656 7671 
potentially 
variable 

PHG9_Scaffold_910 2 p2 (AT)6 12 5855 5866   



PHG9_Scaffold_914 2 p2 (AT)6 12 2186 2197   
PHG9_Scaffold_914 9 p2 (TA)6 12 50079 50090   

PHG9_Scaffold_914 12 p3 (ATA)5 15 56937 56951 
potentially 
variable 

PHG9_Scaffold_917 8 p3 (CTT)5 15 25374 25388 
potentially 
variable 

PHG9_Scaffold_917 10 p2 (TA)7 14 36307 36320 
potentially 
variable 

PHG9_Scaffold_918 14 p2 (TG)6 12 53601 53612   
PHG9_Scaffold_919 2 p2 (GA)6 12 3120 3131   

PHG9_Scaffold_919 4 p2 (TA)9 18 4659 4676 
potentially 
variable 

PHG9_Scaffold_919 6 p3 (TTC)5 15 17136 17150 
potentially 
variable 

PHG9_Scaffold_919 8 p3 (TGG)5 15 27496 27510 
potentially 
variable 

PHG9_Scaffold_919 9 p2 (AT)7 14 28256 28269 
potentially 
variable 

PHG9_Scaffold_919 11 p3 (TCC)5 15 32912 32926 
potentially 
variable 

PHG9_Scaffold_920 3 p2 (AG)6 12 2508 2519   

PHG9_Scaffold_920 4 p3 (CAG)5 15 2789 2803 
potentially 
variable 

PHG9_Scaffold_920 5 p3 (TGC)6 18 2911 2928 
potentially 
variable 

PHG9_Scaffold_920 10 p2 (TA)8 16 4717 4732 
potentially 
variable 

PHG9_Scaffold_923 12 p2 (AG)10 20 23129 23148 Hypervariable 

PHG9_Scaffold_923 13 p2 (AG)7 14 26760 26773 
potentially 
variable 



PHG9_Scaffold_923 18 p2 (TA)9 18 44451 44468 
potentially 
variable 

PHG9_Scaffold_923 20 p3 (ATT)5 15 49419 49433 
potentially 
variable 

PHG9_Scaffold_923 22 p3 (AGG)6 18 57767 57784 
potentially 
variable 

PHG9_Scaffold_923 23 p3 (GGT)6 18 59031 59048 
potentially 
variable 

PHG9_Scaffold_923 24 p2 (AT)9 18 65852 65869 
potentially 
variable 

PHG9_Scaffold_923 28 p2 (AT)6 12 75598 75609   

PHG9_Scaffold_924 10 p3 (TAT)5 15 26103 26117 
potentially 
variable 

PHG9_Scaffold_924 19 p2 (CT)7 14 48662 48675 
potentially 
variable 

PHG9_Scaffold_925 5 p2 (AT)6 12 29872 29883   

PHG9_Scaffold_925 19 p2 (AG)7 14 74367 74380 
potentially 
variable 

PHG9_Scaffold_925 30 p2 (TA)6 12 98657 98668   

PHG9_Scaffold_925 34 p3 (CTT)5 15 106044 106058 
potentially 
variable 

PHG9_Scaffold_925 39 p2 (TA)7 14 125707 125720 
potentially 
variable 

PHG9_Scaffold_925 48 p2 (GA)6 12 142776 142787   

PHG9_Scaffold_925 52 p3 (TGA)6 18 153316 153333 
potentially 
variable 

PHG9_Scaffold_926 2 p2 (TA)7 14 19073 19086 
potentially 
variable 

PHG9_Scaffold_926 5 p3 (GAT)5 15 25330 25344 
potentially 
variable 



PHG9_Scaffold_926 6 p2 (AT)6 12 27614 27625   
PHG9_Scaffold_927 10 p2 (AT)6 12 45877 45888   

PHG9_Scaffold_928 5 p2 (TC)8 16 13583 13598 
potentially 
variable 

PHG9_Scaffold_928 12 p2 (AC)7 14 44710 44723 
potentially 
variable 

PHG9_Scaffold_928 20 p2 (TA)7 14 64645 64658 
potentially 
variable 

PHG9_Scaffold_929 5 p2 (TA)8 16 12908 12923 
potentially 
variable 

PHG9_Scaffold_929 6 p2 (TG)6 12 26768 26779   

PHG9_Scaffold_929 9 p3 (AAT)5 15 43387 43401 
potentially 
variable 

PHG9_Scaffold_929 11 p2 (AG)6 12 48846 48857   
PHG9_Scaffold_929 12 p6 (CTCAGC)6 36 49013 49048 Hypervariable 

PHG9_Scaffold_929 24 p2 (AG)8 16 81410 81425 
potentially 
variable 

PHG9_Scaffold_930 4 p3 (TAT)5 15 16381 16395 
potentially 
variable 

PHG9_Scaffold_930 12 p3 (TGC)6 18 41162 41179 
potentially 
variable 

PHG9_Scaffold_931 1 p2 (AT)9 18 41789 41806 
potentially 
variable 

PHG9_Scaffold_932 11 p2 (TA)6 12 37908 37919   

PHG9_Scaffold_932 12 p2 (AC)7 14 38845 38858 
potentially 
variable 

PHG9_Scaffold_932 15 p2 (GA)6 12 44604 44615   

PHG9_Scaffold_933 5 p2 (AG)7 14 34097 34110 
potentially 
variable 



PHG9_Scaffold_936 13 p2 (TA)9 18 64175 64192 
potentially 
variable 

PHG9_Scaffold_936 18 p2 (TA)6 12 76450 76461   

PHG9_Scaffold_937 16 p2 (TA)7 14 107156 107169 
potentially 
variable 

PHG9_Scaffold_937 20 p2 (AT)9 18 132589 132606 
potentially 
variable 

PHG9_Scaffold_937 27 p2 (AT)6 12 181967 181978   

PHG9_Scaffold_939 1 p2 (TA)7 14 1319 1332 
potentially 
variable 

PHG9_Scaffold_939 2 p2 (AT)6 12 6849 6860   

PHG9_Scaffold_939 5 p3 (ATC)5 15 13446 13460 
potentially 
variable 

PHG9_Scaffold_939 7 p2 (AT)7 14 29687 29700 
potentially 
variable 

PHG9_Scaffold_939 16 p2 (AG)6 12 68456 68467   
PHG9_Scaffold_941 6 p2 (AG)6 12 38234 38245   

PHG9_Scaffold_943 5 p2 (AT)8 16 73615 73630 
potentially 
variable 

PHG9_Scaffold_943 8 p3 (ATT)5 15 80170 80184 
potentially 
variable 

PHG9_Scaffold_943 9 p2 (TA)7 14 83102 83115 
potentially 
variable 

PHG9_Scaffold_943 11 p3 (TAT)5 15 92057 92071 
potentially 
variable 

PHG9_Scaffold_945 8 p2 (AT)6 12 8825 8836   

PHG9_Scaffold_945 11 p2 (TA)9 18 28777 28794 
potentially 
variable 

PHG9_Scaffold_945 22 p2 (AT)7 14 57002 57015 
potentially 
variable 



PHG9_Scaffold_945 25 p2 (CA)6 12 63131 63142   

PHG9_Scaffold_945 26 p3 (TAT)6 18 65920 65937 
potentially 
variable 

PHG9_Scaffold_946 9 p2 (TA)6 12 105638 105649   

PHG9_Scaffold_947 2 p3 (TGA)5 15 2606 2620 
potentially 
variable 

PHG9_Scaffold_947 10 p2 (TA)7 14 29388 29401 
potentially 
variable 

PHG9_Scaffold_947 12 p2 (AT)9 18 34338 34355 
potentially 
variable 

PHG9_Scaffold_947 17 p2 (AT)6 12 42754 42765   

PHG9_Scaffold_947 20 p3 (GAA)5 15 47419 47433 
potentially 
variable 

PHG9_Scaffold_947 25 p2 (AT)6 12 67291 67302   
PHG9_Scaffold_947 28 p2 (AT)6 12 76890 76901   

PHG9_Scaffold_947 35 p3 (TTC)6 18 96402 96419 
potentially 
variable 

PHG9_Scaffold_948 2 p2 (TA)8 16 2072 2087 
potentially 
variable 

PHG9_Scaffold_948 3 p2 (TA)6 12 2993 3004   

PHG9_Scaffold_948 6 p2 (TA)9 18 16771 16788 
potentially 
variable 

PHG9_Scaffold_948 14 p2 (TA)8 16 39452 39467 
potentially 
variable 

PHG9_Scaffold_951 5 p3 (TGT)5 15 9301 9315 
potentially 
variable 

PHG9_Scaffold_951 15 p3 (TTA)5 15 37733 37747 
potentially 
variable 

PHG9_Scaffold_951 19 p2 (TA)7 14 39935 39948 
potentially 
variable 



PHG9_Scaffold_951 20 p2 (TA)7 14 40170 40183 
potentially 
variable 

PHG9_Scaffold_952 6 p2 (TA)8 16 19560 19575 
potentially 
variable 

PHG9_Scaffold_952 11 p3 (AAT)5 15 36071 36085 
potentially 
variable 

PHG9_Scaffold_952 23 p2 (TA)9 18 89174 89191 
potentially 
variable 

PHG9_Scaffold_952 28 p2 (AT)7 14 109659 109672 
potentially 
variable 

PHG9_Scaffold_952 33 p2 (AT)6 12 115172 115183   

PHG9_Scaffold_953 6 p2 (TG)8 16 15441 15456 
potentially 
variable 

PHG9_Scaffold_953 7 p2 (AT)8 16 17003 17018 
potentially 
variable 

PHG9_Scaffold_953 11 p3 (GAA)5 15 25186 25200 
potentially 
variable 

PHG9_Scaffold_953 14 p3 (ATT)5 15 31687 31701 
potentially 
variable 

PHG9_Scaffold_953 22 p2 (CA)8 16 43441 43456 
potentially 
variable 

PHG9_Scaffold_953 27 p2 (AT)6 12 71764 71775   
PHG9_Scaffold_953 29 p2 (AC)6 12 83989 84000   

PHG9_Scaffold_953 30 p2 (AG)8 16 106624 106639 
potentially 
variable 

PHG9_Scaffold_953 32 p2 (TA)7 14 109939 109952 
potentially 
variable 

PHG9_Scaffold_953 34 p2 (AT)6 12 120397 120408   

PHG9_Scaffold_954 3 p2 (AT)7 14 5206 5219 
potentially 
variable 



PHG9_Scaffold_954 5 p2 (AT)7 14 12242 12255 
potentially 
variable 

PHG9_Scaffold_954 8 p2 (TA)6 12 16221 16232   

PHG9_Scaffold_954 10 p2 (AT)7 14 20857 20870 
potentially 
variable 

PHG9_Scaffold_954 12 p2 (AT)6 12 32906 32917   

PHG9_Scaffold_955 5 p2 (TA)7 14 17204 17217 
potentially 
variable 

PHG9_Scaffold_955 9 p2 (AT)9 18 26126 26143 
potentially 
variable 

PHG9_Scaffold_955 11 p3 (GTT)5 15 27275 27289 
potentially 
variable 

PHG9_Scaffold_955 12 p2 (AT)6 12 28201 28212   
PHG9_Scaffold_955 13 p2 (AT)6 12 29220 29231   

PHG9_Scaffold_955 26 p3 (TCT)5 15 75372 75386 
potentially 
variable 

PHG9_Scaffold_955 31 p2 (TA)7 14 83936 83949 
potentially 
variable 

PHG9_Scaffold_955 38 p2 (TA)6 12 103060 103071   

PHG9_Scaffold_955 43 p2 (TA)9 18 114169 114186 
potentially 
variable 

PHG9_Scaffold_955 48 p2 (AT)7 14 130178 130191 
potentially 
variable 

PHG9_Scaffold_955 49 p2 (AT)8 16 136083 136098 
potentially 
variable 

PHG9_Scaffold_957 2 p2 (AT)6 12 2598 2609   

PHG9_Scaffold_957 4 p3 (AAT)5 15 7711 7725 
potentially 
variable 

PHG9_Scaffold_957 12 p2 (AT)8 16 32654 32669 
potentially 
variable 



PHG9_Scaffold_957 17 p2 (AT)6 12 39682 39693   

PHG9_Scaffold_957 19 p2 (TA)8 16 44346 44361 
potentially 
variable 

PHG9_Scaffold_957 22 p3 (CTA)5 15 48644 48658 
potentially 
variable 

PHG9_Scaffold_957 23 p3 (TAT)5 15 49813 49827 
potentially 
variable 

PHG9_Scaffold_957 44 p2 (TA)6 12 115956 115967   

PHG9_Scaffold_957 50 p2 (TA)7 14 133567 133580 
potentially 
variable 

PHG9_Scaffold_957 62 p2 (TA)6 12 156976 156987   

PHG9_Scaffold_957 63 p3 (ATA)5 15 158365 158379 
potentially 
variable 

PHG9_Scaffold_957 68 p3 (CCA)5 15 185454 185468 
potentially 
variable 

PHG9_Scaffold_957 70 p2 (TA)6 12 191212 191223   
PHG9_Scaffold_957 71 p2 (AG)6 12 193275 193286   

PHG9_Scaffold_957 76 p3 (TAA)6 18 211217 211234 
potentially 
variable 

PHG9_Scaffold_957 80 p3 (AGC)5 15 221887 221901 
potentially 
variable 

PHG9_Scaffold_957 83 p2 (AT)9 18 238396 238413 
potentially 
variable 

PHG9_Scaffold_957 86 p3 (TCT)5 15 244191 244205 
potentially 
variable 

PHG9_Scaffold_957 87 p3 (ATG)5 15 244957 244971 
potentially 
variable 

PHG9_Scaffold_958 4 p3 (GGA)5 15 5096 5110 
potentially 
variable 

PHG9_Scaffold_959 1 p2 (AT)9 18 332 349 potentially 



variable 

PHG9_Scaffold_959 9 p2 (AG)7 14 18711 18724 
potentially 
variable 

PHG9_Scaffold_959 16 p3 (AGA)5 15 32747 32761 
potentially 
variable 

PHG9_Scaffold_959 18 p2 (TC)7 14 44523 44536 
potentially 
variable 

PHG9_Scaffold_960 6 p2 (TA)6 12 11829 11840   

PHG9_Scaffold_960 7 p2 (GA)7 14 13856 13869 
potentially 
variable 

PHG9_Scaffold_960 8 p2 (AT)7 14 14765 14778 
potentially 
variable 

PHG9_Scaffold_960 14 p2 (GA)7 14 25920 25933 
potentially 
variable 

PHG9_Scaffold_960 21 p2 (TA)6 12 31187 31198   
PHG9_Scaffold_960 23 p2 (TA)6 12 37914 37925   
PHG9_Scaffold_960 29 p2 (TA)6 12 48644 48655   

PHG9_Scaffold_961 9 p2 (AT)7 14 14392 14405 
potentially 
variable 

PHG9_Scaffold_961 17 p2 (TA)7 14 43788 43801 
potentially 
variable 

PHG9_Scaffold_963 3 p2 (AT)7 14 8374 8387 
potentially 
variable 

PHG9_Scaffold_963 4 p2 (TA)7 14 8553 8566 
potentially 
variable 

PHG9_Scaffold_963 8 p2 (TA)7 14 18746 18759 
potentially 
variable 

PHG9_Scaffold_963 11 p2 (TA)7 14 39490 39503 
potentially 
variable 

PHG9_Scaffold_964 2 p2 (TA)6 12 2278 2289   



PHG9_Scaffold_964 4 p2 (AT)6 12 7038 7049   

PHG9_Scaffold_964 11 p2 (CT)8 16 30036 30051 
potentially 
variable 

PHG9_Scaffold_965 6 p3 (TTG)5 15 11710 11724 
potentially 
variable 

PHG9_Scaffold_966 1 p2 (AT)6 12 19067 19078   

PHG9_Scaffold_966 6 p3 (AAT)5 15 35313 35327 
potentially 
variable 

PHG9_Scaffold_966 8 p2 (TA)8 16 38193 38208 
potentially 
variable 

PHG9_Scaffold_969 1 p3 (CTT)5 15 255 269 
potentially 
variable 

PHG9_Scaffold_972 5 p3 (TCA)6 18 19292 19309 
potentially 
variable 

PHG9_Scaffold_973 6 p3 (AAT)5 15 14611 14625 
potentially 
variable 

PHG9_Scaffold_973 8 p2 (TG)8 16 16788 16803 
potentially 
variable 

PHG9_Scaffold_973 12 p2 (AC)6 12 23156 23167   
PHG9_Scaffold_973 13 p2 (TA)6 12 29253 29264   

PHG9_Scaffold_973 19 p2 (AT)7 14 37411 37424 
potentially 
variable 

PHG9_Scaffold_973 23 p3 (AGA)5 15 43451 43465 
potentially 
variable 

PHG9_Scaffold_974 6 p2 (AT)9 18 42847 42864 
potentially 
variable 

PHG9_Scaffold_974 16 p2 (AT)9 18 68491 68508 
potentially 
variable 

PHG9_Scaffold_974 18 p2 (CT)6 12 75115 75126   
PHG9_Scaffold_975 5 p2 (AC)7 14 6893 6906 potentially 



variable 

PHG9_Scaffold_977 2 p2 (AT)8 16 6163 6178 
potentially 
variable 

PHG9_Scaffold_977 3 p2 (TA)7 14 6282 6295 
potentially 
variable 

PHG9_Scaffold_977 6 p3 (AAT)5 15 7504 7518 
potentially 
variable 

PHG9_Scaffold_977 18 p2 (TA)7 14 86669 86682 
potentially 
variable 

PHG9_Scaffold_977 19 p2 (AT)6 12 91137 91148   

PHG9_Scaffold_977 25 p3 (AAT)5 15 121728 121742 
potentially 
variable 

PHG9_Scaffold_977 26 p2 (TA)6 12 122031 122042   

PHG9_Scaffold_977 28 p3 (TAA)6 18 135995 136012 
potentially 
variable 

PHG9_Scaffold_977 30 p2 (AT)6 12 136682 136693   

PHG9_Scaffold_978 4 p3 (TTA)5 15 6932 6946 
potentially 
variable 

PHG9_Scaffold_979 3 p2 (CA)7 14 6467 6480 
potentially 
variable 

PHG9_Scaffold_979 7 p2 (AT)6 12 21092 21103   
PHG9_Scaffold_980 2 p2 (GA)6 12 9897 9908   

PHG9_Scaffold_980 8 p3 (AAT)5 15 25288 25302 
potentially 
variable 

PHG9_Scaffold_980 10 p2 (TG)8 16 27465 27480 
potentially 
variable 

PHG9_Scaffold_981 1 p2 (CT)7 14 1452 1465 
potentially 
variable 

PHG9_Scaffold_981 18 p2 (TA)8 16 45933 45948 
potentially 
variable 



PHG9_Scaffold_981 23 p2 (AG)6 12 55542 55553   

PHG9_Scaffold_981 43 p2 (CT)7 14 136389 136402 
potentially 
variable 

PHG9_Scaffold_981 46 p2 (AT)6 12 137627 137638   

PHG9_Scaffold_983 5 p2 (AT)9 18 15679 15696 
potentially 
variable 

PHG9_Scaffold_983 8 p3 (TAA)6 18 33566 33583 
potentially 
variable 

PHG9_Scaffold_983 12 p3 (AAT)5 15 45442 45456 
potentially 
variable 

PHG9_Scaffold_985 2 p2 (AT)8 16 1093 1108 
potentially 
variable 

PHG9_Scaffold_986 5 p3 (GTT)5 15 17228 17242 
potentially 
variable 

PHG9_Scaffold_986 20 p2 (GT)6 12 58177 58188   

PHG9_Scaffold_988 4 p2 (AT)7 14 5783 5796 
potentially 
variable 

PHG9_Scaffold_988 9 p2 (CT)8 16 25847 25862 
potentially 
variable 

PHG9_Scaffold_989 9 p2 (AT)6 12 56559 56570   

PHG9_Scaffold_989 18 p2 (TA)7 14 75554 75567 
potentially 
variable 

PHG9_Scaffold_989 19 p3 (ATA)6 18 75956 75973 
potentially 
variable 

PHG9_Scaffold_989 20 p2 (TC)9 18 78787 78804 
potentially 
variable 

PHG9_Scaffold_989 22 p3 (TAA)5 15 82826 82840 
potentially 
variable 

PHG9_Scaffold_989 24 p2 (AT)6 12 85892 85903   
PHG9_Scaffold_991 5 p3 (GAT)5 15 9952 9966 potentially 



variable 

PHG9_Scaffold_991 6 p3 (AAT)6 18 10506 10523 
potentially 
variable 

PHG9_Scaffold_991 9 p3 (AGA)6 18 17575 17592 
potentially 
variable 

PHG9_Scaffold_991 10 p3 (TAT)6 18 18042 18059 
potentially 
variable 

PHG9_Scaffold_991 11 p2 (TA)7 14 18489 18502 
potentially 
variable 

PHG9_Scaffold_991 13 p2 (TG)8 16 24987 25002 
potentially 
variable 

PHG9_Scaffold_991 15 p2 (AT)6 12 34859 34870   
PHG9_Scaffold_991 16 p2 (TA)6 12 35571 35582   

PHG9_Scaffold_991 19 p2 (TC)8 16 43867 43882 
potentially 
variable 

PHG9_Scaffold_991 21 p2 (AT)6 12 47424 47435   

PHG9_Scaffold_991 29 p3 (ATA)5 15 66739 66753 
potentially 
variable 

PHG9_Scaffold_991 31 p2 (TA)6 12 78197 78208   
PHG9_Scaffold_991 36 p2 (TA)6 12 85162 85173   

PHG9_Scaffold_991 40 p3 (ATT)5 15 100764 100778 
potentially 
variable 

PHG9_Scaffold_991 41 p2 (TC)7 14 101488 101501 
potentially 
variable 

PHG9_Scaffold_991 43 p2 (GT)9 18 102102 102119 
potentially 
variable 

PHG9_Scaffold_991 44 p2 (CT)6 12 116785 116796   
PHG9_Scaffold_991 55 p2 (AG)6 12 136516 136527   
PHG9_Scaffold_991 56 p2 (AT)9 18 143478 143495 potentially 



variable 

PHG9_Scaffold_991 58 p2 (CT)9 18 145003 145020 
potentially 
variable 

PHG9_Scaffold_991 60 p2 (TA)8 16 151218 151233 
potentially 
variable 

PHG9_Scaffold_992 1 p2 (AG)7 14 2207 2220 
potentially 
variable 

PHG9_Scaffold_992 4 p3 (TGG)6 18 6251 6268 
potentially 
variable 

PHG9_Scaffold_993 9 p3 (TAT)6 18 27742 27759 
potentially 
variable 

PHG9_Scaffold_993 10 p2 (AC)7 14 28173 28186 
potentially 
variable 

PHG9_Scaffold_993 19 p2 (TA)8 16 69193 69208 
potentially 
variable 

PHG9_Scaffold_993 20 p3 (TAT)5 15 70369 70383 
potentially 
variable 

PHG9_Scaffold_993 23 p3 (AAT)5 15 72193 72207 
potentially 
variable 

PHG9_Scaffold_993 47 p2 (CT)9 18 134548 134565 
potentially 
variable 

PHG9_Scaffold_993 50 p2 (TA)6 12 137499 137510   

PHG9_Scaffold_993 51 p2 (AT)7 14 138066 138079 
potentially 
variable 

PHG9_Scaffold_993 52 p2 (TG)6 12 140472 140483   
PHG9_Scaffold_993 59 p2 (TC)6 12 156690 156701   

PHG9_Scaffold_993 61 p2 (AT)7 14 157799 157812 
potentially 
variable 

PHG9_Scaffold_993 62 p2 (AT)6 12 163539 163550   
PHG9_Scaffold_996 2 p2 (TA)6 12 1347 1358   



PHG9_Scaffold_996 4 p2 (TC)8 16 2692 2707 
potentially 
variable 

PHG9_Scaffold_996 14 p2 (AG)6 12 48988 48999   

PHG9_Scaffold_996 20 p2 (AT)7 14 61920 61933 
potentially 
variable 

PHG9_Scaffold_996 21 p2 (AT)8 16 66559 66574 
potentially 
variable 

PHG9_Scaffold_1000 2 p2 (TA)6 12 1251 1262   
PHG9_Scaffold_1000 3 p2 (AG)6 12 4973 4984   

PHG9_Scaffold_1000 4 p2 (CT)7 14 6348 6361 
potentially 
variable 

PHG9_Scaffold_1001 5 p2 (TA)6 12 45690 45701   

PHG9_Scaffold_1002 3 p3 (TGT)5 15 1877 1891 
potentially 
variable 

PHG9_Scaffold_1002 27 p2 (AT)7 14 99066 99079 
potentially 
variable 

PHG9_Scaffold_1004 15 p3 (ATT)5 15 119492 119506 
potentially 
variable 

PHG9_Scaffold_1004 25 p2 (AT)6 12 205184 205195   

PHG9_Scaffold_1005 4 p2 (AG)7 14 41726 41739 
potentially 
variable 

PHG9_Scaffold_1006 7 p3 (CAT)5 15 15219 15233 
potentially 
variable 

PHG9_Scaffold_1008 2 p2 (AT)6 12 6671 6682   

PHG9_Scaffold_1008 7 p2 (AT)7 14 18507 18520 
potentially 
variable 

PHG9_Scaffold_1008 12 p2 (TC)8 16 30953 30968 
potentially 
variable 

PHG9_Scaffold_1008 22 p2 (TA)6 12 59009 59020   



PHG9_Scaffold_1008 26 p3 (TCT)6 18 70506 70523 
potentially 
variable 

PHG9_Scaffold_1008 30 p3 (AGA)5 15 82991 83005 
potentially 
variable 

PHG9_Scaffold_1009 3 p2 (AT)8 16 19630 19645 
potentially 
variable 

PHG9_Scaffold_1009 7 p3 (ATC)5 15 27664 27678 
potentially 
variable 

PHG9_Scaffold_1009 10 p2 (TC)7 14 34394 34407 
potentially 
variable 

PHG9_Scaffold_1009 11 p2 (TC)7 14 44091 44104 
potentially 
variable 

PHG9_Scaffold_1010 2 p2 (AT)6 12 7472 7483   

PHG9_Scaffold_1010 7 p3 (ATA)5 15 33355 33369 
potentially 
variable 

PHG9_Scaffold_1011 5 p2 (TA)9 18 15861 15878 
potentially 
variable 

PHG9_Scaffold_1012 30 p2 (GA)7 14 91838 91851 
potentially 
variable 

PHG9_Scaffold_1012 31 p2 (AT)6 12 93064 93075   
PHG9_Scaffold_1013 1 p2 (TA)6 12 120 131   
PHG9_Scaffold_1013 19 p2 (TC)6 12 57609 57620   

PHG9_Scaffold_1013 22 p3 (CCT)5 15 67836 67850 
potentially 
variable 

PHG9_Scaffold_1013 32 p3 (TTC)5 15 101066 101080 
potentially 
variable 

PHG9_Scaffold_1013 38 p3 (GAA)5 15 115814 115828 
potentially 
variable 

PHG9_Scaffold_1013 43 p2 (TA)6 12 128291 128302   
PHG9_Scaffold_1013 44 p2 (AT)6 12 128781 128792   



PHG9_Scaffold_1014 2 p2 (AG)8 16 351 366 
potentially 
variable 

PHG9_Scaffold_1014 4 p2 (AT)8 16 12801 12816 
potentially 
variable 

PHG9_Scaffold_1014 10 p3 (ATT)5 15 30299 30313 
potentially 
variable 

PHG9_Scaffold_1014 11 p3 (CCA)5 15 42894 42908 
potentially 
variable 

PHG9_Scaffold_1014 15 p3 (GAA)5 15 57181 57195 
potentially 
variable 

PHG9_Scaffold_1014 16 p3 (AAT)6 18 66695 66712 
potentially 
variable 

PHG9_Scaffold_1014 17 p2 (AT)9 18 67411 67428 
potentially 
variable 

PHG9_Scaffold_1014 21 p3 (TGA)5 15 80494 80508 
potentially 
variable 

PHG9_Scaffold_1014 24 p3 (CAT)5 15 88764 88778 
potentially 
variable 

PHG9_Scaffold_1015 8 p2 (TA)8 16 27728 27743 
potentially 
variable 

PHG9_Scaffold_1017 5 p2 (AT)6 12 39495 39506   
PHG9_Scaffold_1020 2 p2 (TA)6 12 18343 18354   
PHG9_Scaffold_1020 6 p6 (CCCATC)5 30 26276 26305 Hypervariable 

PHG9_Scaffold_1021 4 p2 (TA)7 14 9149 9162 
potentially 
variable 

PHG9_Scaffold_1023 1 p2 (AT)6 12 1648 1659   

PHG9_Scaffold_1024 7 p2 (TC)7 14 25354 25367 
potentially 
variable 

PHG9_Scaffold_1025 16 p2 (AT)7 14 83335 83348 
potentially 
variable 



PHG9_Scaffold_1025 23 p2 (AT)6 12 108100 108111   

PHG9_Scaffold_1026 33 p3 (CAT)5 15 61178 61192 
potentially 
variable 

PHG9_Scaffold_1026 38 p2 (AT)6 12 75120 75131   

PHG9_Scaffold_1026 54 p2 (AT)7 14 116803 116816 
potentially 
variable 

PHG9_Scaffold_1027 3 p3 (CAA)5 15 9390 9404 
potentially 
variable 

PHG9_Scaffold_1027 14 p3 (CTT)5 15 33121 33135 
potentially 
variable 

PHG9_Scaffold_1027 17 p2 (TC)6 12 50801 50812   
PHG9_Scaffold_1027 28 p2 (TA)6 12 86413 86424   

PHG9_Scaffold_1027 30 p2 (TA)7 14 95224 95237 
potentially 
variable 

PHG9_Scaffold_1028 8 p3 (TAT)5 15 19994 20008 
potentially 
variable 

PHG9_Scaffold_1030 6 p3 (ATA)6 18 17590 17607 
potentially 
variable 

PHG9_Scaffold_1031 14 p2 (TA)6 12 40558 40569   
PHG9_Scaffold_1031 20 p2 (AT)6 12 60941 60952   
PHG9_Scaffold_1031 21 p2 (AT)6 12 62345 62356   
PHG9_Scaffold_1031 23 p2 (TA)6 12 66091 66102   

PHG9_Scaffold_1031 24 p2 (AG)8 16 79475 79490 
potentially 
variable 

PHG9_Scaffold_1032 5 p2 (AT)6 12 4538 4549   

PHG9_Scaffold_1032 6 p2 (TA)8 16 13071 13086 
potentially 
variable 

PHG9_Scaffold_1032 10 p2 (AT)9 18 23273 23290 
potentially 
variable 



PHG9_Scaffold_1032 18 p2 (AT)9 18 64237 64254 
potentially 
variable 

PHG9_Scaffold_1032 23 p3 (ATA)5 15 66418 66432 
potentially 
variable 

PHG9_Scaffold_1032 24 p2 (TA)8 16 68013 68028 
potentially 
variable 

PHG9_Scaffold_1032 29 p2 (CT)6 12 80268 80279   
PHG9_Scaffold_1032 31 p2 (TA)6 12 82968 82979   
PHG9_Scaffold_1032 35 p2 (TA)6 12 89539 89550   

PHG9_Scaffold_1033 4 p2 (TA)9 18 8400 8417 
potentially 
variable 

PHG9_Scaffold_1033 8 p3 (TCT)5 15 18561 18575 
potentially 
variable 

PHG9_Scaffold_1033 9 p2 (TA)7 14 30436 30449 
potentially 
variable 

PHG9_Scaffold_1033 14 p2 (TA)6 12 54315 54326   

PHG9_Scaffold_1034 2 p2 (AT)7 14 913 926 
potentially 
variable 

PHG9_Scaffold_1034 3 p2 (AG)8 16 8684 8699 
potentially 
variable 

PHG9_Scaffold_1034 8 p3 (TTA)5 15 19353 19367 
potentially 
variable 

PHG9_Scaffold_1034 11 p2 (TA)6 12 25495 25506   

PHG9_Scaffold_1034 13 p3 (TTC)5 15 40726 40740 
potentially 
variable 

PHG9_Scaffold_1034 14 p2 (AT)6 12 45962 45973   

PHG9_Scaffold_1035 19 p2 (AT)9 18 50599 50616 
potentially 
variable 

PHG9_Scaffold_1035 26 p2 (TA)8 16 59780 59795 
potentially 
variable 



PHG9_Scaffold_1035 46 p2 (AT)6 12 127752 127763   
PHG9_Scaffold_1035 49 p2 (TA)6 12 130757 130768   

PHG9_Scaffold_1035 57 p2 (TA)8 16 150082 150097 
potentially 
variable 

PHG9_Scaffold_1035 63 p2 (AT)7 14 164554 164567 
potentially 
variable 

PHG9_Scaffold_1035 69 p2 (AG)9 18 177721 177738 
potentially 
variable 

PHG9_Scaffold_1035 70 p2 (AT)6 12 178651 178662   

PHG9_Scaffold_1037 6 p2 (TA)9 18 24749 24766 
potentially 
variable 

PHG9_Scaffold_1040 2 p3 (GAT)6 18 1185 1202 
potentially 
variable 

PHG9_Scaffold_1040 3 p3 (CAG)6 18 1659 1676 
potentially 
variable 

PHG9_Scaffold_1040 5 p2 (AT)9 18 4270 4287 
potentially 
variable 

PHG9_Scaffold_1040 7 p2 (GT)6 12 5229 5240   
PHG9_Scaffold_1040 9 p2 (TA)6 12 8829 8840   

PHG9_Scaffold_1040 15 p3 (TGC)5 15 21819 21833 
potentially 
variable 

PHG9_Scaffold_1040 18 p2 (TA)9 18 24867 24884 
potentially 
variable 

PHG9_Scaffold_1040 22 p2 (TC)7 14 46838 46851 
potentially 
variable 

PHG9_Scaffold_1040 25 p2 (TA)6 12 56075 56086   

PHG9_Scaffold_1040 31 p2 (GA)7 14 65791 65804 
potentially 
variable 

PHG9_Scaffold_1040 34 p2 (AT)6 12 77103 77114   



PHG9_Scaffold_1040 37 p3 (ATA)5 15 85496 85510 
potentially 
variable 

PHG9_Scaffold_1042 4 p3 (AGA)5 15 38779 38793 
potentially 
variable 

PHG9_Scaffold_1045 1 p2 (TC)6 12 1480 1491   

PHG9_Scaffold_1045 2 p2 (CA)7 14 2417 2430 
potentially 
variable 

PHG9_Scaffold_1045 4 p2 (GA)6 12 15630 15641   
PHG9_Scaffold_1045 6 p2 (TA)6 12 23526 23537   
PHG9_Scaffold_1045 18 p2 (TA)6 12 71908 71919   

PHG9_Scaffold_1045 20 p2 (GA)7 14 79909 79922 
potentially 
variable 

PHG9_Scaffold_1045 24 p2 (AG)7 14 87762 87775 
potentially 
variable 

PHG9_Scaffold_1046 6 p2 (AT)6 12 28434 28445   
PHG9_Scaffold_1046 7 p2 (TA)6 12 28994 29005   
PHG9_Scaffold_1046 8 p2 (TA)6 12 38869 38880   

PHG9_Scaffold_1047 1 p3 (TTA)5 15 7893 7907 
potentially 
variable 

PHG9_Scaffold_1047 3 p3 (ATA)6 18 9397 9414 
potentially 
variable 

PHG9_Scaffold_1047 8 p3 (TTA)5 15 30920 30934 
potentially 
variable 

PHG9_Scaffold_1048 2 p2 (TC)8 16 1882 1897 
potentially 
variable 

PHG9_Scaffold_1048 3 p2 (GA)7 14 8016 8029 
potentially 
variable 

PHG9_Scaffold_1048 15 p3 (TCT)6 18 43064 43081 
potentially 
variable 



PHG9_Scaffold_1048 18 p2 (TA)6 12 48033 48044   

PHG9_Scaffold_1049 2 p2 (AT)7 14 4635 4648 
potentially 
variable 

PHG9_Scaffold_1049 5 p2 (TA)6 12 29642 29653   

PHG9_Scaffold_1049 11 p2 (TA)9 18 40291 40308 
potentially 
variable 

PHG9_Scaffold_1049 16 p2 (GT)6 12 72690 72701   

PHG9_Scaffold_1049 20 p2 (TA)9 18 80696 80713 
potentially 
variable 

PHG9_Scaffold_1049 21 p2 (AT)7 14 82425 82438 
potentially 
variable 

PHG9_Scaffold_1050 8 p2 (CT)7 14 20974 20987 
potentially 
variable 

PHG9_Scaffold_1050 9 p2 (AT)7 14 23801 23814 
potentially 
variable 

PHG9_Scaffold_1050 11 p2 (TA)6 12 32775 32786   

PHG9_Scaffold_1050 18 p3 (TAT)5 15 53351 53365 
potentially 
variable 

PHG9_Scaffold_1050 19 p2 (TA)8 16 55209 55224 
potentially 
variable 

PHG9_Scaffold_1050 21 p2 (AT)8 16 61201 61216 
potentially 
variable 

PHG9_Scaffold_1050 22 p2 (TA)6 12 61517 61528   
PHG9_Scaffold_1050 23 p2 (CT)6 12 62411 62422   

PHG9_Scaffold_1050 29 p2 (AT)7 14 100380 100393 
potentially 
variable 

PHG9_Scaffold_1050 30 p2 (TA)7 14 106939 106952 
potentially 
variable 

PHG9_Scaffold_1050 34 p3 (ACA)5 15 114445 114459 
potentially 
variable 



PHG9_Scaffold_1051 8 p2 (TG)6 12 18950 18961   

PHG9_Scaffold_1051 9 p2 (GT)7 14 19223 19236 
potentially 
variable 

PHG9_Scaffold_1051 22 p3 (ATT)5 15 72159 72173 
potentially 
variable 

PHG9_Scaffold_1051 29 p2 (AT)9 18 109266 109283 
potentially 
variable 

PHG9_Scaffold_1054 7 p3 (CAA)5 15 8331 8345 
potentially 
variable 

PHG9_Scaffold_1054 14 p2 (AT)9 18 26135 26152 
potentially 
variable 

PHG9_Scaffold_1054 15 p2 (TA)9 18 30355 30372 
potentially 
variable 

PHG9_Scaffold_1054 22 p2 (GT)6 12 48604 48615   

PHG9_Scaffold_1054 23 p2 (AG)8 16 54928 54943 
potentially 
variable 

PHG9_Scaffold_1056 3 p2 (TA)6 12 42582 42593   

PHG9_Scaffold_1057 3 p2 (AG)9 18 7945 7962 
potentially 
variable 

PHG9_Scaffold_1057 5 p2 (TA)6 12 32831 32842   

PHG9_Scaffold_1057 13 p3 (AAT)5 15 73620 73634 
potentially 
variable 

PHG9_Scaffold_1057 18 p2 (AT)7 14 104556 104569 
potentially 
variable 

PHG9_Scaffold_1058 3 p3 (ATT)5 15 52157 52171 
potentially 
variable 

PHG9_Scaffold_1059 12 p3 (ATG)5 15 43344 43358 
potentially 
variable 

PHG9_Scaffold_1059 13 p2 (AG)6 12 43775 43786   
PHG9_Scaffold_1059 16 p2 (AT)9 18 48486 48503 potentially 



variable 

PHG9_Scaffold_1060 1 p2 (AT)7 14 956 969 
potentially 
variable 

PHG9_Scaffold_1060 7 p3 (CAA)5 15 24786 24800 
potentially 
variable 

PHG9_Scaffold_1062 14 p2 (GA)6 12 22671 22682   

PHG9_Scaffold_1062 17 p2 (AG)7 14 30029 30042 
potentially 
variable 

PHG9_Scaffold_1062 19 p2 (TA)9 18 32342 32359 
potentially 
variable 

PHG9_Scaffold_1062 21 p2 (AT)7 14 33333 33346 
potentially 
variable 

PHG9_Scaffold_1065 1 p2 (TA)8 16 3426 3441 
potentially 
variable 

PHG9_Scaffold_1065 2 p2 (TG)7 14 4467 4480 
potentially 
variable 

PHG9_Scaffold_1065 7 p2 (TA)6 12 11448 11459   

PHG9_Scaffold_1066 6 p3 (AAT)6 18 24689 24706 
potentially 
variable 

PHG9_Scaffold_1066 7 p2 (AG)9 18 25677 25694 
potentially 
variable 

PHG9_Scaffold_1066 13 p2 (AC)9 18 33373 33390 
potentially 
variable 

PHG9_Scaffold_1066 14 p2 (TA)6 12 37442 37453   
PHG9_Scaffold_1066 17 p2 (TA)6 12 42718 42729   

PHG9_Scaffold_1070 11 p2 (TA)7 14 27322 27335 
potentially 
variable 

PHG9_Scaffold_1070 17 p2 (AT)8 16 56387 56402 
potentially 
variable 

PHG9_Scaffold_1070 24 p3 (ATG)6 18 83692 83709 potentially 



variable 

PHG9_Scaffold_1070 31 p2 (TG)8 16 116201 116216 
potentially 
variable 

PHG9_Scaffold_1070 33 p2 (TC)6 12 121084 121095   

PHG9_Scaffold_1070 35 p2 (AT)7 14 129208 129221 
potentially 
variable 

PHG9_Scaffold_1071 1 p2 (CA)6 12 2255 2266   

PHG9_Scaffold_1072 4 p2 (CT)7 14 10213 10226 
potentially 
variable 

PHG9_Scaffold_1072 7 p2 (AG)6 12 13366 13377   

PHG9_Scaffold_1072 13 p2 (AT)7 14 32592 32605 
potentially 
variable 

PHG9_Scaffold_1072 15 p2 (TC)6 12 33803 33814   

PHG9_Scaffold_1072 17 p2 (CA)8 16 35651 35666 
potentially 
variable 

PHG9_Scaffold_1072 24 p2 (TC)7 14 63395 63408 
potentially 
variable 

PHG9_Scaffold_1072 35 p2 (TA)8 16 96094 96109 
potentially 
variable 

PHG9_Scaffold_1072 43 p2 (CT)6 12 116182 116193   
PHG9_Scaffold_1072 48 p2 (TA)6 12 129721 129732   
PHG9_Scaffold_1072 51 p2 (AT)6 12 138905 138916   
PHG9_Scaffold_1072 57 p2 (AT)6 12 147552 147563   
PHG9_Scaffold_1072 58 p2 (TC)6 12 150910 150921   

PHG9_Scaffold_1072 60 p3 (GAT)5 15 156873 156887 
potentially 
variable 

PHG9_Scaffold_1072 65 p2 (AG)8 16 167895 167910 
potentially 
variable 

PHG9_Scaffold_1072 66 p2 (TA)7 14 173453 173466 potentially 



variable 

PHG9_Scaffold_1073 3 p2 (AC)9 18 59979 59996 
potentially 
variable 

PHG9_Scaffold_1073 5 p2 (TG)6 12 63481 63492   

PHG9_Scaffold_1073 9 p3 (CAC)5 15 72683 72697 
potentially 
variable 

PHG9_Scaffold_1074 1 p2 (TA)6 12 50377 50388   
PHG9_Scaffold_1074 7 p2 (AT)6 12 75788 75799   
PHG9_Scaffold_1074 8 p2 (TA)6 12 75904 75915   

PHG9_Scaffold_1075 10 p3 (CAG)5 15 37622 37636 
potentially 
variable 

PHG9_Scaffold_1075 11 p2 (CA)6 12 37926 37937   

PHG9_Scaffold_1076 1 p3 (TTA)5 15 70 84 
potentially 
variable 

PHG9_Scaffold_1076 6 p2 (TA)6 12 25872 25883   

PHG9_Scaffold_1077 2 p2 (AT)7 14 1656 1669 
potentially 
variable 

PHG9_Scaffold_1079 2 p2 (TA)6 12 4858 4869   
PHG9_Scaffold_1079 3 p2 (AG)6 12 5062 5073   
PHG9_Scaffold_1083 1 p2 (TA)6 12 859 870   

PHG9_Scaffold_1083 4 p2 (TA)8 16 7537 7552 
potentially 
variable 

PHG9_Scaffold_1083 16 p2 (AT)7 14 48166 48179 
potentially 
variable 

PHG9_Scaffold_1083 17 p3 (AAT)5 15 50196 50210 
potentially 
variable 

PHG9_Scaffold_1083 21 p3 (ATA)6 18 64951 64968 
potentially 
variable 

PHG9_Scaffold_1083 23 p2 (TC)7 14 70295 70308 potentially 



variable 
PHG9_Scaffold_1083 32 p2 (GA)6 12 92737 92748   

PHG9_Scaffold_1083 39 p3 (ATA)5 15 118588 118602 
potentially 
variable 

PHG9_Scaffold_1083 42 p3 (GTT)5 15 122408 122422 
potentially 
variable 

PHG9_Scaffold_1083 61 p2 (TA)6 12 186766 186777   

PHG9_Scaffold_1083 63 p3 (AGA)5 15 188813 188827 
potentially 
variable 

PHG9_Scaffold_1083 64 p2 (GT)8 16 189529 189544 
potentially 
variable 

PHG9_Scaffold_1083 67 p3 (ATC)6 18 196590 196607 
potentially 
variable 

PHG9_Scaffold_1083 70 p3 (GGA)5 15 217142 217156 
potentially 
variable 

PHG9_Scaffold_1083 81 p2 (CT)7 14 253493 253506 
potentially 
variable 

PHG9_Scaffold_1083 100 p3 (CAA)5 15 295966 295980 
potentially 
variable 

PHG9_Scaffold_1083 110 p2 (AT)8 16 327243 327258 
potentially 
variable 

PHG9_Scaffold_1083 112 p3 (TAA)5 15 333301 333315 
potentially 
variable 

PHG9_Scaffold_1083 114 p3 (CAT)6 18 337321 337338 
potentially 
variable 

PHG9_Scaffold_1083 115 p2 (GT)7 14 341528 341541 
potentially 
variable 

PHG9_Scaffold_1083 116 p2 (AG)9 18 346894 346911 
potentially 
variable 

PHG9_Scaffold_1085 3 p2 (AT)9 18 19333 19350 potentially 



variable 

PHG9_Scaffold_1085 6 p3 (TCA)5 15 33122 33136 
potentially 
variable 

PHG9_Scaffold_1087 3 p2 (TA)8 16 4200 4215 
potentially 
variable 

PHG9_Scaffold_1087 22 p2 (TA)7 14 60742 60755 
potentially 
variable 

PHG9_Scaffold_1087 28 p2 (AG)7 14 76748 76761 
potentially 
variable 

PHG9_Scaffold_1087 31 p2 (TA)7 14 78837 78850 
potentially 
variable 

PHG9_Scaffold_1087 38 p2 (TA)6 12 100796 100807   
PHG9_Scaffold_1087 42 p2 (TA)6 12 106029 106040   

PHG9_Scaffold_1087 54 p2 (AT)9 18 140574 140591 
potentially 
variable 

PHG9_Scaffold_1087 55 p3 (TTA)6 18 140755 140772 
potentially 
variable 

PHG9_Scaffold_1087 59 p2 (AT)9 18 157945 157962 
potentially 
variable 

PHG9_Scaffold_1087 64 p2 (AT)6 12 192109 192120   
PHG9_Scaffold_1087 74 p2 (AT)6 12 233419 233430   
PHG9_Scaffold_1087 77 p2 (AT)6 12 236564 236575   

PHG9_Scaffold_1089 6 p2 (TA)8 16 9694 9709 
potentially 
variable 

PHG9_Scaffold_1089 10 p3 (CAC)5 15 20032 20046 
potentially 
variable 

PHG9_Scaffold_1089 14 p2 (TA)6 12 37313 37324   

PHG9_Scaffold_1095 3 p2 (TC)8 16 12404 12419 
potentially 
variable 



PHG9_Scaffold_1096 10 p2 (CT)6 12 42536 42547   

PHG9_Scaffold_1097 6 p3 (AAT)5 15 21719 21733 
potentially 
variable 

PHG9_Scaffold_1097 19 p2 (AT)6 12 53529 53540   
PHG9_Scaffold_1097 23 p2 (AC)6 12 57641 57652   

PHG9_Scaffold_1097 27 p2 (CA)7 14 63793 63806 
potentially 
variable 

PHG9_Scaffold_1097 28 p3 (GCA)5 15 66976 66990 
potentially 
variable 

PHG9_Scaffold_1097 29 p2 (AC)8 16 68275 68290 
potentially 
variable 

PHG9_Scaffold_1097 39 p2 (TA)9 18 121868 121885 
potentially 
variable 

PHG9_Scaffold_1097 44 p3 (TGA)6 18 124578 124595 
potentially 
variable 

PHG9_Scaffold_1097 46 p3 (ACC)6 18 126555 126572 
potentially 
variable 

PHG9_Scaffold_1097 48 p2 (TA)6 12 131153 131164   

PHG9_Scaffold_1097 52 p2 (AT)7 14 132903 132916 
potentially 
variable 

PHG9_Scaffold_1097 54 p2 (GA)8 16 137167 137182 
potentially 
variable 

PHG9_Scaffold_1097 56 p2 (TC)6 12 142691 142702   

PHG9_Scaffold_1097 62 p2 (AT)7 14 153453 153466 
potentially 
variable 

PHG9_Scaffold_1097 65 p2 (AC)6 12 172995 173006   

PHG9_Scaffold_1098 18 p3 (AAC)5 15 39864 39878 
potentially 
variable 

PHG9_Scaffold_1098 23 p3 (TTC)5 15 45818 45832 
potentially 
variable 



PHG9_Scaffold_1098 24 p2 (TC)9 18 46235 46252 
potentially 
variable 

PHG9_Scaffold_1099 4 p2 (AT)8 16 14117 14132 
potentially 
variable 

PHG9_Scaffold_1099 8 p3 (TGG)5 15 29480 29494 
potentially 
variable 

PHG9_Scaffold_1101 1 p2 (AT)9 18 36493 36510 
potentially 
variable 

PHG9_Scaffold_1101 6 p2 (GA)6 12 109845 109856   

PHG9_Scaffold_1101 7 p2 (GT)7 14 124338 124351 
potentially 
variable 

PHG9_Scaffold_1101 8 p2 (TA)6 12 126395 126406   

PHG9_Scaffold_1102 1 p2 (AT)7 14 10977 10990 
potentially 
variable 

PHG9_Scaffold_1102 5 p3 (ATC)6 18 28133 28150 
potentially 
variable 

PHG9_Scaffold_1103 1 p2 (CT)6 12 219 230   

PHG9_Scaffold_1103 3 p2 (AT)7 14 5465 5478 
potentially 
variable 

PHG9_Scaffold_1103 22 p2 (AT)7 14 74232 74245 
potentially 
variable 

PHG9_Scaffold_1104 5 p2 (AT)9 18 14254 14271 
potentially 
variable 

PHG9_Scaffold_1104 6 p2 (TA)9 18 14684 14701 
potentially 
variable 

PHG9_Scaffold_1104 20 p2 (TA)7 14 64835 64848 
potentially 
variable 

PHG9_Scaffold_1104 25 p2 (AT)8 16 71328 71343 
potentially 
variable 

PHG9_Scaffold_1104 29 p3 (AAT)5 15 78408 78422 potentially 



variable 

PHG9_Scaffold_1104 34 p3 (AAC)5 15 94179 94193 
potentially 
variable 

PHG9_Scaffold_1105 7 p2 (TA)7 14 29264 29277 
potentially 
variable 

PHG9_Scaffold_1108 1 p2 (TA)6 12 40876 40887   

PHG9_Scaffold_1109 5 p3 (ATT)5 15 16558 16572 
potentially 
variable 

PHG9_Scaffold_1109 11 p2 (AT)6 12 39192 39203   
PHG9_Scaffold_1109 14 p2 (CT)6 12 77413 77424   

PHG9_Scaffold_1109 17 p2 (AT)7 14 84189 84202 
potentially 
variable 

PHG9_Scaffold_1110 14 p2 (AT)8 16 53448 53463 
potentially 
variable 

PHG9_Scaffold_1110 16 p2 (GA)7 14 55366 55379 
potentially 
variable 

PHG9_Scaffold_1110 19 p2 (TA)7 14 62864 62877 
potentially 
variable 

PHG9_Scaffold_1110 20 p2 (GA)7 14 64218 64231 
potentially 
variable 

PHG9_Scaffold_1110 28 p3 (AAT)5 15 82599 82613 
potentially 
variable 

PHG9_Scaffold_1110 30 p2 (TA)9 18 84804 84821 
potentially 
variable 

PHG9_Scaffold_1110 34 p3 (CTT)5 15 94098 94112 
potentially 
variable 

PHG9_Scaffold_1111 1 p2 (GT)7 14 3869 3882 
potentially 
variable 

PHG9_Scaffold_1111 3 p2 (TA)7 14 8036 8049 
potentially 
variable 



PHG9_Scaffold_1111 7 p3 (AGC)6 18 18898 18915 
potentially 
variable 

PHG9_Scaffold_1111 22 p2 (GT)6 12 56958 56969   

PHG9_Scaffold_1111 26 p3 (TGG)5 15 62903 62917 
potentially 
variable 

PHG9_Scaffold_1114 2 p2 (AT)8 16 15359 15374 
potentially 
variable 

PHG9_Scaffold_1114 4 p2 (AG)8 16 20708 20723 
potentially 
variable 

PHG9_Scaffold_1114 11 p2 (AT)9 18 52773 52790 
potentially 
variable 

PHG9_Scaffold_1115 2 p2 (AT)6 12 4970 4981   

PHG9_Scaffold_1115 3 p2 (AT)7 14 5142 5155 
potentially 
variable 

PHG9_Scaffold_1115 12 p2 (GA)8 16 37246 37261 
potentially 
variable 

PHG9_Scaffold_1115 15 p2 (TA)9 18 42034 42051 
potentially 
variable 

PHG9_Scaffold_1116 1 p2 (TA)6 12 646 657   

PHG9_Scaffold_1116 6 p3 (CTC)6 18 26550 26567 
potentially 
variable 

PHG9_Scaffold_1116 7 p2 (TA)7 14 29603 29616 
potentially 
variable 

PHG9_Scaffold_1116 10 p2 (GA)6 12 38541 38552   

PHG9_Scaffold_1116 13 p2 (TA)9 18 43046 43063 
potentially 
variable 

PHG9_Scaffold_1116 15 p2 (AG)9 18 46406 46423 
potentially 
variable 

PHG9_Scaffold_1116 16 p2 (TC)6 12 50019 50030   
PHG9_Scaffold_1116 30 p2 (AT)8 16 82321 82336 potentially 



variable 

PHG9_Scaffold_1117 6 p3 (TTA)5 15 16714 16728 
potentially 
variable 

PHG9_Scaffold_1117 8 p3 (ATC)6 18 21999 22016 
potentially 
variable 

PHG9_Scaffold_1117 19 p3 (AAG)5 15 44114 44128 
potentially 
variable 

PHG9_Scaffold_1117 23 p2 (AC)9 18 53124 53141 
potentially 
variable 

PHG9_Scaffold_1117 29 p2 (TA)7 14 76988 77001 
potentially 
variable 

PHG9_Scaffold_1117 31 p2 (AT)6 12 81393 81404   

PHG9_Scaffold_1117 38 p3 (TCT)5 15 92709 92723 
potentially 
variable 

PHG9_Scaffold_1117 42 p3 (GAA)6 18 102388 102405 
potentially 
variable 

PHG9_Scaffold_1118 1 p3 (AAT)6 18 832 849 
potentially 
variable 

PHG9_Scaffold_1119 19 p2 (TA)6 12 42991 43002   

PHG9_Scaffold_1119 21 p2 (CA)8 16 45851 45866 
potentially 
variable 

PHG9_Scaffold_1119 32 p3 (ATA)6 18 73303 73320 
potentially 
variable 

PHG9_Scaffold_1119 40 p2 (TA)6 12 102725 102736   

PHG9_Scaffold_1120 9 p2 (TA)9 18 35205 35222 
potentially 
variable 

PHG9_Scaffold_1120 10 p2 (TA)6 12 35933 35944   

PHG9_Scaffold_1121 9 p2 (AG)9 18 27529 27546 
potentially 
variable 

PHG9_Scaffold_1121 10 p2 (AG)7 14 32207 32220 potentially 



variable 
PHG9_Scaffold_1122 5 p2 (AT)6 12 23102 23113   

PHG9_Scaffold_1122 21 p3 (TGA)6 18 81058 81075 
potentially 
variable 

PHG9_Scaffold_1122 24 p2 (TA)7 14 85923 85936 
potentially 
variable 

PHG9_Scaffold_1122 28 p2 (GA)6 12 90713 90724   
PHG9_Scaffold_1122 29 p2 (TA)6 12 91045 91056   

PHG9_Scaffold_1122 30 p2 (TA)7 14 97148 97161 
potentially 
variable 

PHG9_Scaffold_1122 32 p2 (CA)6 12 101651 101662   
PHG9_Scaffold_1122 47 p2 (AT)6 12 154198 154209   

PHG9_Scaffold_1122 51 p2 (TA)9 18 161956 161973 
potentially 
variable 

PHG9_Scaffold_1122 52 p3 (CTG)5 15 162485 162499 
potentially 
variable 

PHG9_Scaffold_1122 53 p2 (AG)6 12 171461 171472   

PHG9_Scaffold_1123 5 p2 (AT)7 14 9151 9164 
potentially 
variable 

PHG9_Scaffold_1123 13 p3 (AAT)6 18 27145 27162 
potentially 
variable 

PHG9_Scaffold_1123 14 p3 (GTG)5 15 32922 32936 
potentially 
variable 

PHG9_Scaffold_1124 1 p2 (CT)7 14 4853 4866 
potentially 
variable 

PHG9_Scaffold_1124 2 p2 (CA)6 12 8784 8795   

PHG9_Scaffold_1124 8 p3 (TAA)5 15 56607 56621 
potentially 
variable 

PHG9_Scaffold_1124 15 p2 (AT)9 18 75685 75702 potentially 



variable 
PHG9_Scaffold_1124 16 p2 (AG)6 12 76042 76053   
PHG9_Scaffold_1124 19 p2 (TA)6 12 79822 79833   

PHG9_Scaffold_1124 39 p3 (CAT)5 15 123271 123285 
potentially 
variable 

PHG9_Scaffold_1124 41 p2 (GT)7 14 127111 127124 
potentially 
variable 

PHG9_Scaffold_1124 47 p2 (AG)9 18 134493 134510 
potentially 
variable 

PHG9_Scaffold_1124 56 p3 (CTT)5 15 147797 147811 
potentially 
variable 

PHG9_Scaffold_1125 1 p2 (AT)8 16 557 572 
potentially 
variable 

PHG9_Scaffold_1126 2 p2 (AT)7 14 7950 7963 
potentially 
variable 

PHG9_Scaffold_1128 3 p2 (AT)7 14 9343 9356 
potentially 
variable 

PHG9_Scaffold_1128 11 p2 (AC)8 16 32141 32156 
potentially 
variable 

PHG9_Scaffold_1128 14 p2 (AG)7 14 39129 39142 
potentially 
variable 

PHG9_Scaffold_1128 15 p3 (TAA)5 15 41248 41262 
potentially 
variable 

PHG9_Scaffold_1128 19 p3 (ATA)5 15 45515 45529 
potentially 
variable 

PHG9_Scaffold_1129 4 p2 (TA)6 12 7613 7624   

PHG9_Scaffold_1130 4 p2 (AT)7 14 13423 13436 
potentially 
variable 

PHG9_Scaffold_1130 5 p2 (TA)8 16 20900 20915 
potentially 
variable 



PHG9_Scaffold_1132 3 p4 (ATAG)5 20 9210 9229 Hypervariable 
PHG9_Scaffold_1133 3 p2 (TA)6 12 10129 10140   

PHG9_Scaffold_1133 7 p2 (AT)7 14 16705 16718 
potentially 
variable 

PHG9_Scaffold_1133 12 p2 (AT)6 12 48289 48300   
PHG9_Scaffold_1133 27 p2 (AG)6 12 103751 103762   

PHG9_Scaffold_1133 28 p2 (TA)7 14 105129 105142 
potentially 
variable 

PHG9_Scaffold_1133 32 p2 (TA)9 18 119428 119445 
potentially 
variable 

PHG9_Scaffold_1133 33 p2 (AC)9 18 123721 123738 
potentially 
variable 

PHG9_Scaffold_1133 34 p2 (GT)6 12 123889 123900   

PHG9_Scaffold_1133 37 p3 (ATA)5 15 147218 147232 
potentially 
variable 

PHG9_Scaffold_1134 6 p2 (AT)7 14 5154 5167 
potentially 
variable 

PHG9_Scaffold_1134 11 p2 (TA)6 12 20762 20773   
PHG9_Scaffold_1136 2 p6 (TTTTAA)5 30 9372 9401 Hypervariable 

PHG9_Scaffold_1136 4 p2 (AC)7 14 11332 11345 
potentially 
variable 

PHG9_Scaffold_1136 14 p2 (AG)6 12 44498 44509   

PHG9_Scaffold_1137 6 p3 (AAT)5 15 17837 17851 
potentially 
variable 

PHG9_Scaffold_1137 7 p3 (TCA)5 15 18791 18805 
potentially 
variable 

PHG9_Scaffold_1137 11 p2 (TA)7 14 23764 23777 
potentially 
variable 

PHG9_Scaffold_1137 17 p2 (AG)7 14 38025 38038 potentially 



variable 
PHG9_Scaffold_1138 4 p2 (AC)6 12 12475 12486   

PHG9_Scaffold_1138 11 p2 (AT)7 14 25685 25698 
potentially 
variable 

PHG9_Scaffold_1139 5 p2 (TA)8 16 28981 28996 
potentially 
variable 

PHG9_Scaffold_1139 6 p2 (TA)9 18 35493 35510 
potentially 
variable 

PHG9_Scaffold_1139 7 p2 (TA)9 18 37786 37803 
potentially 
variable 

PHG9_Scaffold_1140 4 p2 (AG)6 12 13873 13884   
PHG9_Scaffold_1140 5 p2 (TC)6 12 15576 15587   

PHG9_Scaffold_1140 19 p2 (AT)8 16 33321 33336 
potentially 
variable 

PHG9_Scaffold_1141 3 p2 (GA)6 12 15548 15559   

PHG9_Scaffold_1141 5 p3 (CAT)5 15 19621 19635 
potentially 
variable 

PHG9_Scaffold_1141 11 p2 (TA)9 18 24094 24111 
potentially 
variable 

PHG9_Scaffold_1143 1 p3 (TAT)5 15 530 544 
potentially 
variable 

PHG9_Scaffold_1143 2 p3 (TTA)5 15 6231 6245 
potentially 
variable 

PHG9_Scaffold_1143 6 p3 (AAT)5 15 17939 17953 
potentially 
variable 

PHG9_Scaffold_1143 16 p2 (TA)6 12 42521 42532   
PHG9_Scaffold_1144 3 p2 (TA)6 12 5743 5754   

PHG9_Scaffold_1144 16 p2 (AT)9 18 68327 68344 
potentially 
variable 



PHG9_Scaffold_1144 24 p2 (TA)7 14 93124 93137 
potentially 
variable 

PHG9_Scaffold_1144 32 p2 (AT)8 16 122176 122191 
potentially 
variable 

PHG9_Scaffold_1145 7 p2 (TC)6 12 41000 41011   

PHG9_Scaffold_1145 8 p2 (CA)7 14 46816 46829 
potentially 
variable 

PHG9_Scaffold_1145 14 p2 (AT)6 12 67666 67677   

PHG9_Scaffold_1145 15 p3 (ATA)5 15 77567 77581 
potentially 
variable 

PHG9_Scaffold_1145 18 p3 (TAA)5 15 93487 93501 
potentially 
variable 

PHG9_Scaffold_1145 20 p3 (TAT)5 15 102274 102288 
potentially 
variable 

PHG9_Scaffold_1145 21 p2 (AT)8 16 111479 111494 
potentially 
variable 

PHG9_Scaffold_1146 2 p2 (GT)6 12 9839 9850   
PHG9_Scaffold_1146 6 p2 (AT)6 12 18939 18950   

PHG9_Scaffold_1146 9 p2 (TA)7 14 51505 51518 
potentially 
variable 

PHG9_Scaffold_1147 5 p2 (GA)6 12 7564 7575   

PHG9_Scaffold_1147 10 p2 (AT)7 14 18301 18314 
potentially 
variable 

PHG9_Scaffold_1147 18 p2 (TA)6 12 32866 32877   

PHG9_Scaffold_1147 23 p2 (AC)9 18 40814 40831 
potentially 
variable 

PHG9_Scaffold_1147 28 p3 (GCT)6 18 62129 62146 
potentially 
variable 

PHG9_Scaffold_1147 32 p2 (GT)6 12 73446 73457   



PHG9_Scaffold_1147 38 p2 (AT)8 16 93486 93501 
potentially 
variable 

PHG9_Scaffold_1149 12 p2 (TA)9 18 28397 28414 
potentially 
variable 

PHG9_Scaffold_1150 7 p2 (CT)6 12 32610 32621   

PHG9_Scaffold_1151 2 p3 (ATT)5 15 10986 11000 
potentially 
variable 

PHG9_Scaffold_1152 7 p2 (AT)6 12 13521 13532   

PHG9_Scaffold_1154 2 p3 (CTT)5 15 6619 6633 
potentially 
variable 

PHG9_Scaffold_1155 2 p3 (AAT)5 15 8779 8793 
potentially 
variable 

PHG9_Scaffold_1155 8 p2 (AG)6 12 33182 33193   

PHG9_Scaffold_1155 10 p3 (GAA)5 15 35943 35957 
potentially 
variable 

PHG9_Scaffold_1155 18 p3 (AAT)6 18 58607 58624 
potentially 
variable 

PHG9_Scaffold_1155 23 p2 (AT)7 14 71081 71094 
potentially 
variable 

PHG9_Scaffold_1155 39 p2 (TA)9 18 110004 110021 
potentially 
variable 

PHG9_Scaffold_1155 46 p2 (TC)6 12 126722 126733   
PHG9_Scaffold_1156 3 p2 (TA)6 12 26740 26751   

PHG9_Scaffold_1156 4 p2 (TA)9 18 27040 27057 
potentially 
variable 

PHG9_Scaffold_1156 16 p2 (TA)7 14 53691 53704 
potentially 
variable 

PHG9_Scaffold_1156 17 p2 (AT)6 12 54039 54050   

PHG9_Scaffold_1156 23 p2 (TA)9 18 67127 67144 
potentially 
variable 



PHG9_Scaffold_1156 29 p2 (TA)7 14 80481 80494 
potentially 
variable 

PHG9_Scaffold_1156 35 p2 (TC)7 14 108413 108426 
potentially 
variable 

PHG9_Scaffold_1156 38 p2 (TA)6 12 110227 110238   
PHG9_Scaffold_1156 39 p2 (TA)6 12 110362 110373   
PHG9_Scaffold_1156 40 p2 (AT)6 12 114800 114811   

PHG9_Scaffold_1156 42 p2 (AT)8 16 127535 127550 
potentially 
variable 

PHG9_Scaffold_1156 47 p2 (TA)7 14 158530 158543 
potentially 
variable 

PHG9_Scaffold_1156 48 p2 (TA)6 12 163897 163908   
PHG9_Scaffold_1156 59 p2 (TC)6 12 198108 198119   
PHG9_Scaffold_1156 62 p2 (GT)6 12 207787 207798   

PHG9_Scaffold_1156 63 p2 (AT)7 14 214033 214046 
potentially 
variable 

PHG9_Scaffold_1156 69 p3 (CTT)5 15 225735 225749 
potentially 
variable 

PHG9_Scaffold_1156 72 p2 (AT)7 14 228906 228919 
potentially 
variable 

PHG9_Scaffold_1156 85 p3 (AGA)5 15 272633 272647 
potentially 
variable 

PHG9_Scaffold_1156 93 p2 (GT)6 12 291087 291098   

PHG9_Scaffold_1156 95 p3 (ATA)5 15 297887 297901 
potentially 
variable 

PHG9_Scaffold_1156 104 p2 (AG)8 16 320884 320899 
potentially 
variable 

PHG9_Scaffold_1156 114 p2 (TG)6 12 355682 355693   
PHG9_Scaffold_1156 117 p2 (TA)6 12 357804 357815   



PHG9_Scaffold_1157 6 p2 (AT)6 12 33800 33811   

PHG9_Scaffold_1157 7 p3 (GAA)5 15 35208 35222 
potentially 
variable 

PHG9_Scaffold_1157 9 p2 (TA)9 18 49515 49532 
potentially 
variable 

PHG9_Scaffold_1158 1 p2 (TA)6 12 54 65   

PHG9_Scaffold_1158 10 p2 (AT)9 18 44185 44202 
potentially 
variable 

PHG9_Scaffold_1158 14 p2 (TA)9 18 53894 53911 
potentially 
variable 

PHG9_Scaffold_1158 15 p2 (CA)6 12 61903 61914   

PHG9_Scaffold_1159 7 p2 (AG)7 14 6336 6349 
potentially 
variable 

PHG9_Scaffold_1160 10 p2 (AT)8 16 28654 28669 
potentially 
variable 

PHG9_Scaffold_1161 1 p2 (AT)7 14 2136 2149 
potentially 
variable 

PHG9_Scaffold_1162 6 p2 (AT)6 12 49584 49595   

PHG9_Scaffold_1164 6 p2 (TA)8 16 33521 33536 
potentially 
variable 

PHG9_Scaffold_1164 8 p2 (TA)9 18 39877 39894 
potentially 
variable 

PHG9_Scaffold_1167 3 p2 (AT)7 14 18506 18519 
potentially 
variable 

PHG9_Scaffold_1168 1 p3 (CTC)5 15 2782 2796 
potentially 
variable 

PHG9_Scaffold_1168 2 p2 (AT)6 12 4739 4750   

PHG9_Scaffold_1168 8 p3 (ATT)6 18 22599 22616 
potentially 
variable 

PHG9_Scaffold_1168 17 p3 (TAG)6 18 37015 37032 potentially 



variable 
PHG9_Scaffold_1171 2 p2 (TA)6 12 1512 1523   
PHG9_Scaffold_1171 12 p2 (AT)6 12 22499 22510   
PHG9_Scaffold_1171 14 p2 (TA)6 12 30614 30625   

PHG9_Scaffold_1171 16 p2 (AT)7 14 39986 39999 
potentially 
variable 

PHG9_Scaffold_1171 23 p2 (TA)7 14 59672 59685 
potentially 
variable 

PHG9_Scaffold_1172 2 p2 (CT)6 12 5826 5837   
PHG9_Scaffold_1173 11 p2 (TA)6 12 31831 31842   

PHG9_Scaffold_1173 12 p3 (TAT)5 15 33989 34003 
potentially 
variable 

PHG9_Scaffold_1173 17 p2 (AT)7 14 40157 40170 
potentially 
variable 

PHG9_Scaffold_1173 21 p3 (CAA)5 15 51514 51528 
potentially 
variable 

PHG9_Scaffold_1173 22 p2 (TA)6 12 51701 51712   
PHG9_Scaffold_1173 30 p2 (CT)6 12 66501 66512   

PHG9_Scaffold_1173 31 p3 (TTC)5 15 74253 74267 
potentially 
variable 

PHG9_Scaffold_1173 34 p2 (TA)7 14 78002 78015 
potentially 
variable 

PHG9_Scaffold_1173 41 p2 (TC)8 16 95965 95980 
potentially 
variable 

PHG9_Scaffold_1173 46 p2 (TA)6 12 117781 117792   
PHG9_Scaffold_1173 47 p2 (TA)6 12 119120 119131   

PHG9_Scaffold_1173 59 p3 (AAT)6 18 148504 148521 
potentially 
variable 

PHG9_Scaffold_1174 4 p2 (AT)7 14 4937 4950 potentially 



variable 

PHG9_Scaffold_1174 5 p3 (CTT)6 18 5441 5458 
potentially 
variable 

PHG9_Scaffold_1174 11 p3 (CAT)5 15 24301 24315 
potentially 
variable 

PHG9_Scaffold_1176 7 p2 (AT)6 12 9325 9336   

PHG9_Scaffold_1176 8 p2 (TA)8 16 10184 10199 
potentially 
variable 

PHG9_Scaffold_1176 10 p2 (TG)6 12 11462 11473   

PHG9_Scaffold_1176 23 p2 (GA)7 14 48850 48863 
potentially 
variable 

PHG9_Scaffold_1176 25 p2 (AC)6 12 54761 54772   
PHG9_Scaffold_1176 32 p2 (AC)6 12 72301 72312   

PHG9_Scaffold_1176 34 p2 (AT)7 14 84118 84131 
potentially 
variable 

PHG9_Scaffold_1176 40 p3 (CAT)5 15 110341 110355 
potentially 
variable 

PHG9_Scaffold_1176 48 p2 (CT)9 18 132783 132800 
potentially 
variable 

PHG9_Scaffold_1176 51 p2 (AT)6 12 134177 134188   

PHG9_Scaffold_1180 3 p3 (ACC)5 15 4151 4165 
potentially 
variable 

PHG9_Scaffold_1180 6 p2 (AT)7 14 20506 20519 
potentially 
variable 

PHG9_Scaffold_1181 2 p3 (TGA)6 18 10226 10243 
potentially 
variable 

PHG9_Scaffold_1181 4 p2 (TA)6 12 12329 12340   

PHG9_Scaffold_1182 1 p2 (AC)7 14 1094 1107 
potentially 
variable 



PHG9_Scaffold_1182 6 p3 (ATA)5 15 17602 17616 
potentially 
variable 

PHG9_Scaffold_1182 10 p2 (TA)6 12 20208 20219   

PHG9_Scaffold_1182 12 p2 (TC)7 14 26941 26954 
potentially 
variable 

PHG9_Scaffold_1182 13 p2 (AT)6 12 27935 27946   
PHG9_Scaffold_1182 16 p2 (AT)6 12 47507 47518   

PHG9_Scaffold_1182 25 p3 (TTA)5 15 56287 56301 
potentially 
variable 

PHG9_Scaffold_1183 2 p2 (TA)6 12 15176 15187   
PHG9_Scaffold_1183 3 p2 (AT)6 12 16237 16248   

PHG9_Scaffold_1183 6 p2 (TA)7 14 18875 18888 
potentially 
variable 

PHG9_Scaffold_1184 1 p2 (GT)7 14 2448 2461 
potentially 
variable 

PHG9_Scaffold_1184 9 p2 (AT)6 12 38317 38328   
PHG9_Scaffold_1186 4 p2 (TA)6 12 13465 13476   

PHG9_Scaffold_1186 5 p2 (AT)9 18 23676 23693 
potentially 
variable 

PHG9_Scaffold_1186 20 p2 (CA)7 14 77695 77708 
potentially 
variable 

PHG9_Scaffold_1186 22 p3 (AAT)6 18 79441 79458 
potentially 
variable 

PHG9_Scaffold_1187 7 p2 (TG)7 14 15696 15709 
potentially 
variable 

PHG9_Scaffold_1187 18 p3 (ATA)5 15 43234 43248 
potentially 
variable 

PHG9_Scaffold_1187 25 p2 (TG)7 14 57926 57939 
potentially 
variable 



PHG9_Scaffold_1187 29 p2 (CA)6 12 64953 64964   

PHG9_Scaffold_1187 33 p3 (GAA)5 15 78292 78306 
potentially 
variable 

PHG9_Scaffold_1187 35 p3 (TTA)6 18 83234 83251 
potentially 
variable 

PHG9_Scaffold_1188 6 p2 (TC)8 16 13916 13931 
potentially 
variable 

PHG9_Scaffold_1188 14 p3 (CCA)5 15 41637 41651 
potentially 
variable 

PHG9_Scaffold_1188 15 p2 (TA)6 12 47646 47657   

PHG9_Scaffold_1188 25 p2 (TG)7 14 73519 73532 
potentially 
variable 

PHG9_Scaffold_1188 32 p2 (TG)7 14 91884 91897 
potentially 
variable 

PHG9_Scaffold_1188 33 p2 (AT)8 16 97058 97073 
potentially 
variable 

PHG9_Scaffold_1188 45 p2 (TA)9 18 128448 128465 
potentially 
variable 

PHG9_Scaffold_1189 1 p2 (AT)6 12 7624 7635   
PHG9_Scaffold_1189 4 p2 (TA)6 12 15537 15548   

PHG9_Scaffold_1189 8 p2 (AT)8 16 18234 18249 
potentially 
variable 

PHG9_Scaffold_1189 16 p3 (AGA)5 15 35309 35323 
potentially 
variable 

PHG9_Scaffold_1192 5 p2 (TA)6 12 6251 6262   

PHG9_Scaffold_1192 21 p3 (CAT)5 15 56439 56453 
potentially 
variable 

PHG9_Scaffold_1192 24 p2 (AT)7 14 65499 65512 
potentially 
variable 

PHG9_Scaffold_1192 38 p2 (AT)6 12 107678 107689   



PHG9_Scaffold_1192 39 p2 (AT)6 12 110820 110831   
PHG9_Scaffold_1192 44 p2 (AT)6 12 121674 121685   
PHG9_Scaffold_1198 9 p2 (AT)6 12 18174 18185   

PHG9_Scaffold_1198 25 p2 (AT)8 16 68970 68985 
potentially 
variable 

PHG9_Scaffold_1198 28 p2 (GA)9 18 71084 71101 
potentially 
variable 

PHG9_Scaffold_1198 29 p2 (GA)6 12 73978 73989   

PHG9_Scaffold_1198 33 p3 (GTT)5 15 92424 92438 
potentially 
variable 

PHG9_Scaffold_1198 46 p2 (AT)6 12 120155 120166   
PHG9_Scaffold_1198 49 p2 (TA)6 12 122193 122204   
PHG9_Scaffold_1198 55 p2 (CT)6 12 141986 141997   

PHG9_Scaffold_1198 67 p3 (ATT)5 15 176779 176793 
potentially 
variable 

PHG9_Scaffold_1199 4 p2 (AT)6 12 17376 17387   

PHG9_Scaffold_1199 5 p2 (AT)9 18 17675 17692 
potentially 
variable 

PHG9_Scaffold_1199 6 p2 (AT)7 14 29358 29371 
potentially 
variable 

PHG9_Scaffold_1199 7 p6 (GTTTTG)8 48 29827 29874 Hypervariable 

PHG9_Scaffold_1199 8 p3 (CAA)5 15 30080 30094 
potentially 
variable 

PHG9_Scaffold_1199 10 p2 (AT)7 14 33289 33302 
potentially 
variable 

PHG9_Scaffold_1199 12 p2 (TA)6 12 35387 35398   

PHG9_Scaffold_1199 14 p2 (AT)9 18 38038 38055 
potentially 
variable 

PHG9_Scaffold_1203 3 p2 (TG)6 12 4923 4934   



PHG9_Scaffold_1203 5 p2 (TA)6 12 6287 6298   

PHG9_Scaffold_1203 8 p3 (AAT)5 15 19245 19259 
potentially 
variable 

PHG9_Scaffold_1203 10 p3 (ATG)5 15 20232 20246 
potentially 
variable 

PHG9_Scaffold_1203 14 p3 (TGT)5 15 27236 27250 
potentially 
variable 

PHG9_Scaffold_1203 20 p3 (GAA)5 15 70099 70113 
potentially 
variable 

PHG9_Scaffold_1207 2 p2 (CT)8 16 3702 3717 
potentially 
variable 

PHG9_Scaffold_1207 11 p2 (TA)7 14 11364 11377 
potentially 
variable 

PHG9_Scaffold_1207 17 p3 (TTC)5 15 22857 22871 
potentially 
variable 

PHG9_Scaffold_1207 18 p2 (TA)6 12 26335 26346   

PHG9_Scaffold_1207 19 p3 (TAT)6 18 29096 29113 
potentially 
variable 

PHG9_Scaffold_1208 5 p2 (AT)7 14 24610 24623 
potentially 
variable 

PHG9_Scaffold_1208 16 p2 (AT)6 12 81656 81667   

PHG9_Scaffold_1208 17 p2 (TA)7 14 95621 95634 
potentially 
variable 

PHG9_Scaffold_1210 1 p3 (AAG)5 15 1588 1602 
potentially 
variable 

PHG9_Scaffold_1211 3 p2 (CT)6 12 16056 16067   

PHG9_Scaffold_1213 1 p2 (TA)8 16 1131 1146 
potentially 
variable 

PHG9_Scaffold_1214 1 p2 (AC)6 12 3275 3286   
PHG9_Scaffold_1215 2 p2 (TA)6 12 1427 1438   



PHG9_Scaffold_1215 9 p2 (AG)6 12 12570 12581   

PHG9_Scaffold_1215 14 p2 (GA)7 14 34047 34060 
potentially 
variable 

PHG9_Scaffold_1215 18 p2 (CT)6 12 43371 43382   
PHG9_Scaffold_1215 23 p2 (TA)6 12 53512 53523   
PHG9_Scaffold_1215 24 p2 (AG)6 12 54155 54166   

PHG9_Scaffold_1219 6 p3 (TTC)5 15 28688 28702 
potentially 
variable 

PHG9_Scaffold_1219 12 p2 (TA)6 12 50235 50246   

PHG9_Scaffold_1222 1 p2 (AT)9 18 30 47 
potentially 
variable 

PHG9_Scaffold_1222 31 p2 (TA)7 14 121473 121486 
potentially 
variable 

PHG9_Scaffold_1223 19 p2 (TA)6 12 41996 42007   
PHG9_Scaffold_1224 12 p2 (AT)6 12 17646 17657   
PHG9_Scaffold_1224 14 p2 (CT)6 12 18469 18480   

PHG9_Scaffold_1224 22 p2 (AT)8 16 34108 34123 
potentially 
variable 

PHG9_Scaffold_1224 23 p2 (AG)6 12 34617 34628   
PHG9_Scaffold_1224 24 p2 (AC)6 12 34859 34870   
PHG9_Scaffold_1224 27 p2 (GA)6 12 38449 38460   

PHG9_Scaffold_1225 3 p2 (AG)9 18 1047 1064 
potentially 
variable 

PHG9_Scaffold_1225 18 p2 (TA)9 18 35160 35177 
potentially 
variable 

PHG9_Scaffold_1226 7 p2 (TA)6 12 16155 16166   
PHG9_Scaffold_1230 4 p2 (TA)6 12 11803 11814   

PHG9_Scaffold_1230 7 p3 (TGA)5 15 13763 13777 
potentially 
variable 



PHG9_Scaffold_1230 8 p2 (TA)6 12 17652 17663   

PHG9_Scaffold_1230 12 p2 (TA)7 14 22895 22908 
potentially 
variable 

PHG9_Scaffold_1230 15 p2 (TA)7 14 26947 26960 
potentially 
variable 

PHG9_Scaffold_1231 3 p2 (AT)9 18 7788 7805 
potentially 
variable 

PHG9_Scaffold_1231 6 p2 (AT)7 14 16084 16097 
potentially 
variable 

PHG9_Scaffold_1231 7 p2 (GA)6 12 36711 36722   

PHG9_Scaffold_1231 8 p3 (GAA)5 15 36833 36847 
potentially 
variable 

PHG9_Scaffold_1231 13 p3 (TAT)5 15 46128 46142 
potentially 
variable 

PHG9_Scaffold_1232 2 p2 (AT)6 12 7709 7720   
PHG9_Scaffold_1232 4 p2 (CA)6 12 14845 14856   

PHG9_Scaffold_1232 9 p2 (AT)8 16 31575 31590 
potentially 
variable 

PHG9_Scaffold_1232 10 p2 (AG)8 16 36338 36353 
potentially 
variable 

PHG9_Scaffold_1232 12 p2 (AT)8 16 45359 45374 
potentially 
variable 

PHG9_Scaffold_1232 13 p2 (AT)7 14 46541 46554 
potentially 
variable 

PHG9_Scaffold_1232 14 p2 (CA)7 14 47526 47539 
potentially 
variable 

PHG9_Scaffold_1232 18 p2 (GA)8 16 57025 57040 
potentially 
variable 

PHG9_Scaffold_1232 20 p2 (TA)9 18 72853 72870 
potentially 
variable 



PHG9_Scaffold_1232 23 p2 (TA)6 12 81247 81258   

PHG9_Scaffold_1232 28 p3 (ATT)5 15 89867 89881 
potentially 
variable 

PHG9_Scaffold_1232 33 p2 (AT)9 18 96583 96600 
potentially 
variable 

PHG9_Scaffold_1232 35 p2 (TA)8 16 98771 98786 
potentially 
variable 

PHG9_Scaffold_1232 36 p2 (AT)8 16 103540 103555 
potentially 
variable 

PHG9_Scaffold_1232 41 p2 (AT)7 14 115841 115854 
potentially 
variable 

PHG9_Scaffold_1232 64 p2 (TA)6 12 168654 168665   

PHG9_Scaffold_1232 74 p2 (TC)7 14 205862 205875 
potentially 
variable 

PHG9_Scaffold_1233 1 p2 (TA)6 12 1 12   

PHG9_Scaffold_1233 3 p3 (ATT)5 15 6329 6343 
potentially 
variable 

PHG9_Scaffold_1233 10 p2 (TA)8 16 27203 27218 
potentially 
variable 

PHG9_Scaffold_1233 13 p2 (TA)6 12 33986 33997   

PHG9_Scaffold_1233 21 p3 (GAG)5 15 78871 78885 
potentially 
variable 

PHG9_Scaffold_1233 22 p2 (CT)6 12 79009 79020   

PHG9_Scaffold_1233 23 p3 (TAA)5 15 79689 79703 
potentially 
variable 

PHG9_Scaffold_1233 34 p2 (AT)7 14 94685 94698 
potentially 
variable 

PHG9_Scaffold_1234 6 p3 (TTG)5 15 13555 13569 
potentially 
variable 

PHG9_Scaffold_1234 7 p3 (GAA)6 18 13755 13772 potentially 



variable 

PHG9_Scaffold_1234 10 p2 (TA)8 16 37727 37742 
potentially 
variable 

PHG9_Scaffold_1235 5 p2 (AG)6 12 29592 29603   

PHG9_Scaffold_1235 6 p2 (AT)8 16 32399 32414 
potentially 
variable 

PHG9_Scaffold_1235 9 p2 (AG)6 12 38113 38124   

PHG9_Scaffold_1236 11 p3 (ACG)5 15 36691 36705 
potentially 
variable 

PHG9_Scaffold_1236 15 p2 (TA)6 12 42633 42644   

PHG9_Scaffold_1236 23 p3 (TTA)5 15 75693 75707 
potentially 
variable 

PHG9_Scaffold_1236 29 p2 (AT)8 16 82892 82907 
potentially 
variable 

PHG9_Scaffold_1236 32 p3 (TCA)5 15 101300 101314 
potentially 
variable 

PHG9_Scaffold_1236 35 p3 (TCA)5 15 113319 113333 
potentially 
variable 

PHG9_Scaffold_1237 3 p2 (AT)7 14 3924 3937 
potentially 
variable 

PHG9_Scaffold_1237 7 p2 (AT)6 12 11816 11827   

PHG9_Scaffold_1238 4 p3 (TAT)5 15 15125 15139 
potentially 
variable 

PHG9_Scaffold_1238 8 p2 (CT)8 16 22177 22192 
potentially 
variable 

PHG9_Scaffold_1238 11 p2 (AG)6 12 31388 31399   
PHG9_Scaffold_1238 14 p2 (AT)6 12 47254 47265   

PHG9_Scaffold_1239 8 p3 (AAG)6 18 20181 20198 
potentially 
variable 



PHG9_Scaffold_1239 11 p2 (CT)7 14 23229 23242 
potentially 
variable 

PHG9_Scaffold_1239 14 p2 (AT)6 12 33784 33795   

PHG9_Scaffold_1240 3 p2 (TA)7 14 1336 1349 
potentially 
variable 

PHG9_Scaffold_1240 4 p2 (TA)8 16 6267 6282 
potentially 
variable 

PHG9_Scaffold_1240 8 p2 (TA)6 12 15806 15817   
PHG9_Scaffold_1240 9 p2 (AT)6 12 16478 16489   

PHG9_Scaffold_1240 13 p2 (TA)8 16 32784 32799 
potentially 
variable 

PHG9_Scaffold_1240 14 p2 (TA)6 12 41442 41453   

PHG9_Scaffold_1240 17 p3 (TTA)6 18 53151 53168 
potentially 
variable 

PHG9_Scaffold_1240 21 p2 (TA)9 18 55935 55952 
potentially 
variable 

PHG9_Scaffold_1241 7 p2 (AT)7 14 12972 12985 
potentially 
variable 

PHG9_Scaffold_1241 16 p2 (TC)6 12 28634 28645   
PHG9_Scaffold_1241 18 p2 (TA)6 12 43229 43240   

PHG9_Scaffold_1242 8 p2 (TA)9 18 43276 43293 
potentially 
variable 

PHG9_Scaffold_1243 3 p3 (TAA)6 18 14913 14930 
potentially 
variable 

PHG9_Scaffold_1243 4 p2 (AT)6 12 17731 17742   

PHG9_Scaffold_1243 8 p2 (AT)9 18 27220 27237 
potentially 
variable 

PHG9_Scaffold_1244 3 p3 (ATA)6 18 11611 11628 
potentially 
variable 



PHG9_Scaffold_1244 7 p2 (AG)7 14 31941 31954 
potentially 
variable 

PHG9_Scaffold_1244 17 p2 (CT)7 14 46119 46132 
potentially 
variable 

PHG9_Scaffold_1244 25 p2 (TA)7 14 62287 62300 
potentially 
variable 

PHG9_Scaffold_1244 27 p3 (AGA)5 15 71604 71618 
potentially 
variable 

PHG9_Scaffold_1244 34 p3 (TTC)6 18 99948 99965 
potentially 
variable 

PHG9_Scaffold_1244 45 p3 (ATA)5 15 120426 120440 
potentially 
variable 

PHG9_Scaffold_1244 52 p2 (AT)6 12 144766 144777   

PHG9_Scaffold_1244 62 p3 (ACA)6 18 167723 167740 
potentially 
variable 

PHG9_Scaffold_1244 63 p3 (CCT)5 15 175692 175706 
potentially 
variable 

PHG9_Scaffold_1244 71 p2 (AT)6 12 200669 200680   

PHG9_Scaffold_1244 74 p2 (AG)7 14 207515 207528 
potentially 
variable 

PHG9_Scaffold_1244 75 p2 (TA)6 12 210138 210149   
PHG9_Scaffold_1244 84 p2 (AG)6 12 251490 251501   
PHG9_Scaffold_1244 86 p2 (TA)6 12 254106 254117   
PHG9_Scaffold_1244 87 p2 (AT)6 12 254998 255009   

PHG9_Scaffold_1244 90 p2 (TA)8 16 263463 263478 
potentially 
variable 

PHG9_Scaffold_1244 95 p2 (AT)8 16 276378 276393 
potentially 
variable 

PHG9_Scaffold_1244 103 p2 (AT)8 16 292496 292511 
potentially 
variable 



PHG9_Scaffold_1244 104 p2 (GA)7 14 297905 297918 
potentially 
variable 

PHG9_Scaffold_1244 106 p3 (CAT)5 15 308169 308183 
potentially 
variable 

PHG9_Scaffold_1244 109 p2 (GT)6 12 316697 316708   
PHG9_Scaffold_1244 122 p2 (TA)6 12 343507 343518   
PHG9_Scaffold_1245 3 p2 (CT)6 12 24536 24547   
PHG9_Scaffold_1245 5 p2 (CT)6 12 32426 32437   

PHG9_Scaffold_1246 3 p3 (AAT)5 15 27111 27125 
potentially 
variable 

PHG9_Scaffold_1246 4 p2 (TA)8 16 27909 27924 
potentially 
variable 

PHG9_Scaffold_1247 2 p3 (GCT)5 15 1165 1179 
potentially 
variable 

PHG9_Scaffold_1247 8 p2 (AG)8 16 17177 17192 
potentially 
variable 

PHG9_Scaffold_1247 13 p2 (TA)6 12 42821 42832   

PHG9_Scaffold_1247 14 p2 (AT)7 14 43260 43273 
potentially 
variable 

PHG9_Scaffold_1247 19 p2 (AT)8 16 51941 51956 
potentially 
variable 

PHG9_Scaffold_1247 28 p2 (AT)6 12 77836 77847   
PHG9_Scaffold_1247 29 p2 (TC)6 12 79599 79610   

PHG9_Scaffold_1247 30 p3 (GAA)5 15 80206 80220 
potentially 
variable 

PHG9_Scaffold_1247 35 p2 (AT)8 16 104096 104111 
potentially 
variable 

PHG9_Scaffold_1247 39 p2 (TA)6 12 128436 128447   
PHG9_Scaffold_1248 4 p2 (TA)6 12 8504 8515   



PHG9_Scaffold_1248 29 p3 (ATA)5 15 93418 93432 
potentially 
variable 

PHG9_Scaffold_1248 34 p3 (ATA)5 15 100394 100408 
potentially 
variable 

PHG9_Scaffold_1248 35 p2 (TC)6 12 101314 101325   

PHG9_Scaffold_1248 39 p3 (AAT)5 15 123482 123496 
potentially 
variable 

PHG9_Scaffold_1248 49 p2 (TA)7 14 167171 167184 
potentially 
variable 

PHG9_Scaffold_1248 51 p2 (TA)6 12 169916 169927   
PHG9_Scaffold_1248 52 p2 (GT)6 12 173305 173316   

PHG9_Scaffold_1248 54 p3 (GGC)5 15 176530 176544 
potentially 
variable 

PHG9_Scaffold_1248 56 p2 (AT)8 16 183034 183049 
potentially 
variable 

PHG9_Scaffold_1248 58 p2 (TG)8 16 187371 187386 
potentially 
variable 

PHG9_Scaffold_1248 62 p2 (CT)6 12 203155 203166   
PHG9_Scaffold_1248 65 p2 (AT)6 12 219112 219123   

PHG9_Scaffold_1248 69 p3 (CTT)5 15 222377 222391 
potentially 
variable 

PHG9_Scaffold_1249 3 p2 (TA)7 14 21461 21474 
potentially 
variable 

PHG9_Scaffold_1249 4 p2 (TA)7 14 34496 34509 
potentially 
variable 

PHG9_Scaffold_1249 10 p3 (TCT)6 18 96619 96636 
potentially 
variable 

PHG9_Scaffold_1252 8 p2 (AT)9 18 27716 27733 
potentially 
variable 

PHG9_Scaffold_1254 1 p2 (TC)9 18 9933 9950 potentially 



variable 

PHG9_Scaffold_1254 8 p3 (TAA)5 15 36957 36971 
potentially 
variable 

PHG9_Scaffold_1254 14 p2 (TA)9 18 52724 52741 
potentially 
variable 

PHG9_Scaffold_1254 15 p2 (CT)8 16 56859 56874 
potentially 
variable 

PHG9_Scaffold_1255 3 p2 (GA)6 12 13889 13900   

PHG9_Scaffold_1255 7 p3 (CAT)5 15 25929 25943 
potentially 
variable 

PHG9_Scaffold_1255 18 p2 (TA)7 14 41601 41614 
potentially 
variable 

PHG9_Scaffold_1256 9 p3 (AAG)5 15 16867 16881 
potentially 
variable 

PHG9_Scaffold_1259 4 p3 (ATA)6 18 16949 16966 
potentially 
variable 

PHG9_Scaffold_1260 11 p3 (ATT)5 15 23789 23803 
potentially 
variable 

PHG9_Scaffold_1260 32 p2 (TA)6 12 104891 104902   

PHG9_Scaffold_1260 34 p2 (AT)7 14 113918 113931 
potentially 
variable 

PHG9_Scaffold_1260 35 p2 (TA)6 12 118862 118873   

PHG9_Scaffold_1260 37 p2 (GA)7 14 120835 120848 
potentially 
variable 

PHG9_Scaffold_1260 42 p2 (AT)6 12 130145 130156   

PHG9_Scaffold_1260 60 p2 (CA)8 16 186676 186691 
potentially 
variable 

PHG9_Scaffold_1260 68 p2 (AT)6 12 240118 240129   

PHG9_Scaffold_1260 69 p3 (CTA)5 15 246072 246086 
potentially 
variable 



PHG9_Scaffold_1260 76 p2 (AT)7 14 273545 273558 
potentially 
variable 

PHG9_Scaffold_1260 79 p2 (CA)9 18 280166 280183 
potentially 
variable 

PHG9_Scaffold_1263 14 p2 (AT)6 12 82722 82733   

PHG9_Scaffold_1263 22 p2 (AT)7 14 87112 87125 
potentially 
variable 

PHG9_Scaffold_1264 3 p2 (CT)6 12 16982 16993   

PHG9_Scaffold_1264 5 p2 (AT)7 14 30938 30951 
potentially 
variable 

PHG9_Scaffold_1264 7 p2 (TA)7 14 37860 37873 
potentially 
variable 

PHG9_Scaffold_1265 2 p2 (TA)7 14 2113 2126 
potentially 
variable 

PHG9_Scaffold_1265 7 p3 (AAT)6 18 24872 24889 
potentially 
variable 

PHG9_Scaffold_1265 8 p3 (ATT)5 15 28733 28747 
potentially 
variable 

PHG9_Scaffold_1265 9 p3 (TTA)6 18 30736 30753 
potentially 
variable 

PHG9_Scaffold_1266 2 p3 (ATA)5 15 1801 1815 
potentially 
variable 

PHG9_Scaffold_1266 4 p2 (AT)7 14 15701 15714 
potentially 
variable 

PHG9_Scaffold_1266 5 p2 (TC)6 12 21976 21987   
PHG9_Scaffold_1266 7 p2 (AT)6 12 26362 26373   

PHG9_Scaffold_1266 12 p3 (TAT)5 15 48427 48441 
potentially 
variable 

PHG9_Scaffold_1267 2 p2 (AT)6 12 14289 14300   
PHG9_Scaffold_1267 3 p2 (CT)6 12 14755 14766   



PHG9_Scaffold_1267 7 p2 (AT)6 12 39620 39631   
PHG9_Scaffold_1269 4 p2 (AT)6 12 6123 6134   

PHG9_Scaffold_1269 16 p3 (TCA)5 15 37310 37324 
potentially 
variable 

PHG9_Scaffold_1269 18 p2 (TA)6 12 37983 37994   

PHG9_Scaffold_1269 19 p3 (TGT)5 15 56121 56135 
potentially 
variable 

PHG9_Scaffold_1269 20 p3 (GTT)5 15 57195 57209 
potentially 
variable 

PHG9_Scaffold_1269 24 p2 (AT)7 14 71531 71544 
potentially 
variable 

PHG9_Scaffold_1270 9 p2 (TA)6 12 31921 31932   

PHG9_Scaffold_1270 12 p2 (GA)7 14 33900 33913 
potentially 
variable 

PHG9_Scaffold_1270 14 p2 (AT)6 12 37489 37500   
PHG9_Scaffold_1271 3 p2 (AT)6 12 7799 7810   

PHG9_Scaffold_1271 9 p3 (AAT)5 15 37439 37453 
potentially 
variable 

PHG9_Scaffold_1271 10 p3 (CAC)6 18 42100 42117 
potentially 
variable 

PHG9_Scaffold_1271 11 p3 (CAT)5 15 42620 42634 
potentially 
variable 

PHG9_Scaffold_1272 1 p2 (AT)6 12 488 499   
PHG9_Scaffold_1272 5 p2 (AT)6 12 2737 2748   
PHG9_Scaffold_1272 6 p2 (TA)6 12 2904 2915   

PHG9_Scaffold_1272 10 p3 (GTC)6 18 12938 12955 
potentially 
variable 

PHG9_Scaffold_1274 1 p3 (CCA)6 18 4762 4779 
potentially 
variable 



PHG9_Scaffold_1274 2 p2 (CT)6 12 6207 6218   

PHG9_Scaffold_1275 3 p2 (AT)8 16 7894 7909 
potentially 
variable 

PHG9_Scaffold_1275 5 p3 (AAT)5 15 21328 21342 
potentially 
variable 

PHG9_Scaffold_1275 6 p2 (CA)6 12 23328 23339   
PHG9_Scaffold_1277 8 p2 (TC)6 12 23717 23728   

PHG9_Scaffold_1279 1 p3 (AAT)5 15 3524 3538 
potentially 
variable 

PHG9_Scaffold_1279 7 p3 (CAA)5 15 12160 12174 
potentially 
variable 

PHG9_Scaffold_1280 5 p2 (GA)8 16 10921 10936 
potentially 
variable 

PHG9_Scaffold_1280 12 p2 (AT)9 18 37753 37770 
potentially 
variable 

PHG9_Scaffold_1280 14 p3 (TAT)5 15 39453 39467 
potentially 
variable 

PHG9_Scaffold_1280 18 p2 (AT)6 12 56739 56750   
PHG9_Scaffold_1281 1 p2 (AT)6 12 221 232   

PHG9_Scaffold_1282 2 p2 (TA)9 18 23637 23654 
potentially 
variable 

PHG9_Scaffold_1282 18 p2 (AG)8 16 108850 108865 
potentially 
variable 

PHG9_Scaffold_1282 20 p2 (AG)8 16 110380 110395 
potentially 
variable 

PHG9_Scaffold_1282 23 p2 (TA)7 14 113370 113383 
potentially 
variable 

PHG9_Scaffold_1282 28 p3 (TAT)5 15 149423 149437 
potentially 
variable 

PHG9_Scaffold_1282 30 p2 (AT)6 12 153453 153464   



PHG9_Scaffold_1282 31 p3 (TAT)5 15 154181 154195 
potentially 
variable 

PHG9_Scaffold_1282 36 p2 (AT)6 12 177452 177463   
PHG9_Scaffold_1282 38 p2 (AT)6 12 178183 178194   

PHG9_Scaffold_1282 40 p2 (AT)7 14 184573 184586 
potentially 
variable 

PHG9_Scaffold_1284 3 p2 (TC)6 12 4688 4699   

PHG9_Scaffold_1284 4 p3 (CAA)5 15 7149 7163 
potentially 
variable 

PHG9_Scaffold_1284 5 p3 (CAA)5 15 7378 7392 
potentially 
variable 

PHG9_Scaffold_1284 6 p2 (TA)7 14 10113 10126 
potentially 
variable 

PHG9_Scaffold_1284 15 p2 (AG)6 12 26071 26082   

PHG9_Scaffold_1285 1 p2 (AT)7 14 5808 5821 
potentially 
variable 

PHG9_Scaffold_1285 9 p3 (TTA)6 18 26553 26570 
potentially 
variable 

PHG9_Scaffold_1285 10 p2 (GT)9 18 33790 33807 
potentially 
variable 

PHG9_Scaffold_1285 20 p2 (AT)6 12 68453 68464   

PHG9_Scaffold_1285 25 p2 (AT)9 18 100413 100430 
potentially 
variable 

PHG9_Scaffold_1286 1 p2 (TC)7 14 4127 4140 
potentially 
variable 

PHG9_Scaffold_1286 7 p2 (GA)9 18 37926 37943 
potentially 
variable 

PHG9_Scaffold_1287 18 p3 (TTA)5 15 36861 36875 
potentially 
variable 

PHG9_Scaffold_1287 24 p2 (GA)6 12 47580 47591   



PHG9_Scaffold_1287 27 p2 (TA)6 12 55665 55676   

PHG9_Scaffold_1287 28 p2 (TA)8 16 56537 56552 
potentially 
variable 

PHG9_Scaffold_1287 36 p3 (AAT)5 15 84917 84931 
potentially 
variable 

PHG9_Scaffold_1288 2 p2 (TA)6 12 1184 1195   

PHG9_Scaffold_1288 11 p2 (AT)9 18 24589 24606 
potentially 
variable 

PHG9_Scaffold_1288 12 p2 (AT)7 14 25618 25631 
potentially 
variable 

PHG9_Scaffold_1288 16 p2 (TA)6 12 36883 36894   
PHG9_Scaffold_1288 17 p2 (TC)6 12 37232 37243   

PHG9_Scaffold_1288 22 p2 (AG)8 16 57671 57686 
potentially 
variable 

PHG9_Scaffold_1288 25 p2 (TC)6 12 62411 62422   
PHG9_Scaffold_1288 26 p2 (TC)6 12 63041 63052   

PHG9_Scaffold_1289 2 p3 (CTC)6 18 9751 9768 
potentially 
variable 

PHG9_Scaffold_1289 5 p2 (AT)7 14 22636 22649 
potentially 
variable 

PHG9_Scaffold_1289 10 p2 (TA)6 12 29673 29684   
PHG9_Scaffold_1290 3 p2 (TA)6 12 12524 12535   

PHG9_Scaffold_1290 7 p2 (AT)7 14 29014 29027 
potentially 
variable 

PHG9_Scaffold_1291 13 p2 (GT)8 16 36462 36477 
potentially 
variable 

PHG9_Scaffold_1292 16 p2 (AT)6 12 80953 80964   

PHG9_Scaffold_1293 5 p3 (TAA)5 15 19290 19304 
potentially 
variable 



PHG9_Scaffold_1295 1 p2 (AT)7 14 2944 2957 
potentially 
variable 

PHG9_Scaffold_1295 16 p2 (AT)7 14 37056 37069 
potentially 
variable 

PHG9_Scaffold_1295 19 p3 (ATA)6 18 45276 45293 
potentially 
variable 

PHG9_Scaffold_1295 20 p2 (TA)6 12 58519 58530   
PHG9_Scaffold_1295 23 p2 (TA)6 12 64876 64887   
PHG9_Scaffold_1295 37 p2 (TA)6 12 109437 109448   

PHG9_Scaffold_1296 1 p2 (TA)9 18 364 381 
potentially 
variable 

PHG9_Scaffold_1297 1 p2 (AG)7 14 10715 10728 
potentially 
variable 

PHG9_Scaffold_1297 4 p2 (AT)6 12 16789 16800   

PHG9_Scaffold_1297 10 p2 (TA)9 18 36147 36164 
potentially 
variable 

PHG9_Scaffold_1297 12 p2 (TG)6 12 37305 37316   

PHG9_Scaffold_1297 20 p2 (AT)8 16 48913 48928 
potentially 
variable 

PHG9_Scaffold_1297 21 p2 (AT)8 16 50346 50361 
potentially 
variable 

PHG9_Scaffold_1297 24 p2 (TC)7 14 59031 59044 
potentially 
variable 

PHG9_Scaffold_1297 39 p3 (TTA)5 15 102230 102244 
potentially 
variable 

PHG9_Scaffold_1297 41 p2 (AT)6 12 104598 104609   
PHG9_Scaffold_1299 7 p2 (AT)6 12 18558 18569   

PHG9_Scaffold_1300 4 p2 (AT)7 14 17029 17042 
potentially 
variable 



PHG9_Scaffold_1301 11 p3 (TTC)5 15 51568 51582 
potentially 
variable 

PHG9_Scaffold_1302 8 p3 (TCT)5 15 11859 11873 
potentially 
variable 

PHG9_Scaffold_1302 9 p6 (AAGAAA)5 30 16578 16607 Hypervariable 
PHG9_Scaffold_1302 17 p2 (CA)6 12 48815 48826   

PHG9_Scaffold_1303 6 p2 (AT)8 16 29118 29133 
potentially 
variable 

PHG9_Scaffold_1303 8 p2 (TA)8 16 39135 39150 
potentially 
variable 

PHG9_Scaffold_1303 20 p2 (AC)6 12 80714 80725   

PHG9_Scaffold_1303 21 p2 (TA)7 14 83454 83467 
potentially 
variable 

PHG9_Scaffold_1303 26 p2 (CA)6 12 102249 102260   

PHG9_Scaffold_1303 28 p2 (TA)9 18 107183 107200 
potentially 
variable 

PHG9_Scaffold_1303 30 p2 (CA)8 16 112906 112921 
potentially 
variable 

PHG9_Scaffold_1304 1 p2 (AG)6 12 437 448   
PHG9_Scaffold_1304 3 p2 (AT)6 12 2245 2256   
PHG9_Scaffold_1308 2 p2 (TA)6 12 1541 1552   

PHG9_Scaffold_1308 6 p2 (AT)7 14 31350 31363 
potentially 
variable 

PHG9_Scaffold_1308 7 p2 (AT)9 18 36708 36725 
potentially 
variable 

PHG9_Scaffold_1309 4 p2 (AT)8 16 27097 27112 
potentially 
variable 

PHG9_Scaffold_1309 10 p2 (GA)6 12 42107 42118   
PHG9_Scaffold_1311 3 p2 (TA)6 12 38606 38617   



PHG9_Scaffold_1311 12 p3 (ATT)5 15 54972 54986 
potentially 
variable 

PHG9_Scaffold_1311 14 p2 (AT)6 12 56050 56061   

PHG9_Scaffold_1313 6 p2 (AT)8 16 23743 23758 
potentially 
variable 

PHG9_Scaffold_1313 9 p2 (AC)6 12 27743 27754   
PHG9_Scaffold_1315 7 p2 (CA)6 12 12032 12043   

PHG9_Scaffold_1315 10 p2 (TA)7 14 17819 17832 
potentially 
variable 

PHG9_Scaffold_1315 13 p3 (CCT)5 15 23635 23649 
potentially 
variable 

PHG9_Scaffold_1315 15 p2 (AT)6 12 28610 28621   
PHG9_Scaffold_1315 23 p2 (TA)6 12 55963 55974   
PHG9_Scaffold_1316 1 p2 (AG)6 12 7034 7045   

PHG9_Scaffold_1316 7 p2 (TC)9 18 16190 16207 
potentially 
variable 

PHG9_Scaffold_1316 8 p2 (TA)8 16 16644 16659 
potentially 
variable 

PHG9_Scaffold_1317 1 p3 (TTG)5 15 1425 1439 
potentially 
variable 

PHG9_Scaffold_1317 10 p2 (AG)6 12 16175 16186   

PHG9_Scaffold_1317 16 p3 (AAG)5 15 27929 27943 
potentially 
variable 

PHG9_Scaffold_1317 17 p2 (AT)9 18 32625 32642 
potentially 
variable 

PHG9_Scaffold_1317 22 p2 (TA)7 14 61992 62005 
potentially 
variable 

PHG9_Scaffold_1317 23 p2 (AT)9 18 64334 64351 
potentially 
variable 



PHG9_Scaffold_1317 26 p2 (GA)6 12 69899 69910   

PHG9_Scaffold_1317 34 p2 (AT)8 16 83994 84009 
potentially 
variable 

PHG9_Scaffold_1317 35 p2 (CA)6 12 91559 91570   
PHG9_Scaffold_1317 38 p2 (AT)6 12 93506 93517   

PHG9_Scaffold_1317 48 p3 (TAT)5 15 111743 111757 
potentially 
variable 

PHG9_Scaffold_1318 1 p2 (TA)7 14 3949 3962 
potentially 
variable 

PHG9_Scaffold_1318 4 p3 (AAT)6 18 40790 40807 
potentially 
variable 

PHG9_Scaffold_1318 8 p2 (AT)8 16 47406 47421 
potentially 
variable 

PHG9_Scaffold_1319 2 p2 (AT)7 14 5702 5715 
potentially 
variable 

PHG9_Scaffold_1319 3 p3 (TTA)5 15 13010 13024 
potentially 
variable 

PHG9_Scaffold_1320 7 p2 (AG)9 18 9605 9622 
potentially 
variable 

PHG9_Scaffold_1320 14 p2 (TA)9 18 66240 66257 
potentially 
variable 

PHG9_Scaffold_1320 17 p3 (ATA)5 15 72726 72740 
potentially 
variable 

PHG9_Scaffold_1320 18 p2 (AT)9 18 77192 77209 
potentially 
variable 

PHG9_Scaffold_1320 20 p2 (TA)8 16 79382 79397 
potentially 
variable 

PHG9_Scaffold_1320 25 p2 (AT)6 12 101422 101433   
PHG9_Scaffold_1320 26 p2 (GT)6 12 103260 103271   
PHG9_Scaffold_1320 30 p2 (AC)6 12 122331 122342   



PHG9_Scaffold_1320 33 p2 (TC)7 14 142982 142995 
potentially 
variable 

PHG9_Scaffold_1320 36 p2 (TA)8 16 150136 150151 
potentially 
variable 

PHG9_Scaffold_1320 43 p2 (TA)7 14 175898 175911 
potentially 
variable 

PHG9_Scaffold_1325 3 p2 (CT)6 12 4788 4799   

PHG9_Scaffold_1325 4 p2 (TA)9 18 6352 6369 
potentially 
variable 

PHG9_Scaffold_1326 3 p2 (AT)7 14 4544 4557 
potentially 
variable 

PHG9_Scaffold_1326 8 p2 (TC)6 12 23290 23301   

PHG9_Scaffold_1326 15 p3 (TAG)5 15 41938 41952 
potentially 
variable 

PHG9_Scaffold_1326 16 p2 (AC)7 14 43409 43422 
potentially 
variable 

PHG9_Scaffold_1326 29 p2 (AG)7 14 92925 92938 
potentially 
variable 

PHG9_Scaffold_1326 34 p2 (TC)8 16 117519 117534 
potentially 
variable 

PHG9_Scaffold_1328 2 p2 (TA)6 12 3824 3835   

PHG9_Scaffold_1328 4 p2 (AT)8 16 6632 6647 
potentially 
variable 

PHG9_Scaffold_1328 9 p2 (AT)7 14 19735 19748 
potentially 
variable 

PHG9_Scaffold_1333 2 p2 (TA)6 12 5487 5498   
PHG9_Scaffold_1333 4 p2 (TA)6 12 8383 8394   

PHG9_Scaffold_1333 15 p2 (AG)7 14 41688 41701 
potentially 
variable 

PHG9_Scaffold_1333 20 p2 (TA)8 16 61945 61960 potentially 



variable 

PHG9_Scaffold_1333 26 p3 (TAT)6 18 93044 93061 
potentially 
variable 

PHG9_Scaffold_1333 28 p2 (TG)6 12 98811 98822   
PHG9_Scaffold_1333 31 p2 (AG)6 12 101629 101640   
PHG9_Scaffold_1333 32 p2 (AC)6 12 102346 102357   

PHG9_Scaffold_1333 35 p2 (CA)9 18 106943 106960 
potentially 
variable 

PHG9_Scaffold_1333 44 p2 (AT)7 14 130836 130849 
potentially 
variable 

PHG9_Scaffold_1333 53 p3 (TTC)6 18 153337 153354 
potentially 
variable 

PHG9_Scaffold_1333 55 p2 (TA)6 12 156172 156183   

PHG9_Scaffold_1333 60 p3 (TTC)5 15 166074 166088 
potentially 
variable 

PHG9_Scaffold_1333 62 p2 (AT)8 16 168915 168930 
potentially 
variable 

PHG9_Scaffold_1333 69 p2 (GT)7 14 175794 175807 
potentially 
variable 

PHG9_Scaffold_1333 70 p3 (CAT)5 15 176114 176128 
potentially 
variable 

PHG9_Scaffold_1333 73 p2 (TA)6 12 181303 181314   

PHG9_Scaffold_1333 74 p3 (TGT)5 15 181813 181827 
potentially 
variable 

PHG9_Scaffold_1333 79 p2 (TA)6 12 201133 201144   

PHG9_Scaffold_1334 4 p3 (AGA)5 15 26293 26307 
potentially 
variable 

PHG9_Scaffold_1335 7 p3 (TTA)5 15 11099 11113 
potentially 
variable 



PHG9_Scaffold_1335 8 p2 (AT)6 12 11953 11964   

PHG9_Scaffold_1340 2 p2 (GA)8 16 2746 2761 
potentially 
variable 

PHG9_Scaffold_1341 3 p2 (TA)7 14 6606 6619 
potentially 
variable 

PHG9_Scaffold_1341 8 p2 (TA)6 12 22169 22180   

PHG9_Scaffold_1341 9 p3 (ATT)5 15 22501 22515 
potentially 
variable 

PHG9_Scaffold_1341 11 p2 (AT)6 12 25299 25310   
PHG9_Scaffold_1341 19 p2 (AT)6 12 54789 54800   

PHG9_Scaffold_1343 2 p3 (AAT)6 18 20923 20940 
potentially 
variable 

PHG9_Scaffold_1343 6 p2 (TA)6 12 46929 46940   

PHG9_Scaffold_1344 6 p2 (TA)9 18 13466 13483 
potentially 
variable 

PHG9_Scaffold_1344 11 p3 (TTA)5 15 31000 31014 
potentially 
variable 

PHG9_Scaffold_1346 4 p2 (AT)8 16 2628 2643 
potentially 
variable 

PHG9_Scaffold_1346 5 p3 (GGT)5 15 11604 11618 
potentially 
variable 

PHG9_Scaffold_1346 7 p2 (TA)7 14 14343 14356 
potentially 
variable 

PHG9_Scaffold_1346 13 p2 (TA)8 16 22629 22644 
potentially 
variable 

PHG9_Scaffold_1346 20 p3 (AAT)5 15 48676 48690 
potentially 
variable 

PHG9_Scaffold_1346 23 p2 (TA)7 14 54410 54423 
potentially 
variable 

PHG9_Scaffold_1346 24 p3 (GAA)5 15 63845 63859 potentially 



variable 
PHG9_Scaffold_1346 32 p2 (AT)6 12 79557 79568   
PHG9_Scaffold_1347 2 p2 (AT)6 12 2929 2940   

PHG9_Scaffold_1348 2 p2 (TC)9 18 1377 1394 
potentially 
variable 

PHG9_Scaffold_1348 3 p2 (TA)6 12 1585 1596   

PHG9_Scaffold_1348 7 p2 (AT)7 14 6068 6081 
potentially 
variable 

PHG9_Scaffold_1348 19 p3 (CCA)5 15 18855 18869 
potentially 
variable 

PHG9_Scaffold_1348 22 p2 (TA)7 14 36880 36893 
potentially 
variable 

PHG9_Scaffold_1348 26 p2 (AT)7 14 43848 43861 
potentially 
variable 

PHG9_Scaffold_1348 29 p2 (AT)8 16 47399 47414 
potentially 
variable 

PHG9_Scaffold_1348 30 p2 (TA)6 12 52898 52909   

PHG9_Scaffold_1348 36 p2 (AT)9 18 74998 75015 
potentially 
variable 

PHG9_Scaffold_1348 43 p2 (TA)6 12 88129 88140   

PHG9_Scaffold_1348 44 p3 (TAT)5 15 88286 88300 
potentially 
variable 

PHG9_Scaffold_1351 1 p2 (TG)7 14 1316 1329 
potentially 
variable 

PHG9_Scaffold_1351 5 p2 (TA)7 14 8792 8805 
potentially 
variable 

PHG9_Scaffold_1358 12 p2 (AT)7 14 27739 27752 
potentially 
variable 

PHG9_Scaffold_1364 2 p2 (TA)6 12 4566 4577   



PHG9_Scaffold_1365 2 p2 (AT)7 14 825 838 
potentially 
variable 

PHG9_Scaffold_1367 3 p3 (GCG)5 15 14489 14503 
potentially 
variable 

PHG9_Scaffold_1368 7 p2 (TA)6 12 12032 12043   

PHG9_Scaffold_1368 10 p2 (TA)8 16 14893 14908 
potentially 
variable 

PHG9_Scaffold_1368 12 p2 (TA)7 14 16072 16085 
potentially 
variable 

PHG9_Scaffold_1370 8 p3 (GAT)5 15 27526 27540 
potentially 
variable 

PHG9_Scaffold_1370 11 p2 (CT)6 12 37179 37190   

PHG9_Scaffold_1370 12 p2 (AT)9 18 41005 41022 
potentially 
variable 

PHG9_Scaffold_1370 21 p2 (TA)7 14 62682 62695 
potentially 
variable 

PHG9_Scaffold_1370 23 p2 (GT)8 16 69425 69440 
potentially 
variable 

PHG9_Scaffold_1370 27 p3 (AAT)6 18 85306 85323 
potentially 
variable 

PHG9_Scaffold_1372 5 p2 (TA)9 18 10490 10507 
potentially 
variable 

PHG9_Scaffold_1372 7 p2 (TA)6 12 15985 15996   
PHG9_Scaffold_1372 9 p2 (AT)6 12 18692 18703   
PHG9_Scaffold_1373 11 p2 (GA)6 12 35189 35200   
PHG9_Scaffold_1373 14 p2 (TA)6 12 37867 37878   

PHG9_Scaffold_1373 17 p2 (TA)7 14 40194 40207 
potentially 
variable 

PHG9_Scaffold_1373 18 p2 (AT)6 12 53253 53264   



PHG9_Scaffold_1373 27 p2 (AT)8 16 101434 101449 
potentially 
variable 

PHG9_Scaffold_1374 4 p3 (TAT)5 15 28026 28040 
potentially 
variable 

PHG9_Scaffold_1374 5 p2 (AT)6 12 34436 34447   

PHG9_Scaffold_1374 8 p2 (AT)7 14 47455 47468 
potentially 
variable 

PHG9_Scaffold_1375 3 p2 (AT)8 16 9040 9055 
potentially 
variable 

PHG9_Scaffold_1375 6 p2 (TA)7 14 12227 12240 
potentially 
variable 

PHG9_Scaffold_1375 7 p2 (AT)6 12 14367 14378   
PHG9_Scaffold_1375 21 p2 (TA)6 12 34535 34546   

PHG9_Scaffold_1375 23 p2 (TA)9 18 40256 40273 
potentially 
variable 

PHG9_Scaffold_1376 1 p3 (TTA)5 15 6953 6967 
potentially 
variable 

PHG9_Scaffold_1379 7 p2 (AT)6 12 46136 46147   

PHG9_Scaffold_1379 8 p3 (TAA)5 15 54389 54403 
potentially 
variable 

PHG9_Scaffold_1380 2 p2 (AT)9 18 6384 6401 
potentially 
variable 

PHG9_Scaffold_1380 3 p2 (TA)7 14 15563 15576 
potentially 
variable 

PHG9_Scaffold_1381 3 p2 (AT)8 16 10505 10520 
potentially 
variable 

PHG9_Scaffold_1384 2 p3 (CAT)5 15 4512 4526 
potentially 
variable 

PHG9_Scaffold_1384 4 p2 (TA)6 12 18235 18246   
PHG9_Scaffold_1385 1 p2 (AT)9 18 3427 3444 potentially 



variable 

PHG9_Scaffold_1389 13 p3 (ATA)5 15 36606 36620 
potentially 
variable 

PHG9_Scaffold_1389 15 p2 (TA)9 18 40366 40383 
potentially 
variable 

PHG9_Scaffold_1389 16 p3 (ATA)5 15 40841 40855 
potentially 
variable 

PHG9_Scaffold_1390 1 p2 (AG)6 12 3229 3240   
PHG9_Scaffold_1391 2 p2 (TA)6 12 44800 44811   
PHG9_Scaffold_1392 2 p2 (AT)6 12 1494 1505   

PHG9_Scaffold_1393 14 p2 (TC)7 14 23386 23399 
potentially 
variable 

PHG9_Scaffold_1394 3 p2 (TA)8 16 1490 1505 
potentially 
variable 

PHG9_Scaffold_1394 4 p3 (ATT)6 18 3012 3029 
potentially 
variable 

PHG9_Scaffold_1394 7 p2 (TA)7 14 10176 10189 
potentially 
variable 

PHG9_Scaffold_1394 15 p2 (GA)6 12 38181 38192   

PHG9_Scaffold_1394 16 p3 (TAA)5 15 44569 44583 
potentially 
variable 

PHG9_Scaffold_1394 19 p2 (AG)7 14 52037 52050 
potentially 
variable 

PHG9_Scaffold_1394 22 p2 (AT)6 12 54952 54963   

PHG9_Scaffold_1395 4 p2 (TA)9 18 24295 24312 
potentially 
variable 

PHG9_Scaffold_1395 18 p2 (TA)7 14 77839 77852 
potentially 
variable 

PHG9_Scaffold_1395 19 p2 (TA)6 12 77981 77992   



PHG9_Scaffold_1395 22 p3 (TGT)5 15 95718 95732 
potentially 
variable 

PHG9_Scaffold_1395 23 p2 (TA)6 12 102323 102334   
PHG9_Scaffold_1396 1 p2 (AT)6 12 1754 1765   

PHG9_Scaffold_1396 5 p2 (TA)7 14 9621 9634 
potentially 
variable 

PHG9_Scaffold_1396 8 p3 (CCG)5 15 10472 10486 
potentially 
variable 

PHG9_Scaffold_1396 10 p2 (AT)8 16 18266 18281 
potentially 
variable 

PHG9_Scaffold_1399 1 p2 (AT)9 18 7365 7382 
potentially 
variable 

PHG9_Scaffold_1399 2 p2 (AT)6 12 20622 20633   

PHG9_Scaffold_1400 10 p3 (ATA)5 15 14696 14710 
potentially 
variable 

PHG9_Scaffold_1400 13 p3 (TGA)5 15 15661 15675 
potentially 
variable 

PHG9_Scaffold_1400 16 p3 (ATT)5 15 19006 19020 
potentially 
variable 

PHG9_Scaffold_1400 18 p2 (AG)6 12 24231 24242   
PHG9_Scaffold_1400 31 p2 (CT)6 12 70421 70432   
PHG9_Scaffold_1400 32 p2 (TA)6 12 70625 70636   

PHG9_Scaffold_1400 51 p2 (AT)9 18 119451 119468 
potentially 
variable 

PHG9_Scaffold_1400 52 p3 (CAT)5 15 124467 124481 
potentially 
variable 

PHG9_Scaffold_1400 59 p2 (TC)7 14 135005 135018 
potentially 
variable 

PHG9_Scaffold_1400 61 p3 (TAT)6 18 139764 139781 
potentially 
variable 



PHG9_Scaffold_1401 9 p2 (TA)8 16 29459 29474 
potentially 
variable 

PHG9_Scaffold_1403 3 p2 (TA)7 14 13148 13161 
potentially 
variable 

PHG9_Scaffold_1404 1 p2 (CA)6 12 1437 1448   
PHG9_Scaffold_1404 7 p2 (AT)6 12 18384 18395   

PHG9_Scaffold_1404 11 p3 (CCT)5 15 30841 30855 
potentially 
variable 

PHG9_Scaffold_1405 3 p2 (AT)6 12 21912 21923   

PHG9_Scaffold_1407 1 p3 (CCA)5 15 8 22 
potentially 
variable 

PHG9_Scaffold_1407 2 p2 (AT)8 16 8955 8970 
potentially 
variable 

PHG9_Scaffold_1408 2 p2 (AC)6 12 3113 3124   

PHG9_Scaffold_1408 3 p3 (GAA)5 15 3767 3781 
potentially 
variable 

PHG9_Scaffold_1409 5 p2 (AT)6 12 15749 15760   
PHG9_Scaffold_1410 7 p2 (TA)6 12 16413 16424   

PHG9_Scaffold_1410 10 p2 (TA)8 16 27073 27088 
potentially 
variable 

PHG9_Scaffold_1411 1 p2 (TA)6 12 453 464   
PHG9_Scaffold_1412 4 p2 (TA)6 12 6148 6159   

PHG9_Scaffold_1412 15 p2 (TA)7 14 42063 42076 
potentially 
variable 

PHG9_Scaffold_1412 18 p2 (AG)9 18 52833 52850 
potentially 
variable 

PHG9_Scaffold_1412 20 p2 (GA)6 12 62765 62776   
PHG9_Scaffold_1412 21 p2 (AT)6 12 72489 72500   
PHG9_Scaffold_1412 23 p2 (AC)6 12 79438 79449   



PHG9_Scaffold_1412 27 p2 (AT)7 14 92188 92201 
potentially 
variable 

PHG9_Scaffold_1413 6 p3 (TAA)5 15 14228 14242 
potentially 
variable 

PHG9_Scaffold_1413 15 p2 (AT)6 12 44896 44907   
PHG9_Scaffold_1414 5 p2 (GT)6 12 11426 11437   

PHG9_Scaffold_1414 19 p2 (AT)8 16 52884 52899 
potentially 
variable 

PHG9_Scaffold_1414 20 p2 (TA)8 16 54346 54361 
potentially 
variable 

PHG9_Scaffold_1414 22 p2 (TA)6 12 57444 57455   

PHG9_Scaffold_1414 25 p3 (TTA)5 15 62965 62979 
potentially 
variable 

PHG9_Scaffold_1414 30 p2 (GA)6 12 72162 72173   
PHG9_Scaffold_1414 33 p2 (TA)6 12 78888 78899   
PHG9_Scaffold_1414 37 p2 (TA)6 12 88661 88672   

PHG9_Scaffold_1414 38 p3 (ATG)5 15 93325 93339 
potentially 
variable 

PHG9_Scaffold_1414 43 p3 (AAT)5 15 105419 105433 
potentially 
variable 

PHG9_Scaffold_1414 46 p2 (TA)6 12 107027 107038   

PHG9_Scaffold_1414 69 p3 (AAT)5 15 164825 164839 
potentially 
variable 

PHG9_Scaffold_1416 2 p2 (AT)9 18 6571 6588 
potentially 
variable 

PHG9_Scaffold_1416 3 p2 (TA)9 18 10800 10817 
potentially 
variable 

PHG9_Scaffold_1416 4 p2 (TA)9 18 12279 12296 
potentially 
variable 



PHG9_Scaffold_1416 8 p2 (TC)6 12 19289 19300   

PHG9_Scaffold_1416 9 p2 (AT)7 14 25504 25517 
potentially 
variable 

PHG9_Scaffold_1416 14 p2 (AT)6 12 39229 39240   

PHG9_Scaffold_1416 16 p3 (CTT)5 15 56899 56913 
potentially 
variable 

PHG9_Scaffold_1416 18 p3 (TCT)5 15 62390 62404 
potentially 
variable 

PHG9_Scaffold_1416 23 p3 (AAG)6 18 86813 86830 
potentially 
variable 

PHG9_Scaffold_1416 27 p2 (TA)7 14 96648 96661 
potentially 
variable 

PHG9_Scaffold_1416 32 p3 (AAT)5 15 111716 111730 
potentially 
variable 

PHG9_Scaffold_1416 36 p2 (CT)6 12 116566 116577   

PHG9_Scaffold_1417 4 p2 (TA)9 18 5495 5512 
potentially 
variable 

PHG9_Scaffold_1417 7 p3 (GAA)5 15 14891 14905 
potentially 
variable 

PHG9_Scaffold_1417 13 p2 (TA)8 16 27590 27605 
potentially 
variable 

PHG9_Scaffold_1419 1 p3 (TAT)5 15 4 18 
potentially 
variable 

PHG9_Scaffold_1419 2 p2 (CA)6 12 1338 1349   

PHG9_Scaffold_1419 3 p3 (CTA)5 15 1709 1723 
potentially 
variable 

PHG9_Scaffold_1419 7 p3 (AGA)5 15 20144 20158 
potentially 
variable 

PHG9_Scaffold_1419 10 p2 (TA)6 12 33151 33162   
PHG9_Scaffold_1419 22 p3 (CAC)6 18 83890 83907 potentially 



variable 

PHG9_Scaffold_1420 4 p2 (AT)8 16 1867 1882 
potentially 
variable 

PHG9_Scaffold_1421 2 p3 (CAA)5 15 17853 17867 
potentially 
variable 

PHG9_Scaffold_1421 17 p2 (TA)6 12 50339 50350   
PHG9_Scaffold_1422 5 p2 (TC)6 12 28758 28769   

PHG9_Scaffold_1422 8 p2 (TA)8 16 41091 41106 
potentially 
variable 

PHG9_Scaffold_1426 9 p2 (TA)6 12 58768 58779   

PHG9_Scaffold_1426 15 p3 (TCT)5 15 76488 76502 
potentially 
variable 

PHG9_Scaffold_1428 4 p2 (AT)6 12 8590 8601   
PHG9_Scaffold_1428 5 p2 (TA)6 12 17556 17567   

PHG9_Scaffold_1428 6 p3 (TAA)5 15 23485 23499 
potentially 
variable 

PHG9_Scaffold_1429 7 p2 (GA)6 12 17321 17332   
PHG9_Scaffold_1431 1 p2 (AG)6 12 3512 3523   

PHG9_Scaffold_1431 2 p3 (TTC)5 15 4687 4701 
potentially 
variable 

PHG9_Scaffold_1431 4 p2 (TA)9 18 13988 14005 
potentially 
variable 

PHG9_Scaffold_1431 8 p2 (CA)7 14 30983 30996 
potentially 
variable 

PHG9_Scaffold_1431 12 p3 (AGG)5 15 53337 53351 
potentially 
variable 

PHG9_Scaffold_1431 16 p3 (ATA)6 18 56883 56900 
potentially 
variable 

PHG9_Scaffold_1433 1 p2 (AC)9 18 549 566 potentially 



variable 
PHG9_Scaffold_1433 9 p2 (TA)6 12 38889 38900   

PHG9_Scaffold_1434 5 p3 (TTC)5 15 24701 24715 
potentially 
variable 

PHG9_Scaffold_1434 6 p2 (TA)7 14 27962 27975 
potentially 
variable 

PHG9_Scaffold_1434 13 p3 (ATG)5 15 35736 35750 
potentially 
variable 

PHG9_Scaffold_1435 6 p2 (AT)6 12 25436 25447   

PHG9_Scaffold_1435 8 p2 (TA)7 14 33145 33158 
potentially 
variable 

PHG9_Scaffold_1436 1 p2 (TA)6 12 992 1003   

PHG9_Scaffold_1436 2 p2 (AC)7 14 2160 2173 
potentially 
variable 

PHG9_Scaffold_1436 15 p2 (AT)6 12 37551 37562   
PHG9_Scaffold_1436 16 p2 (TA)6 12 39198 39209   

PHG9_Scaffold_1436 17 p2 (AT)7 14 41167 41180 
potentially 
variable 

PHG9_Scaffold_1436 34 p2 (AT)7 14 99758 99771 
potentially 
variable 

PHG9_Scaffold_1437 2 p2 (AT)8 16 6072 6087 
potentially 
variable 

PHG9_Scaffold_1437 18 p2 (TA)6 12 91820 91831   
PHG9_Scaffold_1437 20 p2 (TA)6 12 97008 97019   

PHG9_Scaffold_1439 1 p3 (AAG)6 18 468 485 
potentially 
variable 

PHG9_Scaffold_1439 9 p6 (CGGCGT)5 30 25244 25273 Hypervariable 
PHG9_Scaffold_1439 20 p2 (TA)6 12 58430 58441   
PHG9_Scaffold_1441 2 p2 (TA)7 14 3901 3914 potentially 



variable 

PHG9_Scaffold_1442 2 p2 (AT)8 16 21362 21377 
potentially 
variable 

PHG9_Scaffold_1442 3 p3 (AAT)5 15 22665 22679 
potentially 
variable 

PHG9_Scaffold_1442 5 p2 (TA)9 18 25142 25159 
potentially 
variable 

PHG9_Scaffold_1442 9 p3 (TTA)5 15 30899 30913 
potentially 
variable 

PHG9_Scaffold_1443 3 p2 (CT)6 12 15532 15543   
PHG9_Scaffold_1443 5 p2 (TA)6 12 20281 20292   

PHG9_Scaffold_1444 2 p3 (AAT)5 15 4191 4205 
potentially 
variable 

PHG9_Scaffold_1445 9 p2 (TC)6 12 49973 49984   

PHG9_Scaffold_1445 16 p2 (AT)8 16 67522 67537 
potentially 
variable 

PHG9_Scaffold_1445 23 p2 (AG)7 14 108108 108121 
potentially 
variable 

PHG9_Scaffold_1445 26 p2 (TA)7 14 131800 131813 
potentially 
variable 

PHG9_Scaffold_1445 29 p3 (ATA)5 15 138835 138849 
potentially 
variable 

PHG9_Scaffold_1445 30 p2 (AT)6 12 150393 150404   
PHG9_Scaffold_1445 33 p2 (AT)6 12 155665 155676   

PHG9_Scaffold_1445 34 p2 (AT)9 18 156902 156919 
potentially 
variable 

PHG9_Scaffold_1445 37 p3 (TAA)5 15 170297 170311 
potentially 
variable 

PHG9_Scaffold_1445 38 p2 (AT)6 12 179051 179062   



PHG9_Scaffold_1446 3 p3 (TAT)5 15 2576 2590 
potentially 
variable 

PHG9_Scaffold_1447 3 p3 (ATT)6 18 5911 5928 
potentially 
variable 

PHG9_Scaffold_1447 5 p2 (TA)6 12 7887 7898   

PHG9_Scaffold_1447 16 p2 (TA)8 16 26166 26181 
potentially 
variable 

PHG9_Scaffold_1447 17 p2 (CT)6 12 26486 26497   

PHG9_Scaffold_1447 20 p3 (AAT)6 18 42762 42779 
potentially 
variable 

PHG9_Scaffold_1447 21 p3 (ATA)6 18 44861 44878 
potentially 
variable 

PHG9_Scaffold_1447 25 p3 (AGC)5 15 53572 53586 
potentially 
variable 

PHG9_Scaffold_1447 29 p3 (AAT)5 15 58656 58670 
potentially 
variable 

PHG9_Scaffold_1447 30 p2 (CT)9 18 62191 62208 
potentially 
variable 

PHG9_Scaffold_1448 6 p3 (ACA)5 15 7473 7487 
potentially 
variable 

PHG9_Scaffold_1448 7 p2 (AT)6 12 11915 11926   

PHG9_Scaffold_1448 8 p2 (TA)8 16 13324 13339 
potentially 
variable 

PHG9_Scaffold_1449 2 p6 (CATTTC)5 30 13918 13947 Hypervariable 

PHG9_Scaffold_1449 4 p2 (AT)7 14 22045 22058 
potentially 
variable 

PHG9_Scaffold_1449 6 p2 (AT)7 14 27358 27371 
potentially 
variable 

PHG9_Scaffold_1450 8 p3 (TAT)6 18 33065 33082 
potentially 
variable 



PHG9_Scaffold_1450 10 p2 (AT)8 16 37562 37577 
potentially 
variable 

PHG9_Scaffold_1450 12 p2 (AT)7 14 50230 50243 
potentially 
variable 

PHG9_Scaffold_1451 3 p2 (AT)9 18 10959 10976 
potentially 
variable 

PHG9_Scaffold_1451 11 p3 (TTA)6 18 24313 24330 
potentially 
variable 

PHG9_Scaffold_1451 20 p2 (TA)8 16 51334 51349 
potentially 
variable 

PHG9_Scaffold_1453 4 p2 (AT)6 12 11280 11291   

PHG9_Scaffold_1454 2 p3 (CTT)5 15 9303 9317 
potentially 
variable 

PHG9_Scaffold_1454 5 p2 (GA)6 12 22753 22764   

PHG9_Scaffold_1454 6 p2 (AT)7 14 23071 23084 
potentially 
variable 

PHG9_Scaffold_1454 12 p3 (TAA)6 18 42412 42429 
potentially 
variable 

PHG9_Scaffold_1455 2 p2 (TA)7 14 6417 6430 
potentially 
variable 

PHG9_Scaffold_1456 1 p2 (TA)8 16 8845 8860 
potentially 
variable 

PHG9_Scaffold_1456 5 p2 (AT)6 12 23948 23959   

PHG9_Scaffold_1457 4 p3 (GTA)5 15 11525 11539 
potentially 
variable 

PHG9_Scaffold_1457 21 p2 (TA)6 12 68112 68123   
PHG9_Scaffold_1460 2 p6 (TAAATC)5 30 11339 11368 Hypervariable 

PHG9_Scaffold_1460 5 p2 (AT)7 14 19838 19851 
potentially 
variable 

PHG9_Scaffold_1460 12 p2 (TA)7 14 40930 40943 potentially 



variable 
PHG9_Scaffold_1460 13 p2 (AT)6 12 42711 42722   

PHG9_Scaffold_1461 9 p2 (TC)8 16 46728 46743 
potentially 
variable 

PHG9_Scaffold_1462 4 p3 (CCA)5 15 8491 8505 
potentially 
variable 

PHG9_Scaffold_1464 1 p3 (TAT)5 15 4400 4414 
potentially 
variable 

PHG9_Scaffold_1464 4 p2 (AT)6 12 8179 8190   
PHG9_Scaffold_1464 13 p2 (CT)6 12 41128 41139   

PHG9_Scaffold_1464 16 p2 (CT)8 16 60599 60614 
potentially 
variable 

PHG9_Scaffold_1465 5 p3 (AAT)5 15 3992 4006 
potentially 
variable 

PHG9_Scaffold_1465 6 p2 (AT)9 18 9458 9475 
potentially 
variable 

PHG9_Scaffold_1465 10 p3 (AAT)5 15 20927 20941 
potentially 
variable 

PHG9_Scaffold_1466 2 p2 (TC)6 12 4046 4057   

PHG9_Scaffold_1467 5 p3 (CTG)5 15 23934 23948 
potentially 
variable 

PHG9_Scaffold_1468 3 p2 (TA)6 12 5640 5651   

PHG9_Scaffold_1468 5 p2 (TA)8 16 7011 7026 
potentially 
variable 

PHG9_Scaffold_1468 7 p3 (GCT)5 15 13727 13741 
potentially 
variable 

PHG9_Scaffold_1468 14 p2 (AT)6 12 25622 25633   

PHG9_Scaffold_1468 15 p3 (TTA)5 15 27013 27027 
potentially 
variable 



PHG9_Scaffold_1468 26 p2 (TC)6 12 62237 62248   

PHG9_Scaffold_1468 27 p3 (AAT)6 18 63265 63282 
potentially 
variable 

PHG9_Scaffold_1468 37 p2 (AT)6 12 90524 90535   

PHG9_Scaffold_1468 38 p3 (ATG)5 15 94330 94344 
potentially 
variable 

PHG9_Scaffold_1470 3 p2 (TA)7 14 4005 4018 
potentially 
variable 

PHG9_Scaffold_1470 6 p2 (GA)6 12 6810 6821   

PHG9_Scaffold_1470 10 p2 (AG)9 18 12674 12691 
potentially 
variable 

PHG9_Scaffold_1470 21 p3 (GAG)5 15 57824 57838 
potentially 
variable 

PHG9_Scaffold_1470 28 p2 (GT)6 12 82138 82149   

PHG9_Scaffold_1470 67 p3 (AAC)5 15 204379 204393 
potentially 
variable 

PHG9_Scaffold_1470 82 p3 (TAT)5 15 233622 233636 
potentially 
variable 

PHG9_Scaffold_1471 5 p3 (ACC)5 15 19664 19678 
potentially 
variable 

PHG9_Scaffold_1471 6 p3 (GTT)5 15 20729 20743 
potentially 
variable 

PHG9_Scaffold_1471 7 p2 (TA)7 14 23147 23160 
potentially 
variable 

PHG9_Scaffold_1472 3 p2 (TA)8 16 15987 16002 
potentially 
variable 

PHG9_Scaffold_1472 6 p3 (ATG)5 15 20193 20207 
potentially 
variable 

PHG9_Scaffold_1472 7 p2 (AT)6 12 21712 21723   
PHG9_Scaffold_1473 5 p2 (AT)6 12 33374 33385   



PHG9_Scaffold_1473 12 p2 (AC)8 16 49726 49741 
potentially 
variable 

PHG9_Scaffold_1473 13 p2 (TC)8 16 50688 50703 
potentially 
variable 

PHG9_Scaffold_1473 16 p2 (AT)7 14 63008 63021 
potentially 
variable 

PHG9_Scaffold_1473 17 p2 (TA)8 16 65618 65633 
potentially 
variable 

PHG9_Scaffold_1474 13 p2 (TA)8 16 45848 45863 
potentially 
variable 

PHG9_Scaffold_1474 14 p2 (TA)8 16 50717 50732 
potentially 
variable 

PHG9_Scaffold_1474 20 p2 (AT)6 12 56086 56097   

PHG9_Scaffold_1474 22 p2 (AC)8 16 57406 57421 
potentially 
variable 

PHG9_Scaffold_1474 26 p2 (TA)7 14 74039 74052 
potentially 
variable 

PHG9_Scaffold_1474 36 p2 (TA)6 12 95258 95269   

PHG9_Scaffold_1474 37 p2 (AG)7 14 98558 98571 
potentially 
variable 

PHG9_Scaffold_1474 38 p2 (TG)6 12 99231 99242   
PHG9_Scaffold_1474 41 p2 (CA)6 12 115585 115596   
PHG9_Scaffold_1476 1 p2 (TA)6 12 8422 8433   

PHG9_Scaffold_1476 2 p2 (AT)9 18 9312 9329 
potentially 
variable 

PHG9_Scaffold_1476 3 p2 (TA)6 12 14473 14484   

PHG9_Scaffold_1476 13 p3 (AAT)5 15 45060 45074 
potentially 
variable 

PHG9_Scaffold_1476 26 p3 (AAT)5 15 89768 89782 
potentially 
variable 



PHG9_Scaffold_1476 27 p2 (TC)6 12 89988 89999   
PHG9_Scaffold_1476 33 p2 (TA)6 12 103044 103055   

PHG9_Scaffold_1476 37 p3 (TTC)6 18 108042 108059 
potentially 
variable 

PHG9_Scaffold_1476 45 p2 (TC)9 18 125574 125591 
potentially 
variable 

PHG9_Scaffold_1476 48 p2 (AT)9 18 133403 133420 
potentially 
variable 

PHG9_Scaffold_1477 3 p3 (AAT)5 15 8684 8698 
potentially 
variable 

PHG9_Scaffold_1479 3 p2 (GA)7 14 4687 4700 
potentially 
variable 

PHG9_Scaffold_1480 5 p2 (AG)8 16 7293 7308 
potentially 
variable 

PHG9_Scaffold_1480 6 p3 (GCA)5 15 7792 7806 
potentially 
variable 

PHG9_Scaffold_1480 17 p2 (AG)6 12 30183 30194   
PHG9_Scaffold_1480 30 p2 (TA)6 12 50545 50556   
PHG9_Scaffold_1480 34 p2 (AT)6 12 69872 69883   

PHG9_Scaffold_1480 35 p3 (TTC)5 15 70781 70795 
potentially 
variable 

PHG9_Scaffold_1480 38 p2 (AT)7 14 72535 72548 
potentially 
variable 

PHG9_Scaffold_1480 39 p2 (AT)6 12 77288 77299   

PHG9_Scaffold_1480 40 p2 (TA)7 14 78057 78070 
potentially 
variable 

PHG9_Scaffold_1480 43 p2 (TA)6 12 93027 93038   

PHG9_Scaffold_1480 46 p2 (AT)7 14 106001 106014 
potentially 
variable 



PHG9_Scaffold_1481 2 p2 (TG)7 14 6728 6741 
potentially 
variable 

PHG9_Scaffold_1481 3 p3 (ATT)5 15 11872 11886 
potentially 
variable 

PHG9_Scaffold_1481 4 p2 (TC)7 14 23439 23452 
potentially 
variable 

PHG9_Scaffold_1481 5 p2 (TA)6 12 25494 25505   

PHG9_Scaffold_1483 4 p3 (TTG)5 15 10517 10531 
potentially 
variable 

PHG9_Scaffold_1483 8 p2 (AT)8 16 25852 25867 
potentially 
variable 

PHG9_Scaffold_1483 11 p3 (TTA)5 15 31718 31732 
potentially 
variable 

PHG9_Scaffold_1483 12 p2 (AT)7 14 44659 44672 
potentially 
variable 

PHG9_Scaffold_1483 17 p2 (TA)7 14 51441 51454 
potentially 
variable 

PHG9_Scaffold_1483 19 p3 (ATA)6 18 57293 57310 
potentially 
variable 

PHG9_Scaffold_1483 20 p6 (CTTTTT)5 30 58210 58239 Hypervariable 
PHG9_Scaffold_1486 3 p2 (AT)6 12 4465 4476   

PHG9_Scaffold_1486 12 p3 (ATA)5 15 26001 26015 
potentially 
variable 

PHG9_Scaffold_1486 15 p2 (AT)8 16 30271 30286 
potentially 
variable 

PHG9_Scaffold_1486 22 p3 (TAA)5 15 37128 37142 
potentially 
variable 

PHG9_Scaffold_1487 5 p2 (AT)6 12 15769 15780   

PHG9_Scaffold_1490 1 p2 (AT)9 18 6624 6641 
potentially 
variable 



PHG9_Scaffold_1490 9 p2 (AT)7 14 35177 35190 
potentially 
variable 

PHG9_Scaffold_1490 12 p2 (TA)8 16 39641 39656 
potentially 
variable 

PHG9_Scaffold_1493 2 p3 (AAT)5 15 5524 5538 
potentially 
variable 

PHG9_Scaffold_1493 3 p2 (TG)6 12 5849 5860   

PHG9_Scaffold_1494 2 p2 (TC)9 18 11803 11820 
potentially 
variable 

PHG9_Scaffold_1494 3 p2 (AG)8 16 19681 19696 
potentially 
variable 

PHG9_Scaffold_1496 3 p2 (AT)6 12 2054 2065   

PHG9_Scaffold_1496 23 p3 (ATT)5 15 50180 50194 
potentially 
variable 

PHG9_Scaffold_1497 5 p3 (AGA)5 15 11245 11259 
potentially 
variable 

PHG9_Scaffold_1497 17 p2 (TG)6 12 43919 43930   

PHG9_Scaffold_1497 20 p3 (TTA)6 18 53086 53103 
potentially 
variable 

PHG9_Scaffold_1497 25 p2 (TA)9 18 63303 63320 
potentially 
variable 

PHG9_Scaffold_1497 32 p2 (TG)6 12 73109 73120   

PHG9_Scaffold_1497 34 p2 (AT)9 18 81373 81390 
potentially 
variable 

PHG9_Scaffold_1497 36 p2 (TA)6 12 86242 86253   
PHG9_Scaffold_1497 42 p2 (CT)6 12 100729 100740   
PHG9_Scaffold_1497 47 p2 (TA)6 12 108526 108537   

PHG9_Scaffold_1498 1 p2 (TA)8 16 598 613 
potentially 
variable 



PHG9_Scaffold_1498 6 p3 (ATA)6 18 17976 17993 
potentially 
variable 

PHG9_Scaffold_1498 9 p3 (TGG)5 15 24334 24348 
potentially 
variable 

PHG9_Scaffold_1499 1 p2 (TA)8 16 1462 1477 
potentially 
variable 

PHG9_Scaffold_1499 2 p2 (AG)6 12 2233 2244   
PHG9_Scaffold_1501 3 p2 (TG)6 12 6040 6051   

PHG9_Scaffold_1501 10 p3 (AAT)5 15 24493 24507 
potentially 
variable 

PHG9_Scaffold_1504 4 p2 (TA)6 12 11591 11602   
PHG9_Scaffold_1504 7 p2 (AG)6 12 16792 16803   
PHG9_Scaffold_1505 1 p2 (TA)6 12 1365 1376   
PHG9_Scaffold_1505 4 p2 (TA)6 12 7626 7637   

PHG9_Scaffold_1506 3 p3 (TTC)5 15 16016 16030 
potentially 
variable 

PHG9_Scaffold_1506 5 p3 (AGG)5 15 35585 35599 
potentially 
variable 

PHG9_Scaffold_1506 13 p2 (AT)6 12 61223 61234   
PHG9_Scaffold_1506 16 p2 (TA)6 12 73535 73546   

PHG9_Scaffold_1506 17 p3 (TAA)6 18 86593 86610 
potentially 
variable 

PHG9_Scaffold_1508 1 p2 (CA)6 12 804 815   

PHG9_Scaffold_1508 8 p3 (AAT)5 15 16682 16696 
potentially 
variable 

PHG9_Scaffold_1508 14 p3 (TTA)5 15 36726 36740 
potentially 
variable 

PHG9_Scaffold_1508 19 p3 (TAT)5 15 54587 54601 
potentially 
variable 



PHG9_Scaffold_1508 35 p2 (AT)9 18 101234 101251 
potentially 
variable 

PHG9_Scaffold_1509 1 p3 (AGG)5 15 2177 2191 
potentially 
variable 

PHG9_Scaffold_1509 3 p2 (AT)6 12 10802 10813   

PHG9_Scaffold_1509 10 p2 (AT)9 18 29525 29542 
potentially 
variable 

PHG9_Scaffold_1509 15 p2 (TA)7 14 66572 66585 
potentially 
variable 

PHG9_Scaffold_1509 17 p2 (TA)9 18 77357 77374 
potentially 
variable 

PHG9_Scaffold_1510 5 p2 (TC)8 16 8483 8498 
potentially 
variable 

PHG9_Scaffold_1510 6 p2 (TA)6 12 8689 8700   
PHG9_Scaffold_1510 18 p2 (AT)6 12 21902 21913   

PHG9_Scaffold_1513 1 p3 (TAA)5 15 903 917 
potentially 
variable 

PHG9_Scaffold_1513 4 p2 (AT)6 12 5859 5870   

PHG9_Scaffold_1515 1 p2 (TG)7 14 477 490 
potentially 
variable 

PHG9_Scaffold_1515 4 p2 (AG)7 14 4729 4742 
potentially 
variable 

PHG9_Scaffold_1515 7 p2 (AT)7 14 8541 8554 
potentially 
variable 

PHG9_Scaffold_1515 9 p3 (CCA)6 18 13875 13892 
potentially 
variable 

PHG9_Scaffold_1515 13 p3 (GTT)5 15 30003 30017 
potentially 
variable 

PHG9_Scaffold_1515 14 p3 (GTT)5 15 30534 30548 
potentially 
variable 



PHG9_Scaffold_1515 16 p2 (TA)7 14 34655 34668 
potentially 
variable 

PHG9_Scaffold_1516 8 p3 (TAT)5 15 11288 11302 
potentially 
variable 

PHG9_Scaffold_1517 10 p2 (TA)6 12 48773 48784   

PHG9_Scaffold_1518 2 p2 (AT)7 14 1759 1772 
potentially 
variable 

PHG9_Scaffold_1519 1 p3 (GCA)5 15 7655 7669 
potentially 
variable 

PHG9_Scaffold_1519 2 p2 (AT)7 14 8535 8548 
potentially 
variable 

PHG9_Scaffold_1519 3 p2 (TA)8 16 10825 10840 
potentially 
variable 

PHG9_Scaffold_1522 1 p2 (AT)7 14 4901 4914 
potentially 
variable 

PHG9_Scaffold_1522 6 p2 (AT)8 16 32308 32323 
potentially 
variable 

PHG9_Scaffold_1531 9 p2 (AT)9 18 16950 16967 
potentially 
variable 

PHG9_Scaffold_1533 3 p3 (CAA)5 15 8975 8989 
potentially 
variable 

PHG9_Scaffold_1533 4 p2 (CT)8 16 9902 9917 
potentially 
variable 

PHG9_Scaffold_1534 2 p2 (TA)8 16 1069 1084 
potentially 
variable 

PHG9_Scaffold_1534 3 p2 (TA)9 18 4357 4374 
potentially 
variable 

PHG9_Scaffold_1535 1 p3 (GTG)5 15 6546 6560 
potentially 
variable 

PHG9_Scaffold_1537 2 p3 (GTT)5 15 2630 2644 potentially 



variable 

PHG9_Scaffold_1537 3 p3 (TGC)6 18 2774 2791 
potentially 
variable 

PHG9_Scaffold_1537 6 p2 (AT)8 16 15550 15565 
potentially 
variable 

PHG9_Scaffold_1537 8 p2 (TA)7 14 19387 19400 
potentially 
variable 

PHG9_Scaffold_1542 1 p2 (TA)7 14 2155 2168 
potentially 
variable 

PHG9_Scaffold_1543 2 p2 (TA)8 16 4147 4162 
potentially 
variable 

PHG9_Scaffold_1544 2 p2 (AT)6 12 5547 5558   

PHG9_Scaffold_1544 7 p2 (AC)8 16 28454 28469 
potentially 
variable 

PHG9_Scaffold_1546 10 p2 (TC)6 12 29336 29347   

PHG9_Scaffold_1546 19 p2 (TG)7 14 53539 53552 
potentially 
variable 

PHG9_Scaffold_1546 20 p2 (TC)8 16 60475 60490 
potentially 
variable 

PHG9_Scaffold_1546 21 p2 (AT)6 12 66296 66307   

PHG9_Scaffold_1546 33 p2 (TC)8 16 93637 93652 
potentially 
variable 

PHG9_Scaffold_1546 37 p2 (TG)6 12 107705 107716   
PHG9_Scaffold_1546 40 p2 (AG)6 12 113405 113416   

PHG9_Scaffold_1546 42 p2 (TG)7 14 126015 126028 
potentially 
variable 

PHG9_Scaffold_1546 43 p2 (TC)7 14 126178 126191 
potentially 
variable 

PHG9_Scaffold_1546 44 p2 (AT)6 12 126869 126880   



PHG9_Scaffold_1546 46 p3 (AAG)5 15 131239 131253 
potentially 
variable 

PHG9_Scaffold_1547 2 p2 (TA)8 16 5157 5172 
potentially 
variable 

PHG9_Scaffold_1547 11 p2 (TC)6 12 28649 28660   
PHG9_Scaffold_1547 17 p2 (CT)6 12 52753 52764   
PHG9_Scaffold_1548 1 p2 (TA)6 12 3710 3721   

PHG9_Scaffold_1548 11 p3 (TGC)5 15 41509 41523 
potentially 
variable 

PHG9_Scaffold_1548 16 p2 (GA)9 18 58739 58756 
potentially 
variable 

PHG9_Scaffold_1548 19 p2 (TA)7 14 69189 69202 
potentially 
variable 

PHG9_Scaffold_1548 29 p2 (AT)7 14 109993 110006 
potentially 
variable 

PHG9_Scaffold_1548 31 p3 (GTT)5 15 122083 122097 
potentially 
variable 

PHG9_Scaffold_1548 32 p2 (AT)7 14 125525 125538 
potentially 
variable 

PHG9_Scaffold_1548 36 p2 (AG)9 18 142559 142576 
potentially 
variable 

PHG9_Scaffold_1548 37 p2 (TG)7 14 148661 148674 
potentially 
variable 

PHG9_Scaffold_1549 2 p2 (TA)8 16 5948 5963 
potentially 
variable 

PHG9_Scaffold_1549 5 p3 (GAT)5 15 9274 9288 
potentially 
variable 

PHG9_Scaffold_1550 12 p2 (TA)8 16 28765 28780 
potentially 
variable 

PHG9_Scaffold_1550 18 p2 (AC)8 16 40375 40390 potentially 



variable 

PHG9_Scaffold_1550 25 p2 (AT)8 16 60485 60500 
potentially 
variable 

PHG9_Scaffold_1550 36 p2 (TA)7 14 103393 103406 
potentially 
variable 

PHG9_Scaffold_1550 39 p2 (TA)7 14 117273 117286 
potentially 
variable 

PHG9_Scaffold_1550 41 p2 (TA)9 18 127508 127525 
potentially 
variable 

PHG9_Scaffold_1550 43 p2 (TA)8 16 130043 130058 
potentially 
variable 

PHG9_Scaffold_1550 53 p3 (ATT)5 15 156001 156015 
potentially 
variable 

PHG9_Scaffold_1550 72 p2 (TC)6 12 222205 222216   
PHG9_Scaffold_1550 83 p2 (TA)6 12 253859 253870   
PHG9_Scaffold_1550 96 p2 (CT)6 12 286876 286887   
PHG9_Scaffold_1550 98 p2 (TG)6 12 298087 298098   

PHG9_Scaffold_1550 107 p2 (TA)9 18 313271 313288 
potentially 
variable 

PHG9_Scaffold_1552 2 p6 (ATTTGG)5 30 10656 10685 Hypervariable 

PHG9_Scaffold_1554 4 p3 (ATA)5 15 22922 22936 
potentially 
variable 

PHG9_Scaffold_1555 5 p2 (AT)7 14 13165 13178 
potentially 
variable 

PHG9_Scaffold_1555 7 p2 (AT)9 18 20694 20711 
potentially 
variable 

PHG9_Scaffold_1555 8 p3 (CAT)5 15 25060 25074 
potentially 
variable 

PHG9_Scaffold_1555 13 p2 (TA)7 14 32469 32482 
potentially 
variable 



PHG9_Scaffold_1556 11 p3 (TGA)5 15 29936 29950 
potentially 
variable 

PHG9_Scaffold_1557 1 p3 (GCT)5 15 14155 14169 
potentially 
variable 

PHG9_Scaffold_1557 8 p2 (GA)6 12 50610 50621   
PHG9_Scaffold_1558 5 p2 (AT)6 12 27267 27278   

PHG9_Scaffold_1558 9 p2 (AT)7 14 36439 36452 
potentially 
variable 

PHG9_Scaffold_1558 16 p2 (TA)6 12 63143 63154   
PHG9_Scaffold_1559 7 p2 (TA)6 12 22720 22731   

PHG9_Scaffold_1559 8 p2 (TA)8 16 26777 26792 
potentially 
variable 

PHG9_Scaffold_1560 1 p3 (CAG)5 15 7612 7626 
potentially 
variable 

PHG9_Scaffold_1560 2 p2 (AT)6 12 23297 23308   

PHG9_Scaffold_1560 3 p2 (AT)7 14 23442 23455 
potentially 
variable 

PHG9_Scaffold_1560 4 p2 (AT)7 14 23572 23585 
potentially 
variable 

PHG9_Scaffold_1560 5 p2 (AT)8 16 23815 23830 
potentially 
variable 

PHG9_Scaffold_1560 6 p2 (AG)9 18 27010 27027 
potentially 
variable 

PHG9_Scaffold_1560 7 p2 (GA)8 16 29524 29539 
potentially 
variable 

PHG9_Scaffold_1560 10 p2 (AG)6 12 45988 45999   
PHG9_Scaffold_1560 16 p2 (TA)6 12 62891 62902   

PHG9_Scaffold_1560 18 p2 (AT)8 16 63441 63456 
potentially 
variable 



PHG9_Scaffold_1560 23 p3 (TGG)6 18 80517 80534 
potentially 
variable 

PHG9_Scaffold_1560 24 p3 (TCC)5 15 90453 90467 
potentially 
variable 

PHG9_Scaffold_1560 27 p2 (TG)8 16 96475 96490 
potentially 
variable 

PHG9_Scaffold_1560 30 p2 (TA)6 12 102855 102866   

PHG9_Scaffold_1560 33 p3 (TAT)5 15 109689 109703 
potentially 
variable 

PHG9_Scaffold_1560 34 p2 (AT)7 14 116040 116053 
potentially 
variable 

PHG9_Scaffold_1560 39 p2 (TA)8 16 120700 120715 
potentially 
variable 

PHG9_Scaffold_1560 41 p2 (TC)8 16 134402 134417 
potentially 
variable 

PHG9_Scaffold_1560 43 p2 (AG)8 16 149638 149653 
potentially 
variable 

PHG9_Scaffold_1560 49 p3 (AAT)5 15 160472 160486 
potentially 
variable 

PHG9_Scaffold_1560 51 p2 (TC)6 12 165789 165800   

PHG9_Scaffold_1560 52 p2 (TA)7 14 168473 168486 
potentially 
variable 

PHG9_Scaffold_1560 55 p2 (TA)6 12 172480 172491   

PHG9_Scaffold_1563 13 p2 (AG)8 16 34729 34744 
potentially 
variable 

PHG9_Scaffold_1563 21 p2 (AG)8 16 68122 68137 
potentially 
variable 

PHG9_Scaffold_1564 3 p2 (TA)6 12 4700 4711   

PHG9_Scaffold_1564 4 p3 (GAA)5 15 5356 5370 
potentially 
variable 



PHG9_Scaffold_1564 16 p3 (AAT)5 15 40793 40807 
potentially 
variable 

PHG9_Scaffold_1564 17 p2 (AT)6 12 41009 41020   

PHG9_Scaffold_1564 21 p2 (TA)8 16 49052 49067 
potentially 
variable 

PHG9_Scaffold_1565 9 p3 (AGA)6 18 11289 11306 
potentially 
variable 

PHG9_Scaffold_1565 10 p2 (CA)6 12 16151 16162   

PHG9_Scaffold_1565 18 p3 (ATT)5 15 34087 34101 
potentially 
variable 

PHG9_Scaffold_1565 28 p3 (AAC)5 15 51396 51410 
potentially 
variable 

PHG9_Scaffold_1565 31 p2 (AT)6 12 54186 54197   

PHG9_Scaffold_1565 49 p2 (TA)8 16 108801 108816 
potentially 
variable 

PHG9_Scaffold_1565 52 p3 (CCT)5 15 116714 116728 
potentially 
variable 

PHG9_Scaffold_1565 53 p2 (AT)8 16 121056 121071 
potentially 
variable 

PHG9_Scaffold_1565 55 p2 (TA)9 18 123125 123142 
potentially 
variable 

PHG9_Scaffold_1566 9 p2 (AT)8 16 18881 18896 
potentially 
variable 

PHG9_Scaffold_1566 11 p2 (TA)6 12 28707 28718   

PHG9_Scaffold_1566 12 p2 (AG)7 14 32865 32878 
potentially 
variable 

PHG9_Scaffold_1566 18 p2 (TA)9 18 42820 42837 
potentially 
variable 

PHG9_Scaffold_1567 10 p3 (TTA)5 15 25443 25457 
potentially 
variable 



PHG9_Scaffold_1567 12 p3 (TCT)6 18 30758 30775 
potentially 
variable 

PHG9_Scaffold_1568 5 p2 (AT)6 12 25409 25420   
PHG9_Scaffold_1569 6 p2 (AT)6 12 9427 9438   

PHG9_Scaffold_1569 8 p2 (AT)9 18 13464 13481 
potentially 
variable 

PHG9_Scaffold_1573 4 p3 (TAT)5 15 2833 2847 
potentially 
variable 

PHG9_Scaffold_1573 18 p3 (AAG)5 15 62023 62037 
potentially 
variable 

PHG9_Scaffold_1573 19 p2 (TA)7 14 62185 62198 
potentially 
variable 

PHG9_Scaffold_1573 22 p2 (AT)7 14 68233 68246 
potentially 
variable 

PHG9_Scaffold_1576 4 p2 (TC)8 16 13547 13562 
potentially 
variable 

PHG9_Scaffold_1576 6 p3 (AAT)5 15 18367 18381 
potentially 
variable 

PHG9_Scaffold_1577 9 p2 (AC)6 12 33275 33286   

PHG9_Scaffold_1577 10 p3 (TAT)5 15 34906 34920 
potentially 
variable 

PHG9_Scaffold_1577 13 p2 (CT)8 16 37474 37489 
potentially 
variable 

PHG9_Scaffold_1577 14 p2 (TA)6 12 44433 44444   
PHG9_Scaffold_1580 8 p2 (AG)6 12 26229 26240   
PHG9_Scaffold_1583 1 p2 (AT)6 12 2093 2104   

PHG9_Scaffold_1583 3 p3 (GTT)5 15 12765 12779 
potentially 
variable 

PHG9_Scaffold_1583 5 p2 (TA)6 12 18431 18442   



PHG9_Scaffold_1584 14 p2 (GA)7 14 19907 19920 
potentially 
variable 

PHG9_Scaffold_1584 25 p3 (AAG)5 15 58203 58217 
potentially 
variable 

PHG9_Scaffold_1584 41 p2 (GT)6 12 110378 110389   

PHG9_Scaffold_1584 46 p3 (ATT)5 15 132649 132663 
potentially 
variable 

PHG9_Scaffold_1585 3 p2 (CA)8 16 4526 4541 
potentially 
variable 

PHG9_Scaffold_1585 4 p3 (TCA)6 18 8617 8634 
potentially 
variable 

PHG9_Scaffold_1585 7 p2 (AT)7 14 12923 12936 
potentially 
variable 

PHG9_Scaffold_1585 8 p3 (ATT)6 18 19041 19058 
potentially 
variable 

PHG9_Scaffold_1585 11 p2 (AT)7 14 21948 21961 
potentially 
variable 

PHG9_Scaffold_1585 13 p2 (TC)6 12 28801 28812   
PHG9_Scaffold_1585 16 p2 (AT)6 12 35928 35939   

PHG9_Scaffold_1587 7 p2 (TA)8 16 25404 25419 
potentially 
variable 

PHG9_Scaffold_1587 11 p2 (TA)6 12 31119 31130   

PHG9_Scaffold_1587 19 p3 (TAT)5 15 54986 55000 
potentially 
variable 

PHG9_Scaffold_1587 27 p3 (ATT)5 15 83484 83498 
potentially 
variable 

PHG9_Scaffold_1587 33 p2 (AT)6 12 87666 87677   
PHG9_Scaffold_1587 37 p2 (AG)6 12 93719 93730   
PHG9_Scaffold_1587 43 p2 (AT)6 12 110391 110402   



PHG9_Scaffold_1587 44 p3 (AGA)5 15 111476 111490 
potentially 
variable 

PHG9_Scaffold_1587 46 p3 (ATG)5 15 118400 118414 
potentially 
variable 

PHG9_Scaffold_1588 10 p3 (GAA)5 15 40317 40331 
potentially 
variable 

PHG9_Scaffold_1589 4 p3 (AAT)5 15 9243 9257 
potentially 
variable 

PHG9_Scaffold_1589 10 p2 (GT)7 14 25527 25540 
potentially 
variable 

PHG9_Scaffold_1589 11 p2 (TA)7 14 30176 30189 
potentially 
variable 

PHG9_Scaffold_1589 16 p2 (AG)7 14 45445 45458 
potentially 
variable 

PHG9_Scaffold_1589 18 p3 (ATT)5 15 50969 50983 
potentially 
variable 

PHG9_Scaffold_1590 11 p2 (TC)7 14 31964 31977 
potentially 
variable 

PHG9_Scaffold_1591 3 p2 (TA)6 12 6213 6224   
PHG9_Scaffold_1591 8 p2 (AT)6 12 25763 25774   
PHG9_Scaffold_1591 16 p2 (TA)6 12 40545 40556   

PHG9_Scaffold_1591 30 p2 (CT)7 14 94904 94917 
potentially 
variable 

PHG9_Scaffold_1591 36 p6 (AAACGC)6 36 110994 111029 Hypervariable 

PHG9_Scaffold_1592 7 p2 (AT)7 14 13522 13535 
potentially 
variable 

PHG9_Scaffold_1592 11 p3 (TTA)6 18 25975 25992 
potentially 
variable 

PHG9_Scaffold_1595 7 p2 (TA)9 18 17865 17882 
potentially 
variable 



PHG9_Scaffold_1595 14 p2 (AT)6 12 34294 34305   
PHG9_Scaffold_1595 16 p2 (TA)6 12 35575 35586   
PHG9_Scaffold_1596 19 p2 (AT)6 12 68767 68778   
PHG9_Scaffold_1597 1 p2 (AG)6 12 221 232   

PHG9_Scaffold_1598 3 p2 (CT)9 18 3232 3249 
potentially 
variable 

PHG9_Scaffold_1599 6 p2 (TA)6 12 8983 8994   

PHG9_Scaffold_1600 6 p3 (GAA)5 15 5322 5336 
potentially 
variable 

PHG9_Scaffold_1600 12 p2 (AT)7 14 18988 19001 
potentially 
variable 

PHG9_Scaffold_1600 14 p2 (AT)6 12 24429 24440   

PHG9_Scaffold_1600 17 p3 (ATT)5 15 27023 27037 
potentially 
variable 

PHG9_Scaffold_1600 19 p3 (ATT)6 18 31121 31138 
potentially 
variable 

PHG9_Scaffold_1600 20 p3 (CTC)5 15 33252 33266 
potentially 
variable 

PHG9_Scaffold_1600 21 p2 (CT)6 12 35204 35215   

PHG9_Scaffold_1602 5 p3 (TAT)5 15 20181 20195 
potentially 
variable 

PHG9_Scaffold_1603 1 p3 (ATT)5 15 1331 1345 
potentially 
variable 

PHG9_Scaffold_1603 4 p2 (AT)6 12 7532 7543   

PHG9_Scaffold_1603 14 p3 (TTA)5 15 38102 38116 
potentially 
variable 

PHG9_Scaffold_1604 3 p3 (AAC)6 18 10066 10083 
potentially 
variable 

PHG9_Scaffold_1606 3 p2 (TA)8 16 7849 7864 potentially 



variable 

PHG9_Scaffold_1606 8 p2 (GA)7 14 25059 25072 
potentially 
variable 

PHG9_Scaffold_1606 11 p2 (TA)6 12 45292 45303   

PHG9_Scaffold_1606 14 p2 (AT)8 16 57464 57479 
potentially 
variable 

PHG9_Scaffold_1607 10 p2 (TC)7 14 23273 23286 
potentially 
variable 

PHG9_Scaffold_1609 1 p2 (AT)8 16 1554 1569 
potentially 
variable 

PHG9_Scaffold_1609 4 p2 (AT)6 12 10698 10709   
PHG9_Scaffold_1609 5 p2 (AG)6 12 14612 14623   

PHG9_Scaffold_1611 3 p3 (GAA)5 15 22910 22924 
potentially 
variable 

PHG9_Scaffold_1611 4 p2 (TA)8 16 30149 30164 
potentially 
variable 

PHG9_Scaffold_1611 9 p3 (CTT)5 15 42889 42903 
potentially 
variable 

PHG9_Scaffold_1612 2 p2 (AT)6 12 12246 12257   
PHG9_Scaffold_1612 9 p2 (TA)6 12 16173 16184   

PHG9_Scaffold_1613 2 p3 (ATT)5 15 3892 3906 
potentially 
variable 

PHG9_Scaffold_1613 3 p2 (TA)6 12 4241 4252   

PHG9_Scaffold_1613 20 p2 (TA)7 14 41667 41680 
potentially 
variable 

PHG9_Scaffold_1616 7 p3 (CAT)6 18 22639 22656 
potentially 
variable 

PHG9_Scaffold_1616 8 p2 (TA)6 12 25834 25845   
PHG9_Scaffold_1616 11 p2 (TC)8 16 39805 39820 potentially 



variable 
PHG9_Scaffold_1616 16 p2 (AT)6 12 45262 45273   
PHG9_Scaffold_1616 25 p2 (TC)6 12 68008 68019   
PHG9_Scaffold_1618 2 p2 (TA)6 12 10914 10925   

PHG9_Scaffold_1618 11 p2 (TA)7 14 28484 28497 
potentially 
variable 

PHG9_Scaffold_1618 13 p3 (TCT)5 15 37733 37747 
potentially 
variable 

PHG9_Scaffold_1618 14 p2 (AC)8 16 39478 39493 
potentially 
variable 

PHG9_Scaffold_1618 16 p2 (AT)7 14 50381 50394 
potentially 
variable 

PHG9_Scaffold_1618 17 p3 (TAA)5 15 51095 51109 
potentially 
variable 

PHG9_Scaffold_1618 31 p2 (AT)9 18 102185 102202 
potentially 
variable 

PHG9_Scaffold_1618 34 p2 (TA)7 14 122123 122136 
potentially 
variable 

PHG9_Scaffold_1618 40 p2 (TA)9 18 141385 141402 
potentially 
variable 

PHG9_Scaffold_1618 45 p2 (TA)6 12 152039 152050   

PHG9_Scaffold_1622 5 p3 (ATT)6 18 26788 26805 
potentially 
variable 

PHG9_Scaffold_1622 12 p2 (AT)6 12 52595 52606   
PHG9_Scaffold_1622 15 p2 (AT)6 12 60062 60073   
PHG9_Scaffold_1622 20 p2 (TA)6 12 73744 73755   

PHG9_Scaffold_1622 21 p2 (TA)8 16 77081 77096 
potentially 
variable 

PHG9_Scaffold_1622 22 p2 (GA)6 12 77217 77228   



PHG9_Scaffold_1623 6 p3 (TAA)5 15 11044 11058 
potentially 
variable 

PHG9_Scaffold_1624 2 p2 (AT)6 12 7629 7640   

PHG9_Scaffold_1624 5 p2 (TA)7 14 8987 9000 
potentially 
variable 

PHG9_Scaffold_1624 10 p2 (CT)6 12 20101 20112   

PHG9_Scaffold_1624 13 p2 (TC)9 18 24863 24880 
potentially 
variable 

PHG9_Scaffold_1624 15 p2 (TA)6 12 35314 35325   

PHG9_Scaffold_1624 20 p2 (TA)7 14 53470 53483 
potentially 
variable 

PHG9_Scaffold_1624 27 p2 (TA)7 14 62590 62603 
potentially 
variable 

PHG9_Scaffold_1626 4 p2 (TA)6 12 11287 11298   

PHG9_Scaffold_1626 6 p2 (AT)7 14 12266 12279 
potentially 
variable 

PHG9_Scaffold_1626 16 p3 (CCG)5 15 28395 28409 
potentially 
variable 

PHG9_Scaffold_1627 1 p2 (AT)6 12 698 709   

PHG9_Scaffold_1627 6 p2 (AT)9 18 21305 21322 
potentially 
variable 

PHG9_Scaffold_1627 11 p3 (ATG)5 15 27261 27275 
potentially 
variable 

PHG9_Scaffold_1628 4 p3 (TGA)5 15 15304 15318 
potentially 
variable 

PHG9_Scaffold_1628 5 p3 (ATT)5 15 15651 15665 
potentially 
variable 

PHG9_Scaffold_1628 11 p3 (AAC)6 18 35886 35903 
potentially 
variable 

PHG9_Scaffold_1629 3 p2 (AT)8 16 7755 7770 potentially 



variable 

PHG9_Scaffold_1629 7 p2 (AT)7 14 22008 22021 
potentially 
variable 

PHG9_Scaffold_1629 9 p2 (AT)9 18 23044 23061 
potentially 
variable 

PHG9_Scaffold_1629 19 p2 (TA)8 16 64670 64685 
potentially 
variable 

PHG9_Scaffold_1629 27 p3 (TCT)5 15 88189 88203 
potentially 
variable 

PHG9_Scaffold_1631 8 p2 (TC)6 12 17331 17342   

PHG9_Scaffold_1631 9 p3 (AAT)5 15 22419 22433 
potentially 
variable 

PHG9_Scaffold_1632 7 p2 (CT)8 16 10680 10695 
potentially 
variable 

PHG9_Scaffold_1633 3 p3 (TGT)5 15 18085 18099 
potentially 
variable 

PHG9_Scaffold_1633 10 p2 (GA)7 14 35909 35922 
potentially 
variable 

PHG9_Scaffold_1633 11 p2 (AT)9 18 36869 36886 
potentially 
variable 

PHG9_Scaffold_1633 12 p2 (AT)6 12 36995 37006   

PHG9_Scaffold_1633 20 p2 (TA)7 14 64736 64749 
potentially 
variable 

PHG9_Scaffold_1633 25 p3 (TCA)5 15 72902 72916 
potentially 
variable 

PHG9_Scaffold_1633 27 p2 (GA)6 12 75246 75257   

PHG9_Scaffold_1634 5 p3 (TAT)5 15 14869 14883 
potentially 
variable 

PHG9_Scaffold_1634 8 p2 (CT)6 12 25648 25659   
PHG9_Scaffold_1635 2 p2 (TA)6 12 4123 4134   



PHG9_Scaffold_1635 3 p2 (AT)8 16 5863 5878 
potentially 
variable 

PHG9_Scaffold_1635 13 p2 (TA)6 12 13390 13401   

PHG9_Scaffold_1635 21 p2 (TA)7 14 31182 31195 
potentially 
variable 

PHG9_Scaffold_1637 15 p2 (AT)6 12 35630 35641   

PHG9_Scaffold_1637 16 p2 (AT)7 14 35770 35783 
potentially 
variable 

PHG9_Scaffold_1637 21 p2 (TA)6 12 72383 72394   

PHG9_Scaffold_1637 23 p2 (AT)7 14 80628 80641 
potentially 
variable 

PHG9_Scaffold_1640 5 p2 (AC)7 14 15130 15143 
potentially 
variable 

PHG9_Scaffold_1642 7 p3 (AAC)6 18 18267 18284 
potentially 
variable 

PHG9_Scaffold_1642 9 p2 (AG)7 14 27936 27949 
potentially 
variable 

PHG9_Scaffold_1642 11 p2 (TC)8 16 30845 30860 
potentially 
variable 

PHG9_Scaffold_1642 20 p2 (AT)7 14 61580 61593 
potentially 
variable 

PHG9_Scaffold_1644 1 p2 (TA)7 14 2449 2462 
potentially 
variable 

PHG9_Scaffold_1644 2 p2 (AT)6 12 4301 4312   

PHG9_Scaffold_1646 13 p2 (AT)7 14 101035 101048 
potentially 
variable 

PHG9_Scaffold_1646 15 p3 (TGA)5 15 123237 123251 
potentially 
variable 

PHG9_Scaffold_1649 3 p2 (TA)7 14 14658 14671 
potentially 
variable 



PHG9_Scaffold_1650 9 p3 (TTA)5 15 37680 37694 
potentially 
variable 

PHG9_Scaffold_1650 15 p2 (AT)6 12 54996 55007   

PHG9_Scaffold_1650 18 p2 (AT)7 14 62513 62526 
potentially 
variable 

PHG9_Scaffold_1650 22 p2 (AT)6 12 100476 100487   
PHG9_Scaffold_1650 33 p2 (TA)6 12 134069 134080   

PHG9_Scaffold_1650 34 p2 (GA)7 14 138063 138076 
potentially 
variable 

PHG9_Scaffold_1651 7 p2 (AT)7 14 19051 19064 
potentially 
variable 

PHG9_Scaffold_1651 18 p2 (TA)9 18 63029 63046 
potentially 
variable 

PHG9_Scaffold_1651 27 p2 (TA)7 14 82661 82674 
potentially 
variable 

PHG9_Scaffold_1651 33 p2 (TA)7 14 130849 130862 
potentially 
variable 

PHG9_Scaffold_1652 4 p2 (TA)6 12 16071 16082   

PHG9_Scaffold_1652 11 p2 (CA)7 14 55906 55919 
potentially 
variable 

PHG9_Scaffold_1652 13 p3 (ATT)5 15 58827 58841 
potentially 
variable 

PHG9_Scaffold_1652 16 p2 (AT)6 12 61573 61584   

PHG9_Scaffold_1652 39 p3 (ATA)5 15 118559 118573 
potentially 
variable 

PHG9_Scaffold_1652 47 p3 (TAA)5 15 137660 137674 
potentially 
variable 

PHG9_Scaffold_1652 71 p2 (TA)6 12 219414 219425   
PHG9_Scaffold_1652 79 p2 (AT)6 12 248984 248995   



PHG9_Scaffold_1652 86 p3 (GAA)5 15 293882 293896 
potentially 
variable 

PHG9_Scaffold_1652 88 p3 (GAA)6 18 294218 294235 
potentially 
variable 

PHG9_Scaffold_1654 3 p3 (TTA)5 15 14393 14407 
potentially 
variable 

PHG9_Scaffold_1654 4 p2 (AC)6 12 16751 16762   

PHG9_Scaffold_1655 1 p2 (TA)7 14 1366 1379 
potentially 
variable 

PHG9_Scaffold_1655 7 p2 (AT)8 16 13893 13908 
potentially 
variable 

PHG9_Scaffold_1656 2 p2 (TA)8 16 8703 8718 
potentially 
variable 

PHG9_Scaffold_1656 30 p2 (CT)8 16 83064 83079 
potentially 
variable 

PHG9_Scaffold_1656 32 p3 (ATA)5 15 88439 88453 
potentially 
variable 

PHG9_Scaffold_1656 36 p3 (ATT)5 15 94245 94259 
potentially 
variable 

PHG9_Scaffold_1656 39 p3 (ATA)5 15 108601 108615 
potentially 
variable 

PHG9_Scaffold_1656 40 p2 (AT)7 14 110855 110868 
potentially 
variable 

PHG9_Scaffold_1656 41 p2 (TA)6 12 116164 116175   

PHG9_Scaffold_1657 6 p3 (ATA)6 18 22411 22428 
potentially 
variable 

PHG9_Scaffold_1657 8 p2 (AT)7 14 25589 25602 
potentially 
variable 

PHG9_Scaffold_1657 11 p3 (GGA)5 15 35513 35527 
potentially 
variable 



PHG9_Scaffold_1657 14 p3 (ATT)5 15 40500 40514 
potentially 
variable 

PHG9_Scaffold_1657 56 p2 (AT)7 14 159884 159897 
potentially 
variable 

PHG9_Scaffold_1657 57 p2 (AT)6 12 161594 161605   
PHG9_Scaffold_1657 61 p2 (TG)6 12 173035 173046   

PHG9_Scaffold_1657 63 p3 (CAC)6 18 177255 177272 
potentially 
variable 

PHG9_Scaffold_1657 66 p3 (AAG)5 15 184896 184910 
potentially 
variable 

PHG9_Scaffold_1657 71 p3 (TGA)6 18 204248 204265 
potentially 
variable 

PHG9_Scaffold_1657 74 p2 (GA)6 12 206584 206595   

PHG9_Scaffold_1657 79 p3 (AAC)5 15 234153 234167 
potentially 
variable 

PHG9_Scaffold_1657 83 p2 (TA)9 18 238593 238610 
potentially 
variable 

PHG9_Scaffold_1658 1 p3 (ATA)6 18 5438 5455 
potentially 
variable 

PHG9_Scaffold_1660 3 p3 (GTT)5 15 16761 16775 
potentially 
variable 

PHG9_Scaffold_1660 8 p2 (AT)7 14 38039 38052 
potentially 
variable 

PHG9_Scaffold_1660 12 p3 (TTA)5 15 50549 50563 
potentially 
variable 

PHG9_Scaffold_1662 3 p3 (CAA)5 15 7423 7437 
potentially 
variable 

PHG9_Scaffold_1662 9 p2 (TA)6 12 28861 28872   

PHG9_Scaffold_1662 10 p2 (AT)8 16 29589 29604 
potentially 
variable 



PHG9_Scaffold_1662 11 p2 (TA)7 14 31349 31362 
potentially 
variable 

PHG9_Scaffold_1664 5 p2 (AT)8 16 14901 14916 
potentially 
variable 

PHG9_Scaffold_1664 7 p2 (TA)6 12 22910 22921   
PHG9_Scaffold_1664 8 p2 (TA)6 12 23945 23956   
PHG9_Scaffold_1664 9 p2 (CT)6 12 26898 26909   

PHG9_Scaffold_1666 9 p3 (TTC)6 18 18386 18403 
potentially 
variable 

PHG9_Scaffold_1666 16 p2 (TG)6 12 34244 34255   

PHG9_Scaffold_1666 17 p3 (GAG)5 15 35272 35286 
potentially 
variable 

PHG9_Scaffold_1666 23 p3 (ATT)6 18 58751 58768 
potentially 
variable 

PHG9_Scaffold_1666 25 p2 (CA)6 12 61821 61832   

PHG9_Scaffold_1666 27 p2 (CA)8 16 68991 69006 
potentially 
variable 

PHG9_Scaffold_1666 28 p3 (TTA)5 15 72080 72094 
potentially 
variable 

PHG9_Scaffold_1667 7 p2 (AT)7 14 23561 23574 
potentially 
variable 

PHG9_Scaffold_1667 20 p2 (TA)7 14 50660 50673 
potentially 
variable 

PHG9_Scaffold_1667 21 p2 (TG)9 18 53816 53833 
potentially 
variable 

PHG9_Scaffold_1667 27 p2 (TG)7 14 73610 73623 
potentially 
variable 

PHG9_Scaffold_1667 33 p2 (TA)6 12 92878 92889   

PHG9_Scaffold_1667 36 p3 (TAA)6 18 94548 94565 
potentially 
variable 



PHG9_Scaffold_1667 37 p2 (GT)6 12 95235 95246   
PHG9_Scaffold_1667 41 p2 (AC)6 12 111640 111651   

PHG9_Scaffold_1667 42 p2 (TG)9 18 116520 116537 
potentially 
variable 

PHG9_Scaffold_1667 50 p2 (AT)6 12 126497 126508   

PHG9_Scaffold_1668 3 p2 (AT)8 16 9202 9217 
potentially 
variable 

PHG9_Scaffold_1668 5 p2 (TA)6 12 15691 15702   

PHG9_Scaffold_1669 5 p2 (AT)7 14 18877 18890 
potentially 
variable 

PHG9_Scaffold_1669 6 p2 (AT)9 18 21632 21649 
potentially 
variable 

PHG9_Scaffold_1669 10 p3 (GAA)5 15 27964 27978 
potentially 
variable 

PHG9_Scaffold_1669 12 p2 (TA)6 12 30901 30912   
PHG9_Scaffold_1669 15 p2 (AT)6 12 35412 35423   
PHG9_Scaffold_1669 17 p2 (TC)6 12 39810 39821   

PHG9_Scaffold_1669 19 p2 (AT)8 16 45072 45087 
potentially 
variable 

PHG9_Scaffold_1669 20 p2 (GT)6 12 50975 50986   
PHG9_Scaffold_1669 21 p2 (TA)6 12 51483 51494   

PHG9_Scaffold_1669 31 p2 (TA)7 14 77951 77964 
potentially 
variable 

PHG9_Scaffold_1670 3 p2 (TA)7 14 7110 7123 
potentially 
variable 

PHG9_Scaffold_1670 6 p2 (GT)7 14 14943 14956 
potentially 
variable 

PHG9_Scaffold_1671 1 p2 (TA)6 12 1242 1253   
PHG9_Scaffold_1671 4 p2 (AT)9 18 17336 17353 potentially 



variable 
PHG9_Scaffold_1671 7 p2 (AT)6 12 26158 26169   
PHG9_Scaffold_1671 10 p2 (AT)6 12 31407 31418   
PHG9_Scaffold_1674 3 p2 (AT)6 12 10096 10107   

PHG9_Scaffold_1674 8 p3 (ATT)5 15 19032 19046 
potentially 
variable 

PHG9_Scaffold_1674 18 p2 (TA)7 14 37809 37822 
potentially 
variable 

PHG9_Scaffold_1674 23 p2 (TA)8 16 47923 47938 
potentially 
variable 

PHG9_Scaffold_1674 25 p2 (AT)7 14 58129 58142 
potentially 
variable 

PHG9_Scaffold_1674 26 p2 (TA)6 12 58406 58417   
PHG9_Scaffold_1674 29 p2 (AT)6 12 65941 65952   

PHG9_Scaffold_1674 30 p3 (GGT)5 15 68607 68621 
potentially 
variable 

PHG9_Scaffold_1674 41 p3 (ATT)5 15 103203 103217 
potentially 
variable 

PHG9_Scaffold_1674 50 p3 (CTT)5 15 130753 130767 
potentially 
variable 

PHG9_Scaffold_1675 4 p2 (GA)6 12 15770 15781   

PHG9_Scaffold_1677 5 p2 (TA)8 16 4340 4355 
potentially 
variable 

PHG9_Scaffold_1677 9 p2 (AT)7 14 22000 22013 
potentially 
variable 

PHG9_Scaffold_1677 12 p2 (CT)6 12 24877 24888   
PHG9_Scaffold_1677 14 p2 (AT)6 12 27023 27034   
PHG9_Scaffold_1677 22 p2 (TA)6 12 71372 71383   
PHG9_Scaffold_1679 15 p2 (TA)7 14 16190 16203 potentially 



variable 

PHG9_Scaffold_1679 21 p2 (AT)7 14 32478 32491 
potentially 
variable 

PHG9_Scaffold_1679 39 p3 (TAT)5 15 109065 109079 
potentially 
variable 

PHG9_Scaffold_1679 40 p2 (TA)8 16 109454 109469 
potentially 
variable 

PHG9_Scaffold_1679 41 p3 (TTA)5 15 110891 110905 
potentially 
variable 

PHG9_Scaffold_1679 43 p2 (TA)6 12 113472 113483   
PHG9_Scaffold_1680 14 p2 (AG)6 12 40606 40617   
PHG9_Scaffold_1682 1 p2 (AG)6 12 478 489   

PHG9_Scaffold_1682 2 p2 (TA)9 18 4284 4301 
potentially 
variable 

PHG9_Scaffold_1682 6 p2 (AT)6 12 10636 10647   

PHG9_Scaffold_1682 7 p2 (TA)7 14 11572 11585 
potentially 
variable 

PHG9_Scaffold_1683 5 p2 (GA)8 16 18118 18133 
potentially 
variable 

PHG9_Scaffold_1683 7 p3 (TTA)5 15 26920 26934 
potentially 
variable 

PHG9_Scaffold_1683 8 p2 (AT)6 12 27437 27448   

PHG9_Scaffold_1684 4 p3 (GAT)5 15 15761 15775 
potentially 
variable 

PHG9_Scaffold_1684 23 p3 (AAT)6 18 73670 73687 
potentially 
variable 

PHG9_Scaffold_1685 1 p2 (CT)7 14 1057 1070 
potentially 
variable 

PHG9_Scaffold_1685 3 p2 (GA)6 12 5404 5415   



PHG9_Scaffold_1685 5 p2 (TC)6 12 6232 6243   

PHG9_Scaffold_1685 6 p3 (TCC)5 15 7100 7114 
potentially 
variable 

PHG9_Scaffold_1685 9 p2 (GA)8 16 9394 9409 
potentially 
variable 

PHG9_Scaffold_1688 2 p2 (AT)9 18 20629 20646 
potentially 
variable 

PHG9_Scaffold_1688 4 p2 (TA)6 12 47645 47656   

PHG9_Scaffold_1689 1 p2 (GA)8 16 5018 5033 
potentially 
variable 

PHG9_Scaffold_1689 3 p2 (AT)7 14 9890 9903 
potentially 
variable 

PHG9_Scaffold_1689 16 p2 (AT)7 14 48305 48318 
potentially 
variable 

PHG9_Scaffold_1689 20 p2 (TA)8 16 57688 57703 
potentially 
variable 

PHG9_Scaffold_1689 22 p3 (TAT)5 15 60684 60698 
potentially 
variable 

PHG9_Scaffold_1689 36 p2 (TA)7 14 95904 95917 
potentially 
variable 

PHG9_Scaffold_1689 46 p2 (TG)6 12 124369 124380   
PHG9_Scaffold_1689 52 p2 (AT)6 12 142794 142805   
PHG9_Scaffold_1689 53 p2 (TA)6 12 143496 143507   

PHG9_Scaffold_1689 55 p2 (GA)9 18 155157 155174 
potentially 
variable 

PHG9_Scaffold_1689 59 p2 (TC)9 18 175420 175437 
potentially 
variable 

PHG9_Scaffold_1689 68 p3 (AAT)5 15 214226 214240 
potentially 
variable 

PHG9_Scaffold_1689 76 p2 (TG)6 12 250356 250367   



PHG9_Scaffold_1689 79 p2 (AG)6 12 254128 254139   
PHG9_Scaffold_1689 82 p2 (GT)6 12 257362 257373   
PHG9_Scaffold_1689 87 p2 (AG)6 12 265627 265638   

PHG9_Scaffold_1689 88 p3 (TGA)5 15 265741 265755 
potentially 
variable 

PHG9_Scaffold_1689 91 p2 (AG)6 12 271328 271339   

PHG9_Scaffold_1689 94 p2 (CT)7 14 281790 281803 
potentially 
variable 

PHG9_Scaffold_1689 95 p3 (TTC)5 15 282175 282189 
potentially 
variable 

PHG9_Scaffold_1690 2 p3 (TTA)5 15 8156 8170 
potentially 
variable 

PHG9_Scaffold_1690 6 p3 (AGG)5 15 22272 22286 
potentially 
variable 

PHG9_Scaffold_1690 11 p3 (TTA)5 15 36649 36663 
potentially 
variable 

PHG9_Scaffold_1690 12 p3 (AAC)5 15 37311 37325 
potentially 
variable 

PHG9_Scaffold_1692 4 p2 (AT)7 14 9956 9969 
potentially 
variable 

PHG9_Scaffold_1692 20 p2 (TA)7 14 86193 86206 
potentially 
variable 

PHG9_Scaffold_1692 26 p2 (TA)6 12 106146 106157   

PHG9_Scaffold_1692 31 p2 (TC)8 16 130553 130568 
potentially 
variable 

PHG9_Scaffold_1692 46 p2 (TA)7 14 185928 185941 
potentially 
variable 

PHG9_Scaffold_1692 47 p2 (TA)6 12 193275 193286   

PHG9_Scaffold_1692 52 p3 (ATT)5 15 200679 200693 
potentially 
variable 



PHG9_Scaffold_1692 53 p2 (AT)7 14 200974 200987 
potentially 
variable 

PHG9_Scaffold_1692 55 p2 (AT)9 18 203634 203651 
potentially 
variable 

PHG9_Scaffold_1695 5 p2 (AT)9 18 36769 36786 
potentially 
variable 

PHG9_Scaffold_1695 7 p2 (TA)7 14 43631 43644 
potentially 
variable 

PHG9_Scaffold_1695 11 p2 (TA)8 16 54037 54052 
potentially 
variable 

PHG9_Scaffold_1695 20 p2 (TA)6 12 77743 77754   

PHG9_Scaffold_1697 6 p3 (CTG)5 15 10665 10679 
potentially 
variable 

PHG9_Scaffold_1698 18 p2 (AT)8 16 63411 63426 
potentially 
variable 

PHG9_Scaffold_1698 19 p3 (TCG)6 18 67949 67966 
potentially 
variable 

PHG9_Scaffold_1699 1 p3 (CTT)5 15 598 612 
potentially 
variable 

PHG9_Scaffold_1699 2 p2 (TA)7 14 3523 3536 
potentially 
variable 

PHG9_Scaffold_1699 8 p2 (AT)6 12 11726 11737   

PHG9_Scaffold_1699 12 p2 (AT)9 18 17793 17810 
potentially 
variable 

PHG9_Scaffold_1701 8 p2 (AT)7 14 5618 5631 
potentially 
variable 

PHG9_Scaffold_1701 9 p2 (AT)6 12 6076 6087   

PHG9_Scaffold_1701 12 p2 (AT)7 14 16637 16650 
potentially 
variable 

PHG9_Scaffold_1701 17 p2 (TA)6 12 23583 23594   



PHG9_Scaffold_1701 22 p2 (TA)7 14 66266 66279 
potentially 
variable 

PHG9_Scaffold_1702 6 p2 (AT)6 12 13124 13135   
PHG9_Scaffold_1702 8 p2 (CT)6 12 18207 18218   

PHG9_Scaffold_1702 12 p2 (AT)8 16 22153 22168 
potentially 
variable 

PHG9_Scaffold_1702 13 p2 (TA)8 16 26389 26404 
potentially 
variable 

PHG9_Scaffold_1702 16 p2 (TA)8 16 30618 30633 
potentially 
variable 

PHG9_Scaffold_1702 24 p2 (TA)9 18 51415 51432 
potentially 
variable 

PHG9_Scaffold_1703 5 p2 (TA)8 16 11492 11507 
potentially 
variable 

PHG9_Scaffold_1703 10 p2 (AT)6 12 22917 22928   
PHG9_Scaffold_1703 11 p2 (GA)6 12 25113 25124   

PHG9_Scaffold_1703 12 p3 (ATC)5 15 26118 26132 
potentially 
variable 

PHG9_Scaffold_1703 24 p2 (GA)6 12 65722 65733   

PHG9_Scaffold_1703 30 p3 (AAT)5 15 80170 80184 
potentially 
variable 

PHG9_Scaffold_1708 1 p2 (AT)6 12 523 534   

PHG9_Scaffold_1709 7 p3 (AAG)5 15 31046 31060 
potentially 
variable 

PHG9_Scaffold_1709 9 p2 (TA)6 12 36486 36497   

PHG9_Scaffold_1709 11 p3 (AAG)5 15 41111 41125 
potentially 
variable 

PHG9_Scaffold_1709 14 p3 (TTA)5 15 46044 46058 
potentially 
variable 



PHG9_Scaffold_1712 1 p2 (AT)8 16 2667 2682 
potentially 
variable 

PHG9_Scaffold_1712 6 p2 (TA)7 14 22349 22362 
potentially 
variable 

PHG9_Scaffold_1714 1 p3 (TAT)5 15 4885 4899 
potentially 
variable 

PHG9_Scaffold_1718 1 p2 (TC)7 14 8961 8974 
potentially 
variable 

PHG9_Scaffold_1718 2 p2 (TC)7 14 15806 15819 
potentially 
variable 

PHG9_Scaffold_1718 5 p2 (TC)6 12 31127 31138   

PHG9_Scaffold_1718 7 p2 (GA)9 18 37280 37297 
potentially 
variable 

PHG9_Scaffold_1721 2 p2 (AT)8 16 7187 7202 
potentially 
variable 

PHG9_Scaffold_1723 1 p2 (AT)7 14 5395 5408 
potentially 
variable 

PHG9_Scaffold_1726 13 p2 (AT)7 14 33615 33628 
potentially 
variable 

PHG9_Scaffold_1726 17 p2 (TA)8 16 39160 39175 
potentially 
variable 

PHG9_Scaffold_1726 19 p2 (TA)6 12 41764 41775   

PHG9_Scaffold_1727 7 p3 (TGA)5 15 31249 31263 
potentially 
variable 

PHG9_Scaffold_1733 1 p3 (AAG)5 15 1259 1273 
potentially 
variable 

PHG9_Scaffold_1733 12 p2 (GA)8 16 32961 32976 
potentially 
variable 

PHG9_Scaffold_1733 13 p2 (TA)6 12 37292 37303   
PHG9_Scaffold_1733 14 p2 (TA)6 12 37554 37565   



PHG9_Scaffold_1734 2 p2 (AT)7 14 2516 2529 
potentially 
variable 

PHG9_Scaffold_1735 2 p2 (TA)7 14 3362 3375 
potentially 
variable 

PHG9_Scaffold_1735 9 p2 (CT)6 12 18594 18605   
PHG9_Scaffold_1736 1 p2 (TA)6 12 267 278   

PHG9_Scaffold_1736 6 p2 (GA)7 14 6849 6862 
potentially 
variable 

PHG9_Scaffold_1736 7 p2 (AT)9 18 8064 8081 
potentially 
variable 

PHG9_Scaffold_1736 8 p3 (CAA)6 18 10216 10233 
potentially 
variable 

PHG9_Scaffold_1736 13 p2 (TC)6 12 24435 24446   
PHG9_Scaffold_1736 20 p2 (AT)6 12 49061 49072   

PHG9_Scaffold_1736 26 p3 (AAT)6 18 63458 63475 
potentially 
variable 

PHG9_Scaffold_1736 27 p3 (ATA)5 15 63643 63657 
potentially 
variable 

PHG9_Scaffold_1736 28 p3 (GCG)5 15 64718 64732 
potentially 
variable 

PHG9_Scaffold_1738 7 p2 (TC)9 18 39330 39347 
potentially 
variable 

PHG9_Scaffold_1738 31 p2 (AT)7 14 97762 97775 
potentially 
variable 

PHG9_Scaffold_1738 42 p3 (GAT)5 15 142258 142272 
potentially 
variable 

PHG9_Scaffold_1738 44 p2 (GT)7 14 148547 148560 
potentially 
variable 

PHG9_Scaffold_1738 46 p3 (TAA)6 18 151720 151737 
potentially 
variable 



PHG9_Scaffold_1738 47 p3 (TTA)6 18 155371 155388 
potentially 
variable 

PHG9_Scaffold_1738 56 p3 (ACC)6 18 167495 167512 
potentially 
variable 

PHG9_Scaffold_1738 63 p3 (AAC)5 15 195454 195468 
potentially 
variable 

PHG9_Scaffold_1738 64 p2 (TA)6 12 196379 196390   

PHG9_Scaffold_1738 65 p2 (AT)7 14 197020 197033 
potentially 
variable 

PHG9_Scaffold_1738 66 p2 (AT)6 12 199239 199250   
PHG9_Scaffold_1739 6 p2 (TA)6 12 23777 23788   

PHG9_Scaffold_1739 14 p3 (CAA)5 15 59661 59675 
potentially 
variable 

PHG9_Scaffold_1739 15 p3 (GCA)5 15 59804 59818 
potentially 
variable 

PHG9_Scaffold_1741 4 p2 (TA)6 12 4779 4790   

PHG9_Scaffold_1741 10 p2 (TA)8 16 30380 30395 
potentially 
variable 

PHG9_Scaffold_1741 13 p2 (AT)7 14 45229 45242 
potentially 
variable 

PHG9_Scaffold_1741 20 p2 (CT)6 12 70130 70141   
PHG9_Scaffold_1743 4 p2 (AT)6 12 5944 5955   
PHG9_Scaffold_1743 6 p2 (AT)6 12 10197 10208   
PHG9_Scaffold_1743 11 p2 (CA)6 12 26000 26011   

PHG9_Scaffold_1743 13 p3 (GGT)5 15 33138 33152 
potentially 
variable 

PHG9_Scaffold_1744 3 p3 (TTC)5 15 3839 3853 
potentially 
variable 

PHG9_Scaffold_1744 4 p2 (TA)8 16 5930 5945 potentially 



variable 

PHG9_Scaffold_1745 4 p2 (TC)9 18 17859 17876 
potentially 
variable 

PHG9_Scaffold_1745 5 p3 (ATA)5 15 21942 21956 
potentially 
variable 

PHG9_Scaffold_1745 37 p2 (TA)9 18 111092 111109 
potentially 
variable 

PHG9_Scaffold_1746 2 p2 (AT)7 14 14510 14523 
potentially 
variable 

PHG9_Scaffold_1746 10 p3 (CAA)5 15 41659 41673 
potentially 
variable 

PHG9_Scaffold_1747 4 p2 (GA)6 12 8295 8306   

PHG9_Scaffold_1747 10 p3 (CAA)5 15 16142 16156 
potentially 
variable 

PHG9_Scaffold_1748 1 p2 (TA)7 14 2003 2016 
potentially 
variable 

PHG9_Scaffold_1748 7 p2 (AT)8 16 21659 21674 
potentially 
variable 

PHG9_Scaffold_1748 24 p2 (AT)6 12 59821 59832   

PHG9_Scaffold_1748 25 p3 (GGA)5 15 63783 63797 
potentially 
variable 

PHG9_Scaffold_1748 26 p2 (CA)6 12 64108 64119   

PHG9_Scaffold_1748 37 p2 (TA)8 16 129665 129680 
potentially 
variable 

PHG9_Scaffold_1748 41 p2 (TA)6 12 131898 131909   

PHG9_Scaffold_1748 45 p2 (TA)8 16 145676 145691 
potentially 
variable 

PHG9_Scaffold_1750 6 p2 (AT)6 12 88374 88385   

PHG9_Scaffold_1750 15 p2 (GA)7 14 170157 170170 
potentially 
variable 



PHG9_Scaffold_1753 4 p2 (AT)9 18 6781 6798 
potentially 
variable 

PHG9_Scaffold_1753 12 p3 (TTC)5 15 59846 59860 
potentially 
variable 

PHG9_Scaffold_1753 18 p3 (ATT)5 15 96469 96483 
potentially 
variable 

PHG9_Scaffold_1754 4 p3 (TAT)5 15 4691 4705 
potentially 
variable 

PHG9_Scaffold_1754 13 p2 (TA)6 12 34725 34736   
PHG9_Scaffold_1754 18 p2 (TA)6 12 60295 60306   

PHG9_Scaffold_1754 20 p2 (AT)7 14 63811 63824 
potentially 
variable 

PHG9_Scaffold_1754 21 p2 (TG)6 12 64716 64727   

PHG9_Scaffold_1754 22 p3 (ATT)5 15 66126 66140 
potentially 
variable 

PHG9_Scaffold_1755 4 p2 (TA)6 12 17945 17956   

PHG9_Scaffold_1755 11 p2 (AT)7 14 47442 47455 
potentially 
variable 

PHG9_Scaffold_1755 13 p3 (TAA)5 15 61443 61457 
potentially 
variable 

PHG9_Scaffold_1755 17 p2 (CT)6 12 77169 77180   
PHG9_Scaffold_1755 22 p2 (TA)6 12 85768 85779   

PHG9_Scaffold_1755 23 p3 (TAA)5 15 85885 85899 
potentially 
variable 

PHG9_Scaffold_1755 24 p3 (TAA)5 15 86023 86037 
potentially 
variable 

PHG9_Scaffold_1756 5 p2 (AT)6 12 75337 75348   

PHG9_Scaffold_1757 8 p3 (ATA)5 15 25125 25139 
potentially 
variable 



PHG9_Scaffold_1758 4 p2 (AT)8 16 27747 27762 
potentially 
variable 

PHG9_Scaffold_1758 5 p2 (TA)7 14 28205 28218 
potentially 
variable 

PHG9_Scaffold_1758 6 p3 (GTG)6 18 35512 35529 
potentially 
variable 

PHG9_Scaffold_1759 3 p2 (TA)7 14 5856 5869 
potentially 
variable 

PHG9_Scaffold_1759 6 p3 (ATC)5 15 13542 13556 
potentially 
variable 

PHG9_Scaffold_1759 8 p2 (AG)7 14 23000 23013 
potentially 
variable 

PHG9_Scaffold_1759 20 p2 (AT)7 14 63106 63119 
potentially 
variable 

PHG9_Scaffold_1759 22 p2 (CA)8 16 68799 68814 
potentially 
variable 

PHG9_Scaffold_1759 25 p2 (TA)7 14 79242 79255 
potentially 
variable 

PHG9_Scaffold_1759 29 p2 (AT)6 12 86895 86906   
PHG9_Scaffold_1761 6 p2 (TA)6 12 17018 17029   
PHG9_Scaffold_1761 7 p2 (TG)6 12 26256 26267   
PHG9_Scaffold_1761 8 p2 (TC)6 12 29904 29915   

PHG9_Scaffold_1761 20 p2 (TA)9 18 59965 59982 
potentially 
variable 

PHG9_Scaffold_1761 22 p3 (TTG)6 18 60583 60600 
potentially 
variable 

PHG9_Scaffold_1761 23 p2 (AT)6 12 64924 64935   

PHG9_Scaffold_1762 4 p2 (AT)7 14 13399 13412 
potentially 
variable 

PHG9_Scaffold_1762 6 p3 (TTA)6 18 17231 17248 potentially 



variable 

PHG9_Scaffold_1762 9 p2 (CT)7 14 19336 19349 
potentially 
variable 

PHG9_Scaffold_1762 11 p2 (CT)7 14 22121 22134 
potentially 
variable 

PHG9_Scaffold_1762 15 p3 (ACG)5 15 32855 32869 
potentially 
variable 

PHG9_Scaffold_1763 2 p2 (TA)6 12 12423 12434   

PHG9_Scaffold_1763 8 p2 (AT)8 16 18667 18682 
potentially 
variable 

PHG9_Scaffold_1763 16 p2 (AT)6 12 53934 53945   
PHG9_Scaffold_1763 19 p2 (CA)6 12 68685 68696   

PHG9_Scaffold_1763 25 p2 (AT)8 16 91174 91189 
potentially 
variable 

PHG9_Scaffold_1763 26 p2 (TA)6 12 95906 95917   

PHG9_Scaffold_1763 32 p3 (TAT)5 15 127192 127206 
potentially 
variable 

PHG9_Scaffold_1764 1 p2 (AT)6 12 723 734   

PHG9_Scaffold_1764 7 p2 (CT)7 14 45986 45999 
potentially 
variable 

PHG9_Scaffold_1764 8 p2 (AT)6 12 55808 55819   

PHG9_Scaffold_1764 22 p2 (TA)8 16 89987 90002 
potentially 
variable 

PHG9_Scaffold_1765 6 p2 (AT)9 18 20242 20259 
potentially 
variable 

PHG9_Scaffold_1765 10 p2 (AT)6 12 23281 23292   

PHG9_Scaffold_1765 14 p2 (TC)7 14 34662 34675 
potentially 
variable 

PHG9_Scaffold_1766 2 p3 (AAT)6 18 29098 29115 potentially 



variable 

PHG9_Scaffold_1766 3 p2 (AT)8 16 29728 29743 
potentially 
variable 

PHG9_Scaffold_1767 8 p2 (AG)6 12 25377 25388   
PHG9_Scaffold_1767 9 p2 (AT)6 12 29296 29307   

PHG9_Scaffold_1768 1 p2 (AT)8 16 2425 2440 
potentially 
variable 

PHG9_Scaffold_1768 4 p3 (AAT)5 15 11268 11282 
potentially 
variable 

PHG9_Scaffold_1768 9 p2 (TA)7 14 21082 21095 
potentially 
variable 

PHG9_Scaffold_1768 11 p2 (TA)7 14 27016 27029 
potentially 
variable 

PHG9_Scaffold_1768 19 p2 (GA)6 12 58673 58684   
PHG9_Scaffold_1768 24 p2 (TA)6 12 75690 75701   

PHG9_Scaffold_1768 25 p3 (AAT)5 15 76469 76483 
potentially 
variable 

PHG9_Scaffold_1768 26 p2 (TA)7 14 78812 78825 
potentially 
variable 

PHG9_Scaffold_1768 30 p2 (TA)6 12 80783 80794   
PHG9_Scaffold_1768 32 p2 (AT)6 12 81909 81920   
PHG9_Scaffold_1769 4 p2 (AT)6 12 15554 15565   

PHG9_Scaffold_1769 6 p2 (GA)8 16 20713 20728 
potentially 
variable 

PHG9_Scaffold_1771 8 p2 (TA)6 12 23209 23220   

PHG9_Scaffold_1771 10 p2 (GA)8 16 27869 27884 
potentially 
variable 

PHG9_Scaffold_1771 11 p2 (AC)8 16 37633 37648 
potentially 
variable 



PHG9_Scaffold_1771 15 p3 (TTG)5 15 59209 59223 
potentially 
variable 

PHG9_Scaffold_1771 17 p3 (TAA)5 15 69341 69355 
potentially 
variable 

PHG9_Scaffold_1771 18 p3 (CAC)5 15 74157 74171 
potentially 
variable 

PHG9_Scaffold_1771 19 p2 (TA)9 18 74880 74897 
potentially 
variable 

PHG9_Scaffold_1771 25 p2 (TA)6 12 97736 97747   
PHG9_Scaffold_1771 26 p2 (CT)6 12 99376 99387   
PHG9_Scaffold_1772 3 p2 (TC)6 12 9716 9727   
PHG9_Scaffold_1772 6 p2 (CG)6 12 21208 21219   
PHG9_Scaffold_1772 11 p2 (CA)6 12 36531 36542   

PHG9_Scaffold_1772 12 p3 (AGA)5 15 42094 42108 
potentially 
variable 

PHG9_Scaffold_1772 13 p2 (AG)8 16 43120 43135 
potentially 
variable 

PHG9_Scaffold_1772 14 p2 (AT)6 12 51193 51204   
PHG9_Scaffold_1772 17 p2 (TA)6 12 57014 57025   
PHG9_Scaffold_1772 19 p2 (TA)6 12 61742 61753   

PHG9_Scaffold_1773 1 p2 (AT)7 14 1769 1782 
potentially 
variable 

PHG9_Scaffold_1773 2 p2 (TA)7 14 7070 7083 
potentially 
variable 

PHG9_Scaffold_1773 16 p2 (AT)9 18 40217 40234 
potentially 
variable 

PHG9_Scaffold_1773 19 p2 (TA)7 14 50694 50707 
potentially 
variable 

PHG9_Scaffold_1775 5 p2 (TA)9 18 16271 16288 potentially 



variable 

PHG9_Scaffold_1775 18 p2 (AT)7 14 44570 44583 
potentially 
variable 

PHG9_Scaffold_1776 1 p3 (TTG)6 18 4199 4216 
potentially 
variable 

PHG9_Scaffold_1776 9 p3 (ACC)5 15 26498 26512 
potentially 
variable 

PHG9_Scaffold_1776 25 p2 (AG)8 16 91370 91385 
potentially 
variable 

PHG9_Scaffold_1776 26 p2 (TA)7 14 103900 103913 
potentially 
variable 

PHG9_Scaffold_1776 27 p2 (TA)7 14 104266 104279 
potentially 
variable 

PHG9_Scaffold_1776 30 p3 (TAA)5 15 108709 108723 
potentially 
variable 

PHG9_Scaffold_1776 35 p3 (TTC)5 15 117751 117765 
potentially 
variable 

PHG9_Scaffold_1776 37 p3 (AAT)5 15 122235 122249 
potentially 
variable 

PHG9_Scaffold_1776 44 p2 (TA)6 12 137440 137451   

PHG9_Scaffold_1776 45 p3 (TTA)5 15 138108 138122 
potentially 
variable 

PHG9_Scaffold_1776 54 p2 (GT)9 18 159846 159863 
potentially 
variable 

PHG9_Scaffold_1777 1 p2 (AG)6 12 5358 5369   

PHG9_Scaffold_1777 5 p3 (ACC)5 15 17145 17159 
potentially 
variable 

PHG9_Scaffold_1778 3 p2 (AT)8 16 18482 18497 
potentially 
variable 

PHG9_Scaffold_1778 7 p3 (TGA)6 18 32260 32277 potentially 



variable 

PHG9_Scaffold_1778 11 p2 (TC)7 14 49287 49300 
potentially 
variable 

PHG9_Scaffold_1779 1 p3 (TTC)5 15 19104 19118 
potentially 
variable 

PHG9_Scaffold_1781 2 p2 (TA)6 12 7376 7387   

PHG9_Scaffold_1782 6 p2 (AT)8 16 6538 6553 
potentially 
variable 

PHG9_Scaffold_1783 1 p2 (TA)6 12 5419 5430   
PHG9_Scaffold_1784 1 p2 (AT)6 12 2408 2419   

PHG9_Scaffold_1784 3 p2 (AT)8 16 12601 12616 
potentially 
variable 

PHG9_Scaffold_1784 6 p2 (AT)6 12 18226 18237   
PHG9_Scaffold_1784 7 p2 (TA)6 12 18699 18710   

PHG9_Scaffold_1784 17 p2 (AT)7 14 36420 36433 
potentially 
variable 

PHG9_Scaffold_1784 18 p2 (TA)6 12 38695 38706   
PHG9_Scaffold_1784 20 p2 (AT)6 12 45376 45387   

PHG9_Scaffold_1784 21 p3 (GGA)5 15 48578 48592 
potentially 
variable 

PHG9_Scaffold_1784 24 p3 (ATA)5 15 50326 50340 
potentially 
variable 

PHG9_Scaffold_1784 26 p2 (CT)6 12 59388 59399   

PHG9_Scaffold_1784 38 p3 (ATA)5 15 94935 94949 
potentially 
variable 

PHG9_Scaffold_1784 41 p2 (AG)6 12 100068 100079   
PHG9_Scaffold_1785 1 p2 (TA)6 12 1612 1623   

PHG9_Scaffold_1785 3 p2 (TA)9 18 4123 4140 
potentially 
variable 



PHG9_Scaffold_1785 7 p2 (TA)7 14 6699 6712 
potentially 
variable 

PHG9_Scaffold_1785 9 p2 (TA)7 14 18327 18340 
potentially 
variable 

PHG9_Scaffold_1787 10 p2 (AT)7 14 59504 59517 
potentially 
variable 

PHG9_Scaffold_1787 12 p2 (TA)7 14 73553 73566 
potentially 
variable 

PHG9_Scaffold_1790 6 p3 (GAA)5 15 18572 18586 
potentially 
variable 

PHG9_Scaffold_1790 21 p2 (TA)6 12 64106 64117   

PHG9_Scaffold_1790 26 p2 (TA)8 16 79704 79719 
potentially 
variable 

PHG9_Scaffold_1790 28 p2 (TA)6 12 81967 81978   

PHG9_Scaffold_1790 33 p3 (AGA)5 15 93295 93309 
potentially 
variable 

PHG9_Scaffold_1790 35 p2 (GT)7 14 97294 97307 
potentially 
variable 

PHG9_Scaffold_1790 36 p2 (AG)7 14 101306 101319 
potentially 
variable 

PHG9_Scaffold_1792 8 p3 (TCA)5 15 31535 31549 
potentially 
variable 

PHG9_Scaffold_1792 11 p2 (AT)7 14 47286 47299 
potentially 
variable 

PHG9_Scaffold_1792 13 p2 (TA)6 12 54689 54700   

PHG9_Scaffold_1792 17 p3 (AGA)5 15 61896 61910 
potentially 
variable 

PHG9_Scaffold_1793 6 p2 (TA)8 16 13396 13411 
potentially 
variable 

PHG9_Scaffold_1795 6 p2 (TC)9 18 6883 6900 potentially 



variable 

PHG9_Scaffold_1796 11 p2 (AT)8 16 30858 30873 
potentially 
variable 

PHG9_Scaffold_1796 17 p2 (AT)6 12 40565 40576   

PHG9_Scaffold_1796 19 p3 (AGT)5 15 42911 42925 
potentially 
variable 

PHG9_Scaffold_1796 22 p3 (AAT)5 15 49244 49258 
potentially 
variable 

PHG9_Scaffold_1801 5 p2 (AT)7 14 46396 46409 
potentially 
variable 

PHG9_Scaffold_1805 2 p2 (AT)7 14 2798 2811 
potentially 
variable 

PHG9_Scaffold_1805 4 p2 (AG)7 14 5751 5764 
potentially 
variable 

PHG9_Scaffold_1806 3 p2 (TA)6 12 10649 10660   

PHG9_Scaffold_1806 8 p2 (TG)8 16 24476 24491 
potentially 
variable 

PHG9_Scaffold_1806 10 p2 (CT)7 14 30467 30480 
potentially 
variable 

PHG9_Scaffold_1807 2 p3 (AAT)5 15 1416 1430 
potentially 
variable 

PHG9_Scaffold_1807 9 p2 (TG)6 12 13922 13933   

PHG9_Scaffold_1807 15 p2 (CA)7 14 27610 27623 
potentially 
variable 

PHG9_Scaffold_1807 17 p2 (TC)6 12 29454 29465   

PHG9_Scaffold_1807 18 p2 (TC)7 14 31316 31329 
potentially 
variable 

PHG9_Scaffold_1807 19 p2 (AT)6 12 34583 34594   

PHG9_Scaffold_1809 2 p3 (ATG)5 15 2170 2184 
potentially 
variable 



PHG9_Scaffold_1809 6 p3 (ATA)5 15 6131 6145 
potentially 
variable 

PHG9_Scaffold_1809 15 p2 (AT)7 14 47319 47332 
potentially 
variable 

PHG9_Scaffold_1810 3 p2 (TG)9 18 8207 8224 
potentially 
variable 

PHG9_Scaffold_1810 4 p3 (GGA)5 15 13263 13277 
potentially 
variable 

PHG9_Scaffold_1810 8 p2 (AT)7 14 41485 41498 
potentially 
variable 

PHG9_Scaffold_1810 14 p2 (AT)7 14 62491 62504 
potentially 
variable 

PHG9_Scaffold_1810 18 p3 (AAT)5 15 80461 80475 
potentially 
variable 

PHG9_Scaffold_1810 24 p2 (AT)7 14 101539 101552 
potentially 
variable 

PHG9_Scaffold_1811 7 p2 (TA)8 16 35032 35047 
potentially 
variable 

PHG9_Scaffold_1811 8 p2 (AT)7 14 37747 37760 
potentially 
variable 

PHG9_Scaffold_1813 6 p2 (AT)7 14 33893 33906 
potentially 
variable 

PHG9_Scaffold_1813 11 p3 (ATT)5 15 47212 47226 
potentially 
variable 

PHG9_Scaffold_1813 13 p2 (AT)9 18 49842 49859 
potentially 
variable 

PHG9_Scaffold_1813 17 p3 (ATG)5 15 86082 86096 
potentially 
variable 

PHG9_Scaffold_1815 3 p2 (AG)6 12 20696 20707   
PHG9_Scaffold_1816 1 p2 (AT)8 16 11413 11428 potentially 



variable 
PHG9_Scaffold_1817 1 p2 (TA)6 12 2329 2340   

PHG9_Scaffold_1817 4 p3 (ACT)6 18 12723 12740 
potentially 
variable 

PHG9_Scaffold_1817 5 p2 (AT)8 16 14905 14920 
potentially 
variable 

PHG9_Scaffold_1818 2 p2 (TA)7 14 16258 16271 
potentially 
variable 

PHG9_Scaffold_1818 8 p2 (GA)7 14 59932 59945 
potentially 
variable 

PHG9_Scaffold_1818 14 p2 (AT)6 12 86532 86543   

PHG9_Scaffold_1819 1 p3 (CAT)5 15 4243 4257 
potentially 
variable 

PHG9_Scaffold_1819 9 p2 (TC)6 12 26810 26821   
PHG9_Scaffold_1819 14 p2 (TA)6 12 32537 32548   

PHG9_Scaffold_1819 21 p3 (GTG)5 15 43818 43832 
potentially 
variable 

PHG9_Scaffold_1820 5 p3 (TGA)6 18 23647 23664 
potentially 
variable 

PHG9_Scaffold_1820 25 p3 (AGT)6 18 87960 87977 
potentially 
variable 

PHG9_Scaffold_1820 31 p2 (AG)6 12 100801 100812   
PHG9_Scaffold_1821 2 p2 (AT)6 12 12903 12914   

PHG9_Scaffold_1822 2 p2 (AG)8 16 4631 4646 
potentially 
variable 

PHG9_Scaffold_1824 10 p2 (TG)7 14 29398 29411 
potentially 
variable 

PHG9_Scaffold_1824 11 p3 (TAA)5 15 30173 30187 
potentially 
variable 



PHG9_Scaffold_1824 14 p3 (CAG)5 15 46463 46477 
potentially 
variable 

PHG9_Scaffold_1824 18 p2 (AT)7 14 55653 55666 
potentially 
variable 

PHG9_Scaffold_1824 20 p3 (TTC)5 15 57105 57119 
potentially 
variable 

PHG9_Scaffold_1824 27 p3 (AAT)5 15 68700 68714 
potentially 
variable 

PHG9_Scaffold_1824 30 p2 (AT)6 12 71146 71157   

PHG9_Scaffold_1824 38 p3 (ATT)5 15 106682 106696 
potentially 
variable 

PHG9_Scaffold_1824 51 p2 (TA)6 12 160438 160449   

PHG9_Scaffold_1824 59 p2 (TA)8 16 173704 173719 
potentially 
variable 

PHG9_Scaffold_1824 82 p3 (TTA)5 15 242898 242912 
potentially 
variable 

PHG9_Scaffold_1824 89 p2 (TC)7 14 272806 272819 
potentially 
variable 

PHG9_Scaffold_1824 91 p2 (TA)8 16 280332 280347 
potentially 
variable 

PHG9_Scaffold_1824 92 p3 (GAA)5 15 280742 280756 
potentially 
variable 

PHG9_Scaffold_1824 93 p2 (TC)7 14 289445 289458 
potentially 
variable 

PHG9_Scaffold_1825 1 p2 (AT)8 16 10564 10579 
potentially 
variable 

PHG9_Scaffold_1825 5 p2 (TA)7 14 29038 29051 
potentially 
variable 

PHG9_Scaffold_1826 1 p3 (TGT)5 15 8775 8789 
potentially 
variable 



PHG9_Scaffold_1826 4 p3 (CAT)6 18 13839 13856 
potentially 
variable 

PHG9_Scaffold_1826 11 p2 (AT)9 18 45793 45810 
potentially 
variable 

PHG9_Scaffold_1826 12 p2 (TG)6 12 47434 47445   

PHG9_Scaffold_1827 4 p2 (AT)8 16 11856 11871 
potentially 
variable 

PHG9_Scaffold_1827 6 p2 (TC)6 12 16396 16407   

PHG9_Scaffold_1830 3 p3 (TTA)5 15 25732 25746 
potentially 
variable 

PHG9_Scaffold_1830 7 p2 (TA)6 12 44411 44422   

PHG9_Scaffold_1831 6 p2 (TA)8 16 16652 16667 
potentially 
variable 

PHG9_Scaffold_1832 5 p3 (TTG)5 15 17563 17577 
potentially 
variable 

PHG9_Scaffold_1833 9 p2 (TA)7 14 26151 26164 
potentially 
variable 

PHG9_Scaffold_1833 10 p2 (TA)6 12 29068 29079   
PHG9_Scaffold_1834 6 p2 (TA)6 12 21298 21309   
PHG9_Scaffold_1835 2 p2 (AT)6 12 125 136   

PHG9_Scaffold_1835 14 p2 (AT)8 16 24091 24106 
potentially 
variable 

PHG9_Scaffold_1835 24 p3 (ATT)5 15 48113 48127 
potentially 
variable 

PHG9_Scaffold_1835 26 p3 (TTA)5 15 54311 54325 
potentially 
variable 

PHG9_Scaffold_1835 31 p3 (CAA)6 18 70097 70114 
potentially 
variable 

PHG9_Scaffold_1835 34 p3 (GAA)6 18 78383 78400 
potentially 
variable 



PHG9_Scaffold_1835 38 p2 (GA)6 12 89495 89506   

PHG9_Scaffold_1836 11 p3 (ATA)5 15 42381 42395 
potentially 
variable 

PHG9_Scaffold_1836 15 p3 (TAT)5 15 59009 59023 
potentially 
variable 

PHG9_Scaffold_1838 4 p3 (TAT)5 15 12331 12345 
potentially 
variable 

PHG9_Scaffold_1838 7 p3 (GAA)5 15 22572 22586 
potentially 
variable 

PHG9_Scaffold_1838 15 p2 (AG)7 14 58282 58295 
potentially 
variable 

PHG9_Scaffold_1840 2 p2 (TA)7 14 6212 6225 
potentially 
variable 

PHG9_Scaffold_1840 4 p3 (AAT)5 15 8567 8581 
potentially 
variable 

PHG9_Scaffold_1840 6 p2 (AG)6 12 18546 18557   

PHG9_Scaffold_1841 4 p2 (AT)9 18 18191 18208 
potentially 
variable 

PHG9_Scaffold_1842 3 p3 (AAT)5 15 5680 5694 
potentially 
variable 

PHG9_Scaffold_1842 8 p2 (AC)9 18 16909 16926 
potentially 
variable 

PHG9_Scaffold_1842 9 p2 (GA)7 14 17342 17355 
potentially 
variable 

PHG9_Scaffold_1842 10 p2 (AT)6 12 17614 17625   

PHG9_Scaffold_1842 11 p2 (AG)7 14 18144 18157 
potentially 
variable 

PHG9_Scaffold_1842 12 p3 (CAT)5 15 18901 18915 
potentially 
variable 

PHG9_Scaffold_1842 23 p3 (TCT)5 15 41451 41465 potentially 



variable 

PHG9_Scaffold_1842 30 p3 (CGT)5 15 70307 70321 
potentially 
variable 

PHG9_Scaffold_1842 33 p3 (TTA)5 15 75482 75496 
potentially 
variable 

PHG9_Scaffold_1842 37 p2 (AT)7 14 82201 82214 
potentially 
variable 

PHG9_Scaffold_1842 39 p2 (GT)7 14 84381 84394 
potentially 
variable 

PHG9_Scaffold_1842 41 p2 (AG)9 18 91552 91569 
potentially 
variable 

PHG9_Scaffold_1842 43 p2 (AT)7 14 98047 98060 
potentially 
variable 

PHG9_Scaffold_1842 45 p2 (TA)6 12 101180 101191   
PHG9_Scaffold_1842 48 p2 (TG)6 12 105869 105880   
PHG9_Scaffold_1842 61 p2 (TA)6 12 169736 169747   
PHG9_Scaffold_1842 65 p2 (AT)6 12 174562 174573   

PHG9_Scaffold_1842 67 p2 (AT)8 16 179935 179950 
potentially 
variable 

PHG9_Scaffold_1842 69 p2 (AT)7 14 180771 180784 
potentially 
variable 

PHG9_Scaffold_1843 2 p3 (CAA)5 15 2936 2950 
potentially 
variable 

PHG9_Scaffold_1846 6 p3 (TTG)5 15 12276 12290 
potentially 
variable 

PHG9_Scaffold_1846 13 p3 (AAT)6 18 39620 39637 
potentially 
variable 

PHG9_Scaffold_1847 8 p3 (TTC)5 15 21262 21276 
potentially 
variable 

PHG9_Scaffold_1847 9 p2 (TA)9 18 21856 21873 potentially 



variable 

PHG9_Scaffold_1848 5 p2 (AT)7 14 18501 18514 
potentially 
variable 

PHG9_Scaffold_1848 12 p2 (TA)6 12 40218 40229   

PHG9_Scaffold_1848 13 p2 (AT)8 16 48170 48185 
potentially 
variable 

PHG9_Scaffold_1848 18 p2 (AT)6 12 51425 51436   

PHG9_Scaffold_1848 22 p3 (GTT)6 18 119362 119379 
potentially 
variable 

PHG9_Scaffold_1848 26 p2 (TA)9 18 122299 122316 
potentially 
variable 

PHG9_Scaffold_1848 33 p2 (AT)8 16 198447 198462 
potentially 
variable 

PHG9_Scaffold_1848 41 p2 (TA)9 18 216616 216633 
potentially 
variable 

PHG9_Scaffold_1850 4 p3 (TTA)5 15 8629 8643 
potentially 
variable 

PHG9_Scaffold_1851 4 p2 (TA)8 16 9606 9621 
potentially 
variable 

PHG9_Scaffold_1851 8 p2 (AT)6 12 21002 21013   
PHG9_Scaffold_1852 21 p2 (AT)6 12 90457 90468   
PHG9_Scaffold_1852 23 p2 (TA)6 12 91749 91760   

PHG9_Scaffold_1852 28 p2 (AT)8 16 99684 99699 
potentially 
variable 

PHG9_Scaffold_1852 31 p2 (AT)6 12 103795 103806   
PHG9_Scaffold_1853 3 p2 (TA)6 12 13536 13547   

PHG9_Scaffold_1853 9 p3 (TAA)5 15 35115 35129 
potentially 
variable 

PHG9_Scaffold_1853 11 p3 (GAT)6 18 36236 36253 potentially 



variable 

PHG9_Scaffold_1853 12 p2 (AT)8 16 39985 40000 
potentially 
variable 

PHG9_Scaffold_1853 13 p2 (CT)7 14 41335 41348 
potentially 
variable 

PHG9_Scaffold_1853 16 p2 (AG)7 14 49609 49622 
potentially 
variable 

PHG9_Scaffold_1853 19 p2 (AT)6 12 60347 60358   

PHG9_Scaffold_1853 20 p2 (AT)8 16 60710 60725 
potentially 
variable 

PHG9_Scaffold_1853 23 p2 (AG)8 16 66490 66505 
potentially 
variable 

PHG9_Scaffold_1853 33 p2 (AT)8 16 101869 101884 
potentially 
variable 

PHG9_Scaffold_1854 2 p2 (AT)7 14 922 935 
potentially 
variable 

PHG9_Scaffold_1855 6 p2 (AG)6 12 7753 7764   

PHG9_Scaffold_1856 1 p3 (ATC)5 15 15 29 
potentially 
variable 

PHG9_Scaffold_1857 2 p2 (TA)6 12 19951 19962   
PHG9_Scaffold_1857 9 p2 (AT)6 12 35417 35428   

PHG9_Scaffold_1857 13 p2 (CT)7 14 46391 46404 
potentially 
variable 

PHG9_Scaffold_1857 14 p3 (CAG)5 15 47705 47719 
potentially 
variable 

PHG9_Scaffold_1857 18 p3 (ATC)5 15 67279 67293 
potentially 
variable 

PHG9_Scaffold_1857 19 p3 (TTG)5 15 68200 68214 
potentially 
variable 

PHG9_Scaffold_1858 3 p2 (AT)6 12 3570 3581   



PHG9_Scaffold_1860 1 p2 (AT)6 12 10918 10929   

PHG9_Scaffold_1860 3 p2 (GA)9 18 15932 15949 
potentially 
variable 

PHG9_Scaffold_1862 1 p2 (TA)6 12 244 255   
PHG9_Scaffold_1862 2 p2 (AT)6 12 416 427   

PHG9_Scaffold_1862 6 p3 (CAT)6 18 11021 11038 
potentially 
variable 

PHG9_Scaffold_1863 1 p3 (ATA)5 15 9137 9151 
potentially 
variable 

PHG9_Scaffold_1863 14 p2 (AT)7 14 46740 46753 
potentially 
variable 

PHG9_Scaffold_1863 16 p2 (AT)6 12 50278 50289   

PHG9_Scaffold_1863 21 p2 (AT)8 16 69151 69166 
potentially 
variable 

PHG9_Scaffold_1863 36 p2 (CT)6 12 133913 133924   

PHG9_Scaffold_1863 44 p2 (AT)7 14 149698 149711 
potentially 
variable 

PHG9_Scaffold_1863 45 p2 (AT)6 12 154088 154099   

PHG9_Scaffold_1863 53 p2 (AG)8 16 170667 170682 
potentially 
variable 

PHG9_Scaffold_1867 2 p2 (TA)6 12 11364 11375   
PHG9_Scaffold_1867 3 p2 (AT)6 12 13676 13687   
PHG9_Scaffold_1867 6 p2 (TA)6 12 22683 22694   
PHG9_Scaffold_1867 14 p2 (TA)6 12 34555 34566   

PHG9_Scaffold_1867 25 p2 (AG)8 16 78591 78606 
potentially 
variable 

PHG9_Scaffold_1867 26 p2 (TA)6 12 78927 78938   

PHG9_Scaffold_1867 30 p2 (AT)7 14 86879 86892 
potentially 
variable 



PHG9_Scaffold_1867 31 p2 (AT)6 12 87703 87714   

PHG9_Scaffold_1867 33 p3 (AAT)5 15 88834 88848 
potentially 
variable 

PHG9_Scaffold_1867 34 p2 (AT)6 12 93557 93568   
PHG9_Scaffold_1867 39 p2 (TA)6 12 103222 103233   

PHG9_Scaffold_1867 40 p3 (GTA)5 15 114397 114411 
potentially 
variable 

PHG9_Scaffold_1870 5 p2 (GT)7 14 21706 21719 
potentially 
variable 

PHG9_Scaffold_1871 1 p2 (TA)6 12 5226 5237   

PHG9_Scaffold_1871 5 p2 (AT)7 14 13665 13678 
potentially 
variable 

PHG9_Scaffold_1875 3 p2 (AC)7 14 4450 4463 
potentially 
variable 

PHG9_Scaffold_1875 4 p2 (AT)8 16 10229 10244 
potentially 
variable 

PHG9_Scaffold_1875 9 p2 (TC)6 12 17754 17765   

PHG9_Scaffold_1875 11 p3 (GAT)5 15 23976 23990 
potentially 
variable 

PHG9_Scaffold_1875 19 p2 (TA)6 12 40211 40222   

PHG9_Scaffold_1875 22 p3 (ATC)5 15 45399 45413 
potentially 
variable 

PHG9_Scaffold_1875 23 p3 (GTT)6 18 50054 50071 
potentially 
variable 

PHG9_Scaffold_1875 25 p2 (AT)7 14 53593 53606 
potentially 
variable 

PHG9_Scaffold_1876 1 p2 (TA)8 16 1114 1129 
potentially 
variable 

PHG9_Scaffold_1877 2 p2 (TA)9 18 1317 1334 
potentially 
variable 



PHG9_Scaffold_1877 5 p2 (GT)6 12 7384 7395   
PHG9_Scaffold_1878 14 p2 (AT)6 12 45145 45156   
PHG9_Scaffold_1878 19 p2 (AT)6 12 63996 64007   
PHG9_Scaffold_1878 20 p2 (AG)6 12 74710 74721   
PHG9_Scaffold_1878 21 p2 (CT)6 12 86725 86736   
PHG9_Scaffold_1879 2 p2 (TC)6 12 5976 5987   

PHG9_Scaffold_1879 8 p2 (TA)7 14 14063 14076 
potentially 
variable 

PHG9_Scaffold_1881 15 p3 (ATA)5 15 38452 38466 
potentially 
variable 

PHG9_Scaffold_1881 17 p2 (TA)7 14 44211 44224 
potentially 
variable 

PHG9_Scaffold_1881 33 p3 (AAT)6 18 89474 89491 
potentially 
variable 

PHG9_Scaffold_1882 3 p3 (TTA)5 15 2835 2849 
potentially 
variable 

PHG9_Scaffold_1889 6 p2 (TA)9 18 43084 43101 
potentially 
variable 

PHG9_Scaffold_1889 9 p2 (AT)6 12 54292 54303   
PHG9_Scaffold_1889 11 p2 (TA)6 12 67360 67371   
PHG9_Scaffold_1889 19 p2 (AT)6 12 77536 77547   

PHG9_Scaffold_1889 25 p3 (CTT)5 15 87496 87510 
potentially 
variable 

PHG9_Scaffold_1889 32 p2 (TA)9 18 120162 120179 
potentially 
variable 

PHG9_Scaffold_1889 42 p3 (AGA)5 15 178802 178816 
potentially 
variable 

PHG9_Scaffold_1889 43 p2 (TA)8 16 179094 179109 
potentially 
variable 



PHG9_Scaffold_1890 4 p3 (AAG)5 15 6755 6769 
potentially 
variable 

PHG9_Scaffold_1890 18 p3 (ATA)6 18 44220 44237 
potentially 
variable 

PHG9_Scaffold_1891 2 p3 (CCT)5 15 559 573 
potentially 
variable 

PHG9_Scaffold_1891 7 p2 (GA)6 12 14726 14737   

PHG9_Scaffold_1891 16 p2 (TA)7 14 24426 24439 
potentially 
variable 

PHG9_Scaffold_1891 20 p2 (AG)9 18 27598 27615 
potentially 
variable 

PHG9_Scaffold_1891 27 p2 (TA)6 12 58136 58147   
PHG9_Scaffold_1892 1 p2 (TA)6 12 2183 2194   

PHG9_Scaffold_1892 2 p2 (TA)8 16 5413 5428 
potentially 
variable 

PHG9_Scaffold_1892 6 p3 (GAT)5 15 13914 13928 
potentially 
variable 

PHG9_Scaffold_1894 8 p2 (AT)6 12 43250 43261   
PHG9_Scaffold_1895 3 p2 (GA)6 12 4986 4997   

PHG9_Scaffold_1895 8 p3 (CAA)5 15 25626 25640 
potentially 
variable 

PHG9_Scaffold_1895 9 p2 (TA)6 12 25770 25781   

PHG9_Scaffold_1895 12 p3 (AAG)5 15 30862 30876 
potentially 
variable 

PHG9_Scaffold_1895 16 p2 (AG)6 12 44928 44939   
PHG9_Scaffold_1895 20 p2 (TA)6 12 63025 63036   

PHG9_Scaffold_1895 31 p3 (ATA)5 15 88699 88713 
potentially 
variable 

PHG9_Scaffold_1896 4 p2 (CT)7 14 4478 4491 potentially 



variable 

PHG9_Scaffold_1896 5 p2 (GA)7 14 10408 10421 
potentially 
variable 

PHG9_Scaffold_1899 1 p3 (GAA)5 15 840 854 
potentially 
variable 

PHG9_Scaffold_1901 9 p2 (TC)6 12 15840 15851   

PHG9_Scaffold_1901 11 p3 (AAT)5 15 19082 19096 
potentially 
variable 

PHG9_Scaffold_1902 1 p3 (TAT)5 15 3566 3580 
potentially 
variable 

PHG9_Scaffold_1902 2 p2 (AT)8 16 4053 4068 
potentially 
variable 

PHG9_Scaffold_1902 5 p3 (CAC)5 15 12046 12060 
potentially 
variable 

PHG9_Scaffold_1903 2 p2 (AT)6 12 17446 17457   
PHG9_Scaffold_1903 6 p2 (TA)6 12 25488 25499   
PHG9_Scaffold_1903 8 p2 (AT)6 12 29144 29155   
PHG9_Scaffold_1903 9 p2 (TA)6 12 29803 29814   

PHG9_Scaffold_1903 11 p2 (TA)7 14 31193 31206 
potentially 
variable 

PHG9_Scaffold_1904 2 p2 (TA)7 14 4848 4861 
potentially 
variable 

PHG9_Scaffold_1905 5 p2 (TA)7 14 3922 3935 
potentially 
variable 

PHG9_Scaffold_1907 2 p3 (TAA)6 18 19390 19407 
potentially 
variable 

PHG9_Scaffold_1907 4 p2 (AT)8 16 25878 25893 
potentially 
variable 

PHG9_Scaffold_1909 2 p2 (CT)6 12 21983 21994   



PHG9_Scaffold_1910 2 p2 (TA)6 12 668 679   

PHG9_Scaffold_1910 8 p2 (AT)7 14 6236 6249 
potentially 
variable 

PHG9_Scaffold_1910 14 p2 (AT)9 18 25173 25190 
potentially 
variable 

PHG9_Scaffold_1911 2 p2 (AT)9 18 11874 11891 
potentially 
variable 

PHG9_Scaffold_1915 1 p2 (TA)6 12 1142 1153   

PHG9_Scaffold_1917 2 p2 (AT)7 14 8013 8026 
potentially 
variable 

PHG9_Scaffold_1917 10 p2 (AT)6 12 25475 25486   

PHG9_Scaffold_1917 13 p3 (AAT)5 15 28045 28059 
potentially 
variable 

PHG9_Scaffold_1918 7 p2 (AT)6 12 28438 28449   

PHG9_Scaffold_1924 4 p3 (TTG)5 15 9890 9904 
potentially 
variable 

PHG9_Scaffold_1925 3 p2 (AT)6 12 22640 22651   

PHG9_Scaffold_1925 5 p2 (TC)8 16 24600 24615 
potentially 
variable 

PHG9_Scaffold_1925 10 p2 (TA)6 12 29667 29678   
PHG9_Scaffold_1925 12 p2 (AT)6 12 31080 31091   
PHG9_Scaffold_1925 15 p2 (TG)6 12 33419 33430   

PHG9_Scaffold_1929 2 p3 (TCT)6 18 335 352 
potentially 
variable 

PHG9_Scaffold_1929 3 p3 (CTT)5 15 4238 4252 
potentially 
variable 

PHG9_Scaffold_1930 1 p2 (AT)9 18 1460 1477 
potentially 
variable 

PHG9_Scaffold_1930 4 p3 (GAA)6 18 11910 11927 potentially 



variable 
PHG9_Scaffold_1931 4 p2 (AG)6 12 7993 8004   

PHG9_Scaffold_1932 1 p2 (TA)7 14 16184 16197 
potentially 
variable 

PHG9_Scaffold_1932 3 p2 (GA)6 12 35730 35741   
PHG9_Scaffold_1935 1 p2 (TA)6 12 13600 13611   

PHG9_Scaffold_1940 2 p2 (AG)7 14 524 537 
potentially 
variable 

PHG9_Scaffold_1941 1 p2 (AT)6 12 61 72   

PHG9_Scaffold_1941 3 p2 (TA)7 14 7901 7914 
potentially 
variable 

PHG9_Scaffold_1941 4 p2 (AG)7 14 9017 9030 
potentially 
variable 

PHG9_Scaffold_1941 6 p3 (TCA)5 15 12110 12124 
potentially 
variable 

PHG9_Scaffold_1942 6 p2 (TC)6 12 15441 15452   

PHG9_Scaffold_1942 7 p3 (ATA)5 15 15641 15655 
potentially 
variable 

PHG9_Scaffold_1942 10 p3 (ATA)5 15 31533 31547 
potentially 
variable 

PHG9_Scaffold_1943 8 p2 (AT)6 12 15607 15618   

PHG9_Scaffold_1944 10 p2 (AT)7 14 68390 68403 
potentially 
variable 

PHG9_Scaffold_1944 11 p2 (AT)7 14 68552 68565 
potentially 
variable 

PHG9_Scaffold_1944 12 p2 (AT)6 12 69058 69069   

PHG9_Scaffold_1947 5 p2 (TA)8 16 14616 14631 
potentially 
variable 

PHG9_Scaffold_1947 7 p2 (GA)8 16 18200 18215 potentially 



variable 

PHG9_Scaffold_1947 8 p2 (AG)8 16 18536 18551 
potentially 
variable 

PHG9_Scaffold_1948 1 p2 (AT)7 14 1904 1917 
potentially 
variable 

PHG9_Scaffold_1949 5 p2 (GA)8 16 8411 8426 
potentially 
variable 

PHG9_Scaffold_1950 1 p6 (GGTTTT)5 30 1064 1093 Hypervariable 
PHG9_Scaffold_1954 4 p2 (AT)6 12 8164 8175   

PHG9_Scaffold_1954 9 p3 (AAG)5 15 14045 14059 
potentially 
variable 

PHG9_Scaffold_1954 17 p2 (CA)6 12 39524 39535   
PHG9_Scaffold_1955 2 p2 (TA)6 12 1746 1757   
PHG9_Scaffold_1955 5 p2 (AT)6 12 23827 23838   

PHG9_Scaffold_1955 8 p2 (TA)7 14 46989 47002 
potentially 
variable 

PHG9_Scaffold_1955 11 p2 (TA)6 12 54153 54164   
PHG9_Scaffold_1956 13 p2 (TA)6 12 32162 32173   

PHG9_Scaffold_1958 6 p2 (AT)8 16 33192 33207 
potentially 
variable 

PHG9_Scaffold_1958 15 p3 (ATT)6 18 91989 92006 
potentially 
variable 

PHG9_Scaffold_1958 16 p2 (AT)7 14 96352 96365 
potentially 
variable 

PHG9_Scaffold_1958 19 p3 (AAT)5 15 116622 116636 
potentially 
variable 

PHG9_Scaffold_1958 20 p2 (TA)7 14 121344 121357 
potentially 
variable 

PHG9_Scaffold_1958 21 p2 (CA)7 14 123009 123022 potentially 



variable 
PHG9_Scaffold_1959 3 p2 (AT)6 12 2353 2364   

PHG9_Scaffold_1959 4 p2 (AT)7 14 7910 7923 
potentially 
variable 

PHG9_Scaffold_1959 7 p2 (TA)7 14 12767 12780 
potentially 
variable 

PHG9_Scaffold_1960 9 p2 (TC)6 12 14282 14293   

PHG9_Scaffold_1960 13 p2 (TA)7 14 32928 32941 
potentially 
variable 

PHG9_Scaffold_1961 6 p2 (AT)8 16 17008 17023 
potentially 
variable 

PHG9_Scaffold_1961 7 p2 (TA)6 12 17561 17572   

PHG9_Scaffold_1961 18 p2 (AT)9 18 37568 37585 
potentially 
variable 

PHG9_Scaffold_1962 5 p2 (AT)6 12 8808 8819   

PHG9_Scaffold_1962 6 p2 (TC)7 14 9924 9937 
potentially 
variable 

PHG9_Scaffold_1962 7 p2 (CT)6 12 12737 12748   

PHG9_Scaffold_1962 8 p2 (AT)9 18 14058 14075 
potentially 
variable 

PHG9_Scaffold_1962 17 p3 (TTC)5 15 49826 49840 
potentially 
variable 

PHG9_Scaffold_1962 22 p2 (AT)6 12 70899 70910   

PHG9_Scaffold_1962 24 p2 (TG)7 14 72236 72249 
potentially 
variable 

PHG9_Scaffold_1962 25 p2 (AT)7 14 76984 76997 
potentially 
variable 

PHG9_Scaffold_1962 34 p2 (AG)9 18 98143 98160 
potentially 
variable 



PHG9_Scaffold_1962 38 p3 (GAT)5 15 107039 107053 
potentially 
variable 

PHG9_Scaffold_1964 4 p2 (TC)6 12 22535 22546   
PHG9_Scaffold_1965 1 p2 (AG)6 12 2840 2851   

PHG9_Scaffold_1965 2 p2 (TA)7 14 16061 16074 
potentially 
variable 

PHG9_Scaffold_1965 5 p2 (TA)6 12 32514 32525   
PHG9_Scaffold_1965 8 p2 (AT)6 12 38420 38431   
PHG9_Scaffold_1965 9 p2 (AT)6 12 38917 38928   

PHG9_Scaffold_1968 2 p2 (AG)8 16 8838 8853 
potentially 
variable 

PHG9_Scaffold_1968 5 p3 (AAT)5 15 13139 13153 
potentially 
variable 

PHG9_Scaffold_1968 7 p2 (TA)8 16 21913 21928 
potentially 
variable 

PHG9_Scaffold_1968 34 p2 (GA)7 14 94820 94833 
potentially 
variable 

PHG9_Scaffold_1968 41 p3 (TTA)5 15 112750 112764 
potentially 
variable 

PHG9_Scaffold_1970 5 p2 (AT)9 18 14664 14681 
potentially 
variable 

PHG9_Scaffold_1970 7 p3 (ATG)5 15 19567 19581 
potentially 
variable 

PHG9_Scaffold_1971 5 p2 (TA)8 16 48456 48471 
potentially 
variable 

PHG9_Scaffold_1971 6 p2 (TA)6 12 52306 52317   

PHG9_Scaffold_1971 10 p2 (AT)8 16 76120 76135 
potentially 
variable 

PHG9_Scaffold_1972 1 p2 (TA)7 14 7 20 
potentially 
variable 



PHG9_Scaffold_1972 10 p2 (AT)9 18 17476 17493 
potentially 
variable 

PHG9_Scaffold_1972 12 p3 (TAT)5 15 20087 20101 
potentially 
variable 

PHG9_Scaffold_1973 1 p2 (AT)6 12 660 671   

PHG9_Scaffold_1973 6 p3 (GAA)5 15 26810 26824 
potentially 
variable 

PHG9_Scaffold_1973 9 p2 (TA)6 12 33309 33320   

PHG9_Scaffold_1973 11 p2 (TA)7 14 40767 40780 
potentially 
variable 

PHG9_Scaffold_1975 3 p2 (AT)6 12 3171 3182   

PHG9_Scaffold_1975 7 p2 (TA)7 14 14731 14744 
potentially 
variable 

PHG9_Scaffold_1975 9 p2 (CT)6 12 15998 16009   

PHG9_Scaffold_1975 23 p3 (ATT)5 15 57543 57557 
potentially 
variable 

PHG9_Scaffold_1975 26 p6 (CATGCC)5 30 76021 76050 Hypervariable 

PHG9_Scaffold_1976 5 p2 (AT)7 14 8842 8855 
potentially 
variable 

PHG9_Scaffold_1976 13 p3 (ATT)6 18 23509 23526 
potentially 
variable 

PHG9_Scaffold_1980 4 p3 (GTG)5 15 19272 19286 
potentially 
variable 

PHG9_Scaffold_1980 12 p2 (AG)6 12 41705 41716   

PHG9_Scaffold_1980 17 p2 (TA)7 14 55762 55775 
potentially 
variable 

PHG9_Scaffold_1980 22 p2 (AG)6 12 65138 65149   

PHG9_Scaffold_1981 3 p2 (GT)8 16 6295 6310 
potentially 
variable 



PHG9_Scaffold_1981 6 p2 (AT)7 14 24338 24351 
potentially 
variable 

PHG9_Scaffold_1982 3 p2 (AT)6 12 2738 2749   

PHG9_Scaffold_1984 6 p2 (TA)7 14 23791 23804 
potentially 
variable 

PHG9_Scaffold_1985 2 p2 (TA)9 18 3137 3154 
potentially 
variable 

PHG9_Scaffold_1985 7 p2 (TA)6 12 13000 13011   
PHG9_Scaffold_1985 8 p2 (TA)6 12 13113 13124   
PHG9_Scaffold_1985 16 p2 (TA)6 12 48172 48183   

PHG9_Scaffold_1985 17 p2 (AT)7 14 52291 52304 
potentially 
variable 

PHG9_Scaffold_1986 1 p2 (GT)6 12 1098 1109   

PHG9_Scaffold_1988 9 p3 (CAA)5 15 15797 15811 
potentially 
variable 

PHG9_Scaffold_1988 10 p2 (AT)6 12 17877 17888   

PHG9_Scaffold_1988 17 p3 (CAT)5 15 38432 38446 
potentially 
variable 

PHG9_Scaffold_1988 18 p3 (ATA)5 15 43836 43850 
potentially 
variable 

PHG9_Scaffold_1988 19 p2 (AT)6 12 56864 56875   
PHG9_Scaffold_1988 21 p2 (TA)6 12 66063 66074   

PHG9_Scaffold_1988 27 p3 (ATT)6 18 80180 80197 
potentially 
variable 

PHG9_Scaffold_1988 29 p2 (TA)9 18 85085 85102 
potentially 
variable 

PHG9_Scaffold_1988 34 p2 (TA)9 18 98928 98945 
potentially 
variable 

PHG9_Scaffold_1989 2 p2 (AT)7 14 15572 15585 potentially 



variable 

PHG9_Scaffold_1989 3 p2 (TA)8 16 16001 16016 
potentially 
variable 

PHG9_Scaffold_1989 6 p2 (AT)6 12 27795 27806   

PHG9_Scaffold_1990 2 p3 (GAA)5 15 5247 5261 
potentially 
variable 

PHG9_Scaffold_1995 2 p2 (AT)8 16 8909 8924 
potentially 
variable 

PHG9_Scaffold_1995 6 p3 (AAC)5 15 18275 18289 
potentially 
variable 

PHG9_Scaffold_1997 1 p2 (AG)6 12 1334 1345   

PHG9_Scaffold_1997 5 p2 (AT)8 16 43976 43991 
potentially 
variable 

PHG9_Scaffold_1997 14 p2 (TA)9 18 71988 72005 
potentially 
variable 

PHG9_Scaffold_1997 19 p2 (CA)6 12 74277 74288   
PHG9_Scaffold_1999 1 p2 (AT)6 12 571 582   

PHG9_Scaffold_1999 7 p3 (TAT)5 15 10694 10708 
potentially 
variable 

PHG9_Scaffold_1999 8 p2 (TA)6 12 14223 14234   

PHG9_Scaffold_2001 5 p2 (TA)8 16 40947 40962 
potentially 
variable 

PHG9_Scaffold_2001 8 p2 (AT)9 18 51827 51844 
potentially 
variable 

PHG9_Scaffold_2001 14 p2 (TA)7 14 71192 71205 
potentially 
variable 

PHG9_Scaffold_2001 17 p2 (AT)6 12 101723 101734   
PHG9_Scaffold_2001 28 p2 (TA)6 12 113920 113931   
PHG9_Scaffold_2003 3 p2 (AC)8 16 6352 6367 potentially 



variable 
PHG9_Scaffold_2003 8 p2 (TG)6 12 28292 28303   
PHG9_Scaffold_2003 22 p2 (AT)6 12 59454 59465   

PHG9_Scaffold_2003 23 p3 (TCT)5 15 62057 62071 
potentially 
variable 

PHG9_Scaffold_2003 28 p3 (TTC)5 15 70578 70592 
potentially 
variable 

PHG9_Scaffold_2003 35 p2 (GT)6 12 98416 98427   

PHG9_Scaffold_2003 41 p2 (TA)8 16 106111 106126 
potentially 
variable 

PHG9_Scaffold_2003 47 p2 (AG)6 12 123784 123795   
PHG9_Scaffold_2004 6 p2 (TA)6 12 23764 23775   
PHG9_Scaffold_2005 3 p2 (TA)6 12 11711 11722   

PHG9_Scaffold_2005 4 p2 (TA)7 14 14591 14604 
potentially 
variable 

PHG9_Scaffold_2005 5 p2 (AT)7 14 15775 15788 
potentially 
variable 

PHG9_Scaffold_2005 11 p2 (GT)7 14 28032 28045 
potentially 
variable 

PHG9_Scaffold_2005 21 p2 (AT)7 14 83602 83615 
potentially 
variable 

PHG9_Scaffold_2005 22 p3 (TGT)5 15 85624 85638 
potentially 
variable 

PHG9_Scaffold_2005 29 p2 (CT)7 14 104549 104562 
potentially 
variable 

PHG9_Scaffold_2005 32 p2 (AG)6 12 109993 110004   
PHG9_Scaffold_2005 34 p2 (AT)6 12 111957 111968   

PHG9_Scaffold_2005 35 p2 (TA)8 16 115486 115501 
potentially 
variable 



PHG9_Scaffold_2005 44 p3 (TTA)5 15 136816 136830 
potentially 
variable 

PHG9_Scaffold_2005 45 p2 (GT)6 12 139179 139190   
PHG9_Scaffold_2005 49 p2 (AT)6 12 145586 145597   
PHG9_Scaffold_2005 52 p2 (TA)6 12 149193 149204   

PHG9_Scaffold_2005 53 p2 (TA)8 16 153058 153073 
potentially 
variable 

PHG9_Scaffold_2005 55 p3 (TTA)5 15 169011 169025 
potentially 
variable 

PHG9_Scaffold_2005 57 p2 (AT)7 14 169575 169588 
potentially 
variable 

PHG9_Scaffold_2005 64 p2 (TC)6 12 196398 196409   

PHG9_Scaffold_2005 75 p2 (TG)7 14 243292 243305 
potentially 
variable 

PHG9_Scaffold_2007 11 p3 (CTA)5 15 56668 56682 
potentially 
variable 

PHG9_Scaffold_2007 13 p2 (TA)8 16 63766 63781 
potentially 
variable 

PHG9_Scaffold_2008 2 p2 (TA)6 12 1302 1313   

PHG9_Scaffold_2008 6 p3 (AAG)5 15 19550 19564 
potentially 
variable 

PHG9_Scaffold_2008 10 p2 (TA)6 12 26118 26129   

PHG9_Scaffold_2009 2 p2 (TA)8 16 12358 12373 
potentially 
variable 

PHG9_Scaffold_2009 4 p2 (AG)7 14 14906 14919 
potentially 
variable 

PHG9_Scaffold_2011 1 p2 (TA)6 12 1876 1887   
PHG9_Scaffold_2012 3 p2 (GA)6 12 10199 10210   
PHG9_Scaffold_2012 9 p3 (GAA)6 18 47563 47580 potentially 



variable 

PHG9_Scaffold_2019 1 p2 (CT)8 16 128 143 
potentially 
variable 

PHG9_Scaffold_2019 2 p2 (GA)9 18 5114 5131 
potentially 
variable 

PHG9_Scaffold_2019 6 p3 (CTC)6 18 33252 33269 
potentially 
variable 

PHG9_Scaffold_2019 8 p2 (TA)6 12 37329 37340   

PHG9_Scaffold_2019 10 p3 (TCA)5 15 61549 61563 
potentially 
variable 

PHG9_Scaffold_2019 14 p2 (GA)6 12 88835 88846   
PHG9_Scaffold_2019 24 p2 (AG)6 12 123466 123477   
PHG9_Scaffold_2019 25 p6 (TGAGTT)5 30 124367 124396 Hypervariable 

PHG9_Scaffold_2019 30 p3 (ATT)6 18 148074 148091 
potentially 
variable 

PHG9_Scaffold_2019 31 p2 (TA)6 12 155114 155125   

PHG9_Scaffold_2019 37 p2 (TG)7 14 167330 167343 
potentially 
variable 

PHG9_Scaffold_2020 2 p2 (AT)9 18 11077 11094 
potentially 
variable 

PHG9_Scaffold_2021 6 p2 (TA)6 12 21356 21367   

PHG9_Scaffold_2022 5 p2 (AT)9 18 13371 13388 
potentially 
variable 

PHG9_Scaffold_2022 6 p2 (AT)6 12 13855 13866   

PHG9_Scaffold_2025 8 p2 (AG)9 18 9387 9404 
potentially 
variable 

PHG9_Scaffold_2025 9 p2 (AG)6 12 10601 10612   

PHG9_Scaffold_2025 13 p3 (TTA)5 15 25134 25148 
potentially 
variable 



PHG9_Scaffold_2025 14 p3 (TCT)5 15 27968 27982 
potentially 
variable 

PHG9_Scaffold_2026 14 p2 (TA)8 16 22564 22579 
potentially 
variable 

PHG9_Scaffold_2027 2 p2 (GA)9 18 8631 8648 
potentially 
variable 

PHG9_Scaffold_2028 3 p2 (TC)6 12 5461 5472   
PHG9_Scaffold_2028 4 p2 (AT)6 12 15816 15827   

PHG9_Scaffold_2029 18 p2 (TG)8 16 75075 75090 
potentially 
variable 

PHG9_Scaffold_2029 23 p3 (ATC)5 15 78341 78355 
potentially 
variable 

PHG9_Scaffold_2029 29 p3 (TAA)5 15 89662 89676 
potentially 
variable 

PHG9_Scaffold_2029 37 p2 (AT)7 14 115270 115283 
potentially 
variable 

PHG9_Scaffold_2029 39 p2 (AG)6 12 122905 122916   

PHG9_Scaffold_2029 42 p2 (TA)7 14 128654 128667 
potentially 
variable 

PHG9_Scaffold_2029 47 p2 (TA)6 12 134248 134259   
PHG9_Scaffold_2029 52 p2 (TA)6 12 146159 146170   

PHG9_Scaffold_2029 57 p3 (AAT)5 15 155457 155471 
potentially 
variable 

PHG9_Scaffold_2029 64 p3 (TGG)5 15 171268 171282 
potentially 
variable 

PHG9_Scaffold_2029 70 p2 (TA)9 18 185583 185600 
potentially 
variable 

PHG9_Scaffold_2029 72 p2 (CT)6 12 192256 192267   

PHG9_Scaffold_2030 1 p2 (TA)7 14 121 134 
potentially 
variable 



PHG9_Scaffold_2030 9 p2 (AT)7 14 16258 16271 
potentially 
variable 

PHG9_Scaffold_2030 11 p2 (AT)6 12 21556 21567   

PHG9_Scaffold_2031 2 p2 (TA)8 16 10060 10075 
potentially 
variable 

PHG9_Scaffold_2031 4 p2 (TA)6 12 30590 30601   

PHG9_Scaffold_2031 7 p3 (TAT)5 15 36939 36953 
potentially 
variable 

PHG9_Scaffold_2031 23 p2 (TA)6 12 105363 105374   
PHG9_Scaffold_2032 2 p2 (AT)6 12 5966 5977   
PHG9_Scaffold_2032 6 p2 (AT)6 12 8957 8968   

PHG9_Scaffold_2033 2 p3 (TAA)6 18 4454 4471 
potentially 
variable 

PHG9_Scaffold_2033 11 p2 (TA)6 12 50824 50835   
PHG9_Scaffold_2033 20 p2 (GA)6 12 101095 101106   

PHG9_Scaffold_2033 21 p3 (TAT)5 15 106873 106887 
potentially 
variable 

PHG9_Scaffold_2033 23 p2 (TC)6 12 124933 124944   

PHG9_Scaffold_2034 2 p2 (AT)7 14 19226 19239 
potentially 
variable 

PHG9_Scaffold_2034 4 p3 (AAG)5 15 24091 24105 
potentially 
variable 

PHG9_Scaffold_2034 5 p3 (ATT)5 15 25940 25954 
potentially 
variable 

PHG9_Scaffold_2034 6 p3 (GAA)5 15 32339 32353 
potentially 
variable 

PHG9_Scaffold_2035 1 p3 (TAA)5 15 44 58 
potentially 
variable 

PHG9_Scaffold_2035 2 p3 (AGT)6 18 843 860 potentially 



variable 

PHG9_Scaffold_2035 6 p2 (AT)8 16 19038 19053 
potentially 
variable 

PHG9_Scaffold_2036 1 p2 (TA)8 16 7525 7540 
potentially 
variable 

PHG9_Scaffold_2037 1 p2 (TA)9 18 3995 4012 
potentially 
variable 

PHG9_Scaffold_2037 24 p2 (TA)6 12 65409 65420   

PHG9_Scaffold_2037 27 p3 (TAA)5 15 71195 71209 
potentially 
variable 

PHG9_Scaffold_2037 28 p2 (TA)7 14 71997 72010 
potentially 
variable 

PHG9_Scaffold_2037 36 p6 (CTTCAA)6 36 83961 83996 Hypervariable 
PHG9_Scaffold_2037 41 p2 (AT)6 12 113097 113108   

PHG9_Scaffold_2038 5 p2 (TA)8 16 9361 9376 
potentially 
variable 

PHG9_Scaffold_2039 1 p2 (AT)7 14 546 559 
potentially 
variable 

PHG9_Scaffold_2039 5 p2 (AG)7 14 18787 18800 
potentially 
variable 

PHG9_Scaffold_2040 11 p2 (TC)6 12 25372 25383   

PHG9_Scaffold_2040 16 p3 (GAT)6 18 36053 36070 
potentially 
variable 

PHG9_Scaffold_2040 17 p2 (AT)7 14 41262 41275 
potentially 
variable 

PHG9_Scaffold_2040 24 p2 (TA)6 12 58540 58551   

PHG9_Scaffold_2040 25 p3 (ATT)5 15 60162 60176 
potentially 
variable 

PHG9_Scaffold_2040 26 p2 (TC)7 14 61285 61298 
potentially 
variable 



PHG9_Scaffold_2040 28 p2 (CT)7 14 64685 64698 
potentially 
variable 

PHG9_Scaffold_2040 32 p2 (CT)6 12 72829 72840   

PHG9_Scaffold_2040 37 p3 (TAA)6 18 92520 92537 
potentially 
variable 

PHG9_Scaffold_2040 40 p2 (AT)8 16 98358 98373 
potentially 
variable 

PHG9_Scaffold_2040 44 p2 (TA)7 14 111141 111154 
potentially 
variable 

PHG9_Scaffold_2040 47 p3 (TAA)5 15 118192 118206 
potentially 
variable 

PHG9_Scaffold_2042 8 p2 (TA)9 18 16178 16195 
potentially 
variable 

PHG9_Scaffold_2042 12 p3 (ATG)5 15 40206 40220 
potentially 
variable 

PHG9_Scaffold_2042 14 p3 (TAA)5 15 42357 42371 
potentially 
variable 

PHG9_Scaffold_2043 1 p3 (TCA)5 15 10564 10578 
potentially 
variable 

PHG9_Scaffold_2043 5 p2 (TA)6 12 20924 20935   

PHG9_Scaffold_2043 12 p2 (TA)7 14 34574 34587 
potentially 
variable 

PHG9_Scaffold_2043 16 p2 (TA)9 18 43857 43874 
potentially 
variable 

PHG9_Scaffold_2043 18 p2 (GA)7 14 49349 49362 
potentially 
variable 

PHG9_Scaffold_2043 20 p2 (CT)6 12 57999 58010   

PHG9_Scaffold_2043 22 p2 (TA)7 14 62587 62600 
potentially 
variable 

PHG9_Scaffold_2044 9 p3 (TCT)5 15 38170 38184 potentially 



variable 
PHG9_Scaffold_2044 10 p2 (GA)6 12 44431 44442   

PHG9_Scaffold_2045 6 p2 (AT)9 18 12108 12125 
potentially 
variable 

PHG9_Scaffold_2045 8 p2 (TA)7 14 14545 14558 
potentially 
variable 

PHG9_Scaffold_2045 9 p2 (AT)6 12 21568 21579   

PHG9_Scaffold_2047 3 p3 (AAT)6 18 13439 13456 
potentially 
variable 

PHG9_Scaffold_2047 7 p2 (GT)6 12 32129 32140   

PHG9_Scaffold_2047 8 p2 (AT)8 16 34317 34332 
potentially 
variable 

PHG9_Scaffold_2047 9 p2 (GA)6 12 42305 42316   

PHG9_Scaffold_2047 16 p3 (TTC)5 15 56971 56985 
potentially 
variable 

PHG9_Scaffold_2048 4 p3 (TTG)5 15 2461 2475 
potentially 
variable 

PHG9_Scaffold_2048 5 p3 (TTG)5 15 2668 2682 
potentially 
variable 

PHG9_Scaffold_2048 9 p3 (AAT)5 15 19669 19683 
potentially 
variable 

PHG9_Scaffold_2048 14 p2 (TA)6 12 35179 35190   
PHG9_Scaffold_2049 2 p2 (TC)6 12 1769 1780   

PHG9_Scaffold_2049 8 p3 (AAT)5 15 8957 8971 
potentially 
variable 

PHG9_Scaffold_2051 9 p2 (TA)8 16 15693 15708 
potentially 
variable 

PHG9_Scaffold_2051 12 p2 (AT)6 12 17385 17396   
PHG9_Scaffold_2052 6 p2 (AT)6 12 21054 21065   



PHG9_Scaffold_2053 4 p3 (ATA)5 15 16110 16124 
potentially 
variable 

PHG9_Scaffold_2053 13 p2 (TA)7 14 51768 51781 
potentially 
variable 

PHG9_Scaffold_2053 15 p2 (TG)6 12 57061 57072   

PHG9_Scaffold_2053 18 p2 (TA)8 16 75961 75976 
potentially 
variable 

PHG9_Scaffold_2054 2 p2 (GA)6 12 2596 2607   

PHG9_Scaffold_2054 8 p2 (TA)7 14 21678 21691 
potentially 
variable 

PHG9_Scaffold_2054 12 p3 (TGG)5 15 28730 28744 
potentially 
variable 

PHG9_Scaffold_2054 13 p3 (ATG)6 18 30278 30295 
potentially 
variable 

PHG9_Scaffold_2055 1 p2 (AG)6 12 11504 11515   
PHG9_Scaffold_2056 7 p2 (AT)6 12 49688 49699   
PHG9_Scaffold_2058 3 p2 (AT)6 12 16207 16218   
PHG9_Scaffold_2058 5 p2 (GA)6 12 30716 30727   

PHG9_Scaffold_2061 5 p2 (TA)8 16 7705 7720 
potentially 
variable 

PHG9_Scaffold_2061 8 p2 (TA)7 14 15414 15427 
potentially 
variable 

PHG9_Scaffold_2061 15 p2 (AT)9 18 31035 31052 
potentially 
variable 

PHG9_Scaffold_2061 18 p3 (TTA)5 15 35486 35500 
potentially 
variable 

PHG9_Scaffold_2061 19 p2 (GA)9 18 39249 39266 
potentially 
variable 

PHG9_Scaffold_2063 1 p2 (TA)7 14 5378 5391 
potentially 
variable 



PHG9_Scaffold_2063 2 p3 (ATA)5 15 6201 6215 
potentially 
variable 

PHG9_Scaffold_2063 3 p2 (AT)9 18 13564 13581 
potentially 
variable 

PHG9_Scaffold_2063 13 p3 (TCA)5 15 24637 24651 
potentially 
variable 

PHG9_Scaffold_2063 21 p2 (AT)6 12 53755 53766   

PHG9_Scaffold_2063 22 p3 (GGA)5 15 58251 58265 
potentially 
variable 

PHG9_Scaffold_2064 1 p3 (ATT)5 15 2683 2697 
potentially 
variable 

PHG9_Scaffold_2064 3 p2 (TC)6 12 13117 13128   
PHG9_Scaffold_2066 6 p2 (AG)6 12 15799 15810   
PHG9_Scaffold_2067 2 p2 (TA)6 12 966 977   

PHG9_Scaffold_2067 3 p2 (TA)9 18 4914 4931 
potentially 
variable 

PHG9_Scaffold_2067 6 p2 (GA)7 14 14110 14123 
potentially 
variable 

PHG9_Scaffold_2068 2 p2 (AT)6 12 815 826   

PHG9_Scaffold_2068 5 p2 (TC)9 18 6752 6769 
potentially 
variable 

PHG9_Scaffold_2068 10 p2 (TA)6 12 23087 23098   
PHG9_Scaffold_2068 17 p2 (TA)6 12 44015 44026   
PHG9_Scaffold_2069 17 p2 (TG)6 12 68919 68930   

PHG9_Scaffold_2070 1 p2 (TA)8 16 620 635 
potentially 
variable 

PHG9_Scaffold_2070 9 p3 (TTG)5 15 10882 10896 
potentially 
variable 

PHG9_Scaffold_2070 15 p2 (TA)9 18 49789 49806 potentially 



variable 

PHG9_Scaffold_2070 24 p3 (CAC)5 15 71963 71977 
potentially 
variable 

PHG9_Scaffold_2070 25 p2 (TA)6 12 72820 72831   
PHG9_Scaffold_2070 46 p2 (AC)6 12 121098 121109   
PHG9_Scaffold_2071 4 p2 (CT)6 12 17529 17540   
PHG9_Scaffold_2071 8 p2 (TA)6 12 57097 57108   
PHG9_Scaffold_2072 1 p2 (AT)6 12 269 280   

PHG9_Scaffold_2072 2 p2 (AT)7 14 947 960 
potentially 
variable 

PHG9_Scaffold_2072 4 p3 (ATA)5 15 7053 7067 
potentially 
variable 

PHG9_Scaffold_2072 6 p2 (TA)7 14 14839 14852 
potentially 
variable 

PHG9_Scaffold_2072 9 p2 (TA)6 12 18871 18882   

PHG9_Scaffold_2072 16 p2 (AT)8 16 28303 28318 
potentially 
variable 

PHG9_Scaffold_2073 7 p2 (AT)6 12 28264 28275   

PHG9_Scaffold_2074 2 p3 (GTC)6 18 6153 6170 
potentially 
variable 

PHG9_Scaffold_2079 1 p2 (TG)6 12 636 647   

PHG9_Scaffold_2079 4 p3 (TTA)5 15 10215 10229 
potentially 
variable 

PHG9_Scaffold_2079 6 p2 (TA)6 12 11326 11337   
PHG9_Scaffold_2082 1 p2 (TC)6 12 910 921   
PHG9_Scaffold_2084 4 p2 (CT)6 12 12135 12146   

PHG9_Scaffold_2084 6 p2 (TA)7 14 17478 17491 
potentially 
variable 

PHG9_Scaffold_2085 2 p3 (GGA)5 15 10551 10565 potentially 



variable 

PHG9_Scaffold_2087 5 p3 (TCT)5 15 17204 17218 
potentially 
variable 

PHG9_Scaffold_2087 10 p2 (GT)8 16 32003 32018 
potentially 
variable 

PHG9_Scaffold_2087 20 p3 (AGC)5 15 54284 54298 
potentially 
variable 

PHG9_Scaffold_2087 23 p2 (TA)6 12 64127 64138   

PHG9_Scaffold_2087 24 p2 (AT)7 14 64764 64777 
potentially 
variable 

PHG9_Scaffold_2088 5 p2 (GT)6 12 9407 9418   

PHG9_Scaffold_2088 8 p3 (AGT)5 15 14059 14073 
potentially 
variable 

PHG9_Scaffold_2088 10 p2 (AT)9 18 28018 28035 
potentially 
variable 

PHG9_Scaffold_2089 4 p2 (AT)9 18 4014 4031 
potentially 
variable 

PHG9_Scaffold_2089 10 p2 (TA)7 14 13351 13364 
potentially 
variable 

PHG9_Scaffold_2090 10 p2 (CT)7 14 38859 38872 
potentially 
variable 

PHG9_Scaffold_2093 1 p2 (TA)8 16 5897 5912 
potentially 
variable 

PHG9_Scaffold_2094 2 p2 (TA)9 18 3530 3547 
potentially 
variable 

PHG9_Scaffold_2094 6 p2 (TA)7 14 15694 15707 
potentially 
variable 

PHG9_Scaffold_2094 7 p2 (CA)6 12 18522 18533   

PHG9_Scaffold_2094 8 p2 (TA)9 18 20463 20480 
potentially 
variable 



PHG9_Scaffold_2094 10 p2 (AC)6 12 31020 31031   
PHG9_Scaffold_2095 6 p2 (TA)6 12 9651 9662   

PHG9_Scaffold_2095 8 p2 (TA)8 16 13164 13179 
potentially 
variable 

PHG9_Scaffold_2097 2 p3 (GAA)5 15 6971 6985 
potentially 
variable 

PHG9_Scaffold_2098 12 p3 (ATT)5 15 84703 84717 
potentially 
variable 

PHG9_Scaffold_2103 2 p2 (AT)6 12 1425 1436   

PHG9_Scaffold_2104 2 p3 (TGA)5 15 4933 4947 
potentially 
variable 

PHG9_Scaffold_2104 10 p2 (TA)7 14 43662 43675 
potentially 
variable 

PHG9_Scaffold_2104 11 p2 (TA)9 18 50154 50171 
potentially 
variable 

PHG9_Scaffold_2104 13 p3 (GGT)5 15 51903 51917 
potentially 
variable 

PHG9_Scaffold_2104 15 p2 (TA)7 14 56513 56526 
potentially 
variable 

PHG9_Scaffold_2104 25 p3 (ATT)6 18 173917 173934 
potentially 
variable 

PHG9_Scaffold_2104 28 p2 (AT)9 18 213471 213488 
potentially 
variable 

PHG9_Scaffold_2107 14 p3 (AAT)5 15 60154 60168 
potentially 
variable 

PHG9_Scaffold_2107 16 p2 (AT)8 16 66227 66242 
potentially 
variable 

PHG9_Scaffold_2107 21 p2 (TA)6 12 93311 93322   

PHG9_Scaffold_2107 22 p2 (AT)8 16 93952 93967 
potentially 
variable 



PHG9_Scaffold_2107 28 p2 (TA)8 16 115184 115199 
potentially 
variable 

PHG9_Scaffold_2107 31 p2 (AC)6 12 118204 118215   
PHG9_Scaffold_2107 35 p2 (AT)6 12 126079 126090   

PHG9_Scaffold_2107 39 p3 (GGT)5 15 134781 134795 
potentially 
variable 

PHG9_Scaffold_2107 41 p2 (TC)6 12 139486 139497   
PHG9_Scaffold_2107 46 p2 (TG)6 12 166747 166758   

PHG9_Scaffold_2107 49 p2 (TC)7 14 173160 173173 
potentially 
variable 

PHG9_Scaffold_2107 53 p2 (AT)7 14 184875 184888 
potentially 
variable 

PHG9_Scaffold_2107 55 p2 (GA)6 12 191062 191073   

PHG9_Scaffold_2107 56 p2 (CT)8 16 191259 191274 
potentially 
variable 

PHG9_Scaffold_2107 60 p3 (ATT)5 15 200904 200918 
potentially 
variable 

PHG9_Scaffold_2107 61 p3 (TAT)6 18 201317 201334 
potentially 
variable 

PHG9_Scaffold_2107 62 p3 (ATT)5 15 201592 201606 
potentially 
variable 

PHG9_Scaffold_2109 2 p2 (TA)8 16 4042 4057 
potentially 
variable 

PHG9_Scaffold_2110 6 p2 (TA)7 14 23923 23936 
potentially 
variable 

PHG9_Scaffold_2110 11 p2 (GA)7 14 64069 64082 
potentially 
variable 

PHG9_Scaffold_2111 5 p2 (AG)8 16 13132 13147 
potentially 
variable 

PHG9_Scaffold_2111 6 p2 (TG)6 12 14113 14124   



PHG9_Scaffold_2111 7 p3 (AGA)5 15 15641 15655 
potentially 
variable 

PHG9_Scaffold_2111 8 p2 (TA)6 12 22038 22049   

PHG9_Scaffold_2111 9 p3 (GTT)6 18 26606 26623 
potentially 
variable 

PHG9_Scaffold_2111 15 p2 (AG)8 16 46704 46719 
potentially 
variable 

PHG9_Scaffold_2111 18 p2 (TA)8 16 55044 55059 
potentially 
variable 

PHG9_Scaffold_2111 30 p3 (TTA)5 15 98326 98340 
potentially 
variable 

PHG9_Scaffold_2111 34 p2 (AT)8 16 118690 118705 
potentially 
variable 

PHG9_Scaffold_2112 15 p2 (AT)7 14 36782 36795 
potentially 
variable 

PHG9_Scaffold_2112 16 p2 (TA)7 14 39391 39404 
potentially 
variable 

PHG9_Scaffold_2113 4 p2 (AT)8 16 9313 9328 
potentially 
variable 

PHG9_Scaffold_2113 7 p3 (ATT)5 15 29240 29254 
potentially 
variable 

PHG9_Scaffold_2113 8 p3 (AAT)5 15 31807 31821 
potentially 
variable 

PHG9_Scaffold_2113 14 p3 (TCT)5 15 46798 46812 
potentially 
variable 

PHG9_Scaffold_2113 20 p2 (AT)6 12 60033 60044   

PHG9_Scaffold_2113 22 p3 (GAA)6 18 65023 65040 
potentially 
variable 

PHG9_Scaffold_2115 2 p3 (TAT)5 15 23843 23857 
potentially 
variable 



PHG9_Scaffold_2117 3 p3 (TAT)5 15 1839 1853 
potentially 
variable 

PHG9_Scaffold_2117 4 p2 (TA)6 12 2417 2428   
PHG9_Scaffold_2119 9 p2 (AT)6 12 38272 38283   

PHG9_Scaffold_2119 17 p2 (TA)8 16 76289 76304 
potentially 
variable 

PHG9_Scaffold_2120 1 p2 (TA)6 12 23792 23803   

PHG9_Scaffold_2122 3 p2 (TA)7 14 19471 19484 
potentially 
variable 

PHG9_Scaffold_2123 3 p2 (CA)7 14 1194 1207 
potentially 
variable 

PHG9_Scaffold_2123 5 p2 (AT)8 16 5665 5680 
potentially 
variable 

PHG9_Scaffold_2124 5 p3 (ATA)5 15 14427 14441 
potentially 
variable 

PHG9_Scaffold_2125 3 p2 (TA)6 12 14500 14511   
PHG9_Scaffold_2125 6 p2 (TA)6 12 26124 26135   

PHG9_Scaffold_2125 11 p2 (AT)9 18 39562 39579 
potentially 
variable 

PHG9_Scaffold_2125 13 p2 (AT)7 14 43376 43389 
potentially 
variable 

PHG9_Scaffold_2129 6 p2 (CT)8 16 6986 7001 
potentially 
variable 

PHG9_Scaffold_2129 11 p3 (TGA)5 15 17343 17357 
potentially 
variable 

PHG9_Scaffold_2129 18 p2 (AT)7 14 28946 28959 
potentially 
variable 

PHG9_Scaffold_2129 19 p2 (AT)9 18 33305 33322 
potentially 
variable 

PHG9_Scaffold_2130 2 p2 (AT)6 12 14546 14557   



PHG9_Scaffold_2130 11 p2 (TA)8 16 37970 37985 
potentially 
variable 

PHG9_Scaffold_2131 5 p2 (TA)7 14 15089 15102 
potentially 
variable 

PHG9_Scaffold_2132 3 p3 (TTA)5 15 7307 7321 
potentially 
variable 

PHG9_Scaffold_2132 4 p2 (AT)6 12 7681 7692   

PHG9_Scaffold_2132 6 p2 (CT)8 16 10882 10897 
potentially 
variable 

PHG9_Scaffold_2132 10 p3 (TTG)5 15 14533 14547 
potentially 
variable 

PHG9_Scaffold_2132 11 p2 (AT)8 16 16929 16944 
potentially 
variable 

PHG9_Scaffold_2133 6 p2 (TA)7 14 28991 29004 
potentially 
variable 

PHG9_Scaffold_2133 8 p2 (TA)7 14 31600 31613 
potentially 
variable 

PHG9_Scaffold_2137 2 p3 (CTC)5 15 8628 8642 
potentially 
variable 

PHG9_Scaffold_2137 3 p2 (TA)6 12 9747 9758   

PHG9_Scaffold_2137 5 p2 (AT)7 14 20061 20074 
potentially 
variable 

PHG9_Scaffold_2137 8 p2 (TA)9 18 21552 21569 
potentially 
variable 

PHG9_Scaffold_2137 10 p2 (AT)6 12 23688 23699   
PHG9_Scaffold_2138 1 p2 (TA)6 12 1701 1712   
PHG9_Scaffold_2140 1 p2 (TC)6 12 543 554   

PHG9_Scaffold_2140 5 p3 (CAG)6 18 24265 24282 
potentially 
variable 

PHG9_Scaffold_2141 8 p2 (TC)6 12 7588 7599   



PHG9_Scaffold_2141 13 p2 (TC)7 14 14451 14464 
potentially 
variable 

PHG9_Scaffold_2141 14 p3 (TAT)5 15 28020 28034 
potentially 
variable 

PHG9_Scaffold_2141 17 p2 (TA)7 14 95745 95758 
potentially 
variable 

PHG9_Scaffold_2141 18 p2 (CA)6 12 98165 98176   
PHG9_Scaffold_2141 25 p2 (AT)6 12 149911 149922   
PHG9_Scaffold_2143 10 p2 (TA)6 12 42766 42777   

PHG9_Scaffold_2143 19 p2 (TA)8 16 77203 77218 
potentially 
variable 

PHG9_Scaffold_2143 35 p3 (AAT)5 15 110315 110329 
potentially 
variable 

PHG9_Scaffold_2143 36 p2 (AT)7 14 113785 113798 
potentially 
variable 

PHG9_Scaffold_2143 37 p2 (AT)8 16 114309 114324 
potentially 
variable 

PHG9_Scaffold_2144 3 p3 (ATC)5 15 14854 14868 
potentially 
variable 

PHG9_Scaffold_2145 11 p2 (TA)8 16 61656 61671 
potentially 
variable 

PHG9_Scaffold_2145 36 p2 (TC)8 16 122985 123000 
potentially 
variable 

PHG9_Scaffold_2145 44 p3 (TTG)5 15 150393 150407 
potentially 
variable 

PHG9_Scaffold_2145 47 p3 (AAC)5 15 163847 163861 
potentially 
variable 

PHG9_Scaffold_2145 77 p2 (AC)8 16 248413 248428 
potentially 
variable 

PHG9_Scaffold_2145 83 p2 (CT)7 14 261549 261562 potentially 



variable 

PHG9_Scaffold_2145 85 p3 (GGT)6 18 270487 270504 
potentially 
variable 

PHG9_Scaffold_2145 86 p2 (AT)9 18 271239 271256 
potentially 
variable 

PHG9_Scaffold_2147 1 p2 (AT)7 14 4172 4185 
potentially 
variable 

PHG9_Scaffold_2151 2 p2 (AT)7 14 3195 3208 
potentially 
variable 

PHG9_Scaffold_2151 3 p2 (TA)6 12 3377 3388   

PHG9_Scaffold_2157 1 p2 (TA)8 16 1006 1021 
potentially 
variable 

PHG9_Scaffold_2157 3 p2 (AT)7 14 8493 8506 
potentially 
variable 

PHG9_Scaffold_2157 8 p3 (CTC)5 15 21094 21108 
potentially 
variable 

PHG9_Scaffold_2159 7 p2 (AT)6 12 12864 12875   

PHG9_Scaffold_2159 9 p3 (TAT)5 15 14934 14948 
potentially 
variable 

PHG9_Scaffold_2160 4 p2 (AT)8 16 16718 16733 
potentially 
variable 

PHG9_Scaffold_2160 5 p2 (AT)8 16 20571 20586 
potentially 
variable 

PHG9_Scaffold_2162 7 p2 (TA)7 14 9663 9676 
potentially 
variable 

PHG9_Scaffold_2163 1 p2 (TA)6 12 665 676   

PHG9_Scaffold_2163 2 p2 (TA)7 14 2062 2075 
potentially 
variable 

PHG9_Scaffold_2163 3 p3 (ATT)5 15 2380 2394 
potentially 
variable 



PHG9_Scaffold_2163 5 p3 (TAA)5 15 14201 14215 
potentially 
variable 

PHG9_Scaffold_2163 11 p2 (TC)6 12 22827 22838   
PHG9_Scaffold_2163 16 p2 (AG)6 12 40144 40155   

PHG9_Scaffold_2163 17 p2 (AT)7 14 40865 40878 
potentially 
variable 

PHG9_Scaffold_2165 1 p3 (CTT)5 15 3368 3382 
potentially 
variable 

PHG9_Scaffold_2167 4 p2 (TA)6 12 13282 13293   

PHG9_Scaffold_2167 8 p2 (AT)8 16 18334 18349 
potentially 
variable 

PHG9_Scaffold_2167 9 p3 (TGT)5 15 18466 18480 
potentially 
variable 

PHG9_Scaffold_2167 10 p2 (GT)9 18 20178 20195 
potentially 
variable 

PHG9_Scaffold_2170 4 p3 (CAA)5 15 2455 2469 
potentially 
variable 

PHG9_Scaffold_2172 6 p2 (AT)8 16 11594 11609 
potentially 
variable 

PHG9_Scaffold_2172 7 p2 (TA)8 16 12445 12460 
potentially 
variable 

PHG9_Scaffold_2176 1 p2 (AT)6 12 44 55   

PHG9_Scaffold_2176 6 p3 (ACC)5 15 6390 6404 
potentially 
variable 

PHG9_Scaffold_2176 9 p2 (GA)7 14 18937 18950 
potentially 
variable 

PHG9_Scaffold_2177 1 p3 (ATA)5 15 3570 3584 
potentially 
variable 

PHG9_Scaffold_2180 1 p2 (AT)8 16 1751 1766 
potentially 
variable 



PHG9_Scaffold_2184 3 p3 (CAC)5 15 9077 9091 
potentially 
variable 

PHG9_Scaffold_2184 5 p3 (CTC)5 15 12830 12844 
potentially 
variable 

PHG9_Scaffold_2184 9 p2 (GT)7 14 24105 24118 
potentially 
variable 

PHG9_Scaffold_2187 2 p3 (TAT)6 18 3373 3390 
potentially 
variable 

PHG9_Scaffold_2187 6 p2 (TA)8 16 14283 14298 
potentially 
variable 

PHG9_Scaffold_2187 9 p3 (CCA)6 18 18828 18845 
potentially 
variable 

PHG9_Scaffold_2187 17 p2 (TA)6 12 56225 56236   
PHG9_Scaffold_2191 3 p2 (TA)6 12 2815 2826   

PHG9_Scaffold_2197 1 p3 (AAG)6 18 371 388 
potentially 
variable 

PHG9_Scaffold_2206 4 p3 (TAT)5 15 18376 18390 
potentially 
variable 

PHG9_Scaffold_2206 6 p2 (TC)6 12 30995 31006   

PHG9_Scaffold_2206 16 p2 (AC)7 14 50694 50707 
potentially 
variable 

PHG9_Scaffold_2206 20 p3 (TAT)5 15 56978 56992 
potentially 
variable 

PHG9_Scaffold_2206 41 p2 (TA)8 16 128238 128253 
potentially 
variable 

PHG9_Scaffold_2207 3 p3 (AGA)5 15 2407 2421 
potentially 
variable 

PHG9_Scaffold_2207 24 p3 (TAT)5 15 46178 46192 
potentially 
variable 

PHG9_Scaffold_2207 28 p2 (AT)9 18 56778 56795 potentially 



variable 
PHG9_Scaffold_2207 37 p2 (TA)6 12 88341 88352   

PHG9_Scaffold_2207 52 p2 (GA)8 16 136636 136651 
potentially 
variable 

PHG9_Scaffold_2207 53 p2 (TC)7 14 137750 137763 
potentially 
variable 

PHG9_Scaffold_2207 56 p2 (AT)7 14 143406 143419 
potentially 
variable 

PHG9_Scaffold_2207 59 p2 (AT)7 14 148844 148857 
potentially 
variable 

PHG9_Scaffold_2207 63 p2 (TA)8 16 160547 160562 
potentially 
variable 

PHG9_Scaffold_2207 69 p3 (TAT)5 15 171005 171019 
potentially 
variable 

PHG9_Scaffold_2207 70 p3 (AAT)5 15 171724 171738 
potentially 
variable 

PHG9_Scaffold_2207 72 p3 (AAG)5 15 176268 176282 
potentially 
variable 

PHG9_Scaffold_2207 73 p2 (AT)8 16 179605 179620 
potentially 
variable 

PHG9_Scaffold_2207 75 p2 (CT)7 14 183663 183676 
potentially 
variable 

PHG9_Scaffold_2207 76 p2 (AT)7 14 189649 189662 
potentially 
variable 

PHG9_Scaffold_2207 78 p2 (CA)6 12 198614 198625   

PHG9_Scaffold_2208 4 p2 (AT)7 14 2599 2612 
potentially 
variable 

PHG9_Scaffold_2208 5 p2 (TA)6 12 3296 3307   

PHG9_Scaffold_2208 7 p2 (AT)9 18 7481 7498 
potentially 
variable 



PHG9_Scaffold_2208 9 p2 (TA)6 12 14782 14793   
PHG9_Scaffold_2211 2 p2 (TG)6 12 14052 14063   

PHG9_Scaffold_2211 5 p2 (TA)7 14 23147 23160 
potentially 
variable 

PHG9_Scaffold_2212 5 p2 (TA)6 12 4272 4283   

PHG9_Scaffold_2212 9 p3 (AAT)5 15 11821 11835 
potentially 
variable 

PHG9_Scaffold_2212 18 p2 (TA)8 16 22639 22654 
potentially 
variable 

PHG9_Scaffold_2214 3 p2 (AT)6 12 3598 3609   

PHG9_Scaffold_2214 4 p2 (TA)7 14 4240 4253 
potentially 
variable 

PHG9_Scaffold_2214 8 p2 (TA)9 18 9164 9181 
potentially 
variable 

PHG9_Scaffold_2214 10 p3 (AAG)5 15 14417 14431 
potentially 
variable 

PHG9_Scaffold_2215 9 p2 (TA)8 16 11773 11788 
potentially 
variable 

PHG9_Scaffold_2215 10 p2 (AT)6 12 13813 13824   

PHG9_Scaffold_2215 12 p2 (TC)9 18 18837 18854 
potentially 
variable 

PHG9_Scaffold_2216 1 p3 (TGT)5 15 282 296 
potentially 
variable 

PHG9_Scaffold_2216 2 p2 (TA)9 18 6939 6956 
potentially 
variable 

PHG9_Scaffold_2216 8 p2 (AT)8 16 34123 34138 
potentially 
variable 

PHG9_Scaffold_2218 8 p2 (TA)6 12 31349 31360   
PHG9_Scaffold_2221 3 p2 (AT)6 12 20261 20272   



PHG9_Scaffold_2221 4 p2 (TA)6 12 20459 20470   
PHG9_Scaffold_2221 6 p2 (TA)6 12 21507 21518   

PHG9_Scaffold_2221 7 p3 (GGT)5 15 24489 24503 
potentially 
variable 

PHG9_Scaffold_2223 4 p2 (AT)7 14 34122 34135 
potentially 
variable 

PHG9_Scaffold_2223 5 p3 (AGA)5 15 40493 40507 
potentially 
variable 

PHG9_Scaffold_2223 6 p3 (TAA)5 15 40675 40689 
potentially 
variable 

PHG9_Scaffold_2224 4 p2 (AT)6 12 6459 6470   

PHG9_Scaffold_2225 6 p2 (AT)8 16 25667 25682 
potentially 
variable 

PHG9_Scaffold_2226 3 p3 (TAA)6 18 24210 24227 
potentially 
variable 

PHG9_Scaffold_2231 4 p3 (GAG)5 15 10109 10123 
potentially 
variable 

PHG9_Scaffold_2235 1 p3 (AAG)6 18 286 303 
potentially 
variable 

PHG9_Scaffold_2235 2 p2 (TA)7 14 2043 2056 
potentially 
variable 

PHG9_Scaffold_2238 4 p3 (ATA)5 15 6657 6671 
potentially 
variable 

PHG9_Scaffold_2240 6 p2 (AT)9 18 15542 15559 
potentially 
variable 

PHG9_Scaffold_2240 10 p2 (AT)9 18 27874 27891 
potentially 
variable 

PHG9_Scaffold_2240 20 p3 (AAT)5 15 42813 42827 
potentially 
variable 

PHG9_Scaffold_2240 25 p2 (TA)6 12 50523 50534   



PHG9_Scaffold_2240 29 p3 (ATA)5 15 55917 55931 
potentially 
variable 

PHG9_Scaffold_2241 4 p2 (TA)8 16 3875 3890 
potentially 
variable 

PHG9_Scaffold_2241 6 p3 (ACA)6 18 11016 11033 
potentially 
variable 

PHG9_Scaffold_2241 14 p2 (TC)7 14 30826 30839 
potentially 
variable 

PHG9_Scaffold_2241 16 p2 (AT)7 14 40300 40313 
potentially 
variable 

PHG9_Scaffold_2241 26 p2 (TA)7 14 57305 57318 
potentially 
variable 

PHG9_Scaffold_2242 4 p3 (CAA)5 15 13130 13144 
potentially 
variable 

PHG9_Scaffold_2243 1 p2 (AT)6 12 7902 7913   

PHG9_Scaffold_2243 10 p3 (TAA)5 15 48326 48340 
potentially 
variable 

PHG9_Scaffold_2243 13 p2 (AT)6 12 59864 59875   

PHG9_Scaffold_2243 21 p3 (TAT)6 18 91598 91615 
potentially 
variable 

PHG9_Scaffold_2245 4 p2 (GA)6 12 4874 4885   

PHG9_Scaffold_2245 7 p3 (GAA)6 18 14357 14374 
potentially 
variable 

PHG9_Scaffold_2245 10 p3 (TAT)5 15 21825 21839 
potentially 
variable 

PHG9_Scaffold_2246 4 p2 (TC)7 14 2854 2867 
potentially 
variable 

PHG9_Scaffold_2246 8 p2 (AT)8 16 10665 10680 
potentially 
variable 

PHG9_Scaffold_2246 10 p3 (CTT)5 15 14097 14111 potentially 



variable 

PHG9_Scaffold_2246 12 p3 (TCT)5 15 24117 24131 
potentially 
variable 

PHG9_Scaffold_2247 3 p2 (AT)7 14 7311 7324 
potentially 
variable 

PHG9_Scaffold_2248 1 p2 (GT)7 14 7448 7461 
potentially 
variable 

PHG9_Scaffold_2248 5 p2 (TA)6 12 13459 13470   

PHG9_Scaffold_2250 2 p2 (AG)7 14 10587 10600 
potentially 
variable 

PHG9_Scaffold_2251 4 p2 (AT)6 12 17007 17018   

PHG9_Scaffold_2252 1 p2 (TA)7 14 168 181 
potentially 
variable 

PHG9_Scaffold_2252 4 p3 (TAA)5 15 12391 12405 
potentially 
variable 

PHG9_Scaffold_2253 9 p2 (GA)6 12 38549 38560   

PHG9_Scaffold_2253 10 p2 (AT)7 14 38776 38789 
potentially 
variable 

PHG9_Scaffold_2253 17 p3 (ATA)5 15 48267 48281 
potentially 
variable 

PHG9_Scaffold_2253 24 p3 (CAG)6 18 63403 63420 
potentially 
variable 

PHG9_Scaffold_2254 1 p3 (ATA)6 18 142 159 
potentially 
variable 

PHG9_Scaffold_2254 3 p3 (AAT)5 15 3663 3677 
potentially 
variable 

PHG9_Scaffold_2255 2 p3 (ATA)5 15 7250 7264 
potentially 
variable 

PHG9_Scaffold_2259 1 p2 (TA)7 14 401 414 
potentially 
variable 



PHG9_Scaffold_2259 2 p2 (AT)8 16 724 739 
potentially 
variable 

PHG9_Scaffold_2259 3 p2 (TA)7 14 1613 1626 
potentially 
variable 

PHG9_Scaffold_2259 4 p2 (AT)7 14 13123 13136 
potentially 
variable 

PHG9_Scaffold_2259 12 p2 (TA)6 12 55732 55743   
PHG9_Scaffold_2259 18 p2 (GA)6 12 72231 72242   

PHG9_Scaffold_2259 23 p2 (TA)9 18 80081 80098 
potentially 
variable 

PHG9_Scaffold_2260 2 p2 (CT)7 14 10487 10500 
potentially 
variable 

PHG9_Scaffold_2260 8 p2 (TA)9 18 21863 21880 
potentially 
variable 

PHG9_Scaffold_2261 6 p2 (AT)6 12 5179 5190   

PHG9_Scaffold_2263 5 p2 (TA)9 18 13756 13773 
potentially 
variable 

PHG9_Scaffold_2263 15 p3 (TAT)5 15 39798 39812 
potentially 
variable 

PHG9_Scaffold_2265 1 p2 (TA)6 12 11609 11620   
PHG9_Scaffold_2269 4 p2 (AT)6 12 18541 18552   

PHG9_Scaffold_2270 1 p3 (AGA)5 15 969 983 
potentially 
variable 

PHG9_Scaffold_2272 1 p2 (CA)7 14 1268 1281 
potentially 
variable 

PHG9_Scaffold_2272 2 p2 (TA)6 12 2174 2185   

PHG9_Scaffold_2275 1 p2 (TA)9 18 4095 4112 
potentially 
variable 

PHG9_Scaffold_2275 4 p2 (TA)7 14 10624 10637 
potentially 
variable 



PHG9_Scaffold_2277 11 p2 (TA)6 12 52883 52894   
PHG9_Scaffold_2277 12 p2 (TC)6 12 55714 55725   
PHG9_Scaffold_2277 19 p2 (AC)6 12 68781 68792   

PHG9_Scaffold_2277 30 p2 (TC)7 14 115675 115688 
potentially 
variable 

PHG9_Scaffold_2277 31 p2 (AT)7 14 116410 116423 
potentially 
variable 

PHG9_Scaffold_2277 32 p3 (CAC)5 15 121376 121390 
potentially 
variable 

PHG9_Scaffold_2277 33 p3 (TAT)5 15 127282 127296 
potentially 
variable 

PHG9_Scaffold_2277 34 p3 (TTA)5 15 127453 127467 
potentially 
variable 

PHG9_Scaffold_2277 35 p2 (TA)7 14 130353 130366 
potentially 
variable 

PHG9_Scaffold_2278 10 p2 (TG)7 14 31266 31279 
potentially 
variable 

PHG9_Scaffold_2278 13 p2 (TA)8 16 43574 43589 
potentially 
variable 

PHG9_Scaffold_2278 14 p2 (AT)9 18 49298 49315 
potentially 
variable 

PHG9_Scaffold_2278 15 p3 (AAT)6 18 53580 53597 
potentially 
variable 

PHG9_Scaffold_2278 16 p3 (TGA)5 15 53772 53786 
potentially 
variable 

PHG9_Scaffold_2278 17 p2 (TA)6 12 54769 54780   

PHG9_Scaffold_2279 4 p2 (TA)8 16 10044 10059 
potentially 
variable 

PHG9_Scaffold_2279 6 p2 (GA)7 14 10635 10648 
potentially 
variable 



PHG9_Scaffold_2280 2 p3 (CGA)5 15 4373 4387 
potentially 
variable 

PHG9_Scaffold_2280 3 p2 (GT)7 14 6737 6750 
potentially 
variable 

PHG9_Scaffold_2280 4 p2 (TA)7 14 8281 8294 
potentially 
variable 

PHG9_Scaffold_2280 5 p2 (TC)6 12 15036 15047   
PHG9_Scaffold_2281 2 p2 (AT)6 12 2596 2607   
PHG9_Scaffold_2281 4 p2 (AT)6 12 8802 8813   
PHG9_Scaffold_2281 6 p2 (AT)6 12 15009 15020   
PHG9_Scaffold_2281 8 p2 (AT)6 12 21215 21226   
PHG9_Scaffold_2281 10 p2 (AT)6 12 27421 27432   
PHG9_Scaffold_2283 2 p2 (TA)6 12 1736 1747   
PHG9_Scaffold_2283 5 p2 (GT)6 12 6640 6651   
PHG9_Scaffold_2286 2 p2 (TC)6 12 1749 1760   

PHG9_Scaffold_2286 3 p3 (GGT)6 18 1889 1906 
potentially 
variable 

PHG9_Scaffold_2286 5 p2 (AT)7 14 13679 13692 
potentially 
variable 

PHG9_Scaffold_2287 9 p2 (TA)6 12 34740 34751   

PHG9_Scaffold_2288 5 p3 (ATA)6 18 8819 8836 
potentially 
variable 

PHG9_Scaffold_2289 1 p3 (TTA)5 15 1368 1382 
potentially 
variable 

PHG9_Scaffold_2289 14 p2 (TA)6 12 27002 27013   

PHG9_Scaffold_2289 15 p3 (AAT)5 15 35333 35347 
potentially 
variable 

PHG9_Scaffold_2289 19 p2 (AT)6 12 43214 43225   
PHG9_Scaffold_2289 20 p2 (TA)6 12 44480 44491   



PHG9_Scaffold_2289 23 p3 (TTA)5 15 49898 49912 
potentially 
variable 

PHG9_Scaffold_2289 24 p3 (TTC)5 15 50741 50755 
potentially 
variable 

PHG9_Scaffold_2289 27 p2 (AT)9 18 52236 52253 
potentially 
variable 

PHG9_Scaffold_2289 28 p2 (AT)8 16 55820 55835 
potentially 
variable 

PHG9_Scaffold_2290 9 p3 (TCT)5 15 24923 24937 
potentially 
variable 

PHG9_Scaffold_2290 10 p2 (TA)8 16 27212 27227 
potentially 
variable 

PHG9_Scaffold_2290 11 p2 (TA)8 16 28133 28148 
potentially 
variable 

PHG9_Scaffold_2292 3 p3 (AAT)5 15 5532 5546 
potentially 
variable 

PHG9_Scaffold_2292 5 p2 (AT)6 12 25769 25780   

PHG9_Scaffold_2293 1 p2 (AT)8 16 127 142 
potentially 
variable 

PHG9_Scaffold_2293 9 p2 (TC)6 12 20815 20826   

PHG9_Scaffold_2293 10 p2 (AT)7 14 21302 21315 
potentially 
variable 

PHG9_Scaffold_2295 7 p2 (TA)7 14 33432 33445 
potentially 
variable 

PHG9_Scaffold_2296 3 p2 (TA)6 12 2592 2603   

PHG9_Scaffold_2296 6 p2 (CT)7 14 26087 26100 
potentially 
variable 

PHG9_Scaffold_2296 8 p2 (TA)7 14 34937 34950 
potentially 
variable 

PHG9_Scaffold_2300 5 p2 (AT)6 12 9719 9730   



PHG9_Scaffold_2301 1 p2 (TA)6 12 4985 4996   

PHG9_Scaffold_2303 14 p3 (TAG)5 15 54469 54483 
potentially 
variable 

PHG9_Scaffold_2303 23 p2 (AT)7 14 68997 69010 
potentially 
variable 

PHG9_Scaffold_2303 25 p2 (AT)6 12 70862 70873   

PHG9_Scaffold_2303 41 p3 (GAT)6 18 107968 107985 
potentially 
variable 

PHG9_Scaffold_2303 52 p3 (AAT)6 18 141199 141216 
potentially 
variable 

PHG9_Scaffold_2303 60 p3 (GGC)5 15 158376 158390 
potentially 
variable 

PHG9_Scaffold_2303 68 p2 (AT)8 16 178537 178552 
potentially 
variable 

PHG9_Scaffold_2303 72 p3 (TCA)5 15 197555 197569 
potentially 
variable 

PHG9_Scaffold_2305 1 p2 (TA)8 16 840 855 
potentially 
variable 

PHG9_Scaffold_2307 2 p2 (TA)7 14 12429 12442 
potentially 
variable 

PHG9_Scaffold_2307 5 p2 (TA)7 14 32664 32677 
potentially 
variable 

PHG9_Scaffold_2308 5 p2 (TA)9 18 8791 8808 
potentially 
variable 

PHG9_Scaffold_2308 16 p2 (AT)6 12 22661 22672   
PHG9_Scaffold_2308 19 p2 (AT)6 12 27917 27928   

PHG9_Scaffold_2308 21 p2 (AT)7 14 36109 36122 
potentially 
variable 

PHG9_Scaffold_2308 25 p2 (TA)8 16 45331 45346 
potentially 
variable 



PHG9_Scaffold_2308 29 p2 (CT)6 12 52358 52369   
PHG9_Scaffold_2308 32 p2 (TA)6 12 55798 55809   

PHG9_Scaffold_2308 41 p3 (CAA)5 15 74934 74948 
potentially 
variable 

PHG9_Scaffold_2308 46 p2 (AT)6 12 86934 86945   

PHG9_Scaffold_2308 52 p3 (GTG)5 15 101842 101856 
potentially 
variable 

PHG9_Scaffold_2308 54 p2 (CT)6 12 107073 107084   

PHG9_Scaffold_2312 4 p2 (TA)7 14 5698 5711 
potentially 
variable 

PHG9_Scaffold_2313 1 p2 (TC)7 14 633 646 
potentially 
variable 

PHG9_Scaffold_2313 8 p2 (TA)7 14 14218 14231 
potentially 
variable 

PHG9_Scaffold_2314 8 p2 (TA)7 14 19132 19145 
potentially 
variable 

PHG9_Scaffold_2314 18 p2 (AT)8 16 35168 35183 
potentially 
variable 

PHG9_Scaffold_2315 1 p2 (AT)7 14 1223 1236 
potentially 
variable 

PHG9_Scaffold_2316 4 p3 (ATG)5 15 22545 22559 
potentially 
variable 

PHG9_Scaffold_2316 5 p3 (TTA)5 15 27022 27036 
potentially 
variable 

PHG9_Scaffold_2318 6 p3 (ATT)5 15 29715 29729 
potentially 
variable 

PHG9_Scaffold_2320 2 p2 (TA)6 12 5921 5932   
PHG9_Scaffold_2321 4 p2 (AT)6 12 12351 12362   

PHG9_Scaffold_2321 8 p2 (TA)7 14 28538 28551 
potentially 
variable 



PHG9_Scaffold_2321 16 p2 (TG)8 16 42038 42053 
potentially 
variable 

PHG9_Scaffold_2321 17 p2 (TA)6 12 49557 49568   

PHG9_Scaffold_2321 21 p3 (TAA)5 15 60531 60545 
potentially 
variable 

PHG9_Scaffold_2321 25 p2 (CT)7 14 62952 62965 
potentially 
variable 

PHG9_Scaffold_2321 41 p3 (GAA)5 15 117775 117789 
potentially 
variable 

PHG9_Scaffold_2321 42 p2 (CT)7 14 118039 118052 
potentially 
variable 

PHG9_Scaffold_2321 43 p3 (ATG)5 15 120100 120114 
potentially 
variable 

PHG9_Scaffold_2321 45 p2 (AT)6 12 122930 122941   

PHG9_Scaffold_2321 47 p2 (TA)7 14 125026 125039 
potentially 
variable 

PHG9_Scaffold_2321 56 p2 (AT)6 12 147436 147447   

PHG9_Scaffold_2321 68 p2 (TA)7 14 183969 183982 
potentially 
variable 

PHG9_Scaffold_2321 69 p2 (TA)7 14 186888 186901 
potentially 
variable 

PHG9_Scaffold_2321 79 p2 (GA)6 12 224026 224037   

PHG9_Scaffold_2322 2 p3 (ACA)5 15 3038 3052 
potentially 
variable 

PHG9_Scaffold_2322 5 p2 (TA)8 16 11651 11666 
potentially 
variable 

PHG9_Scaffold_2323 8 p2 (AT)6 12 42220 42231   

PHG9_Scaffold_2323 11 p3 (TTA)6 18 44047 44064 
potentially 
variable 

PHG9_Scaffold_2323 14 p3 (TCT)5 15 52855 52869 potentially 



variable 

PHG9_Scaffold_2323 27 p3 (AAT)5 15 97120 97134 
potentially 
variable 

PHG9_Scaffold_2323 30 p2 (GA)7 14 111120 111133 
potentially 
variable 

PHG9_Scaffold_2323 31 p3 (TTA)5 15 120942 120956 
potentially 
variable 

PHG9_Scaffold_2323 38 p2 (TA)6 12 194952 194963   

PHG9_Scaffold_2323 39 p2 (AT)8 16 199883 199898 
potentially 
variable 

PHG9_Scaffold_2323 40 p2 (AT)8 16 205532 205547 
potentially 
variable 

PHG9_Scaffold_2324 1 p2 (AT)6 12 1616 1627   

PHG9_Scaffold_2325 6 p2 (AT)8 16 23610 23625 
potentially 
variable 

PHG9_Scaffold_2325 12 p2 (AT)6 12 37202 37213   

PHG9_Scaffold_2325 16 p3 (AAT)5 15 48991 49005 
potentially 
variable 

PHG9_Scaffold_2325 17 p2 (AT)6 12 52931 52942   
PHG9_Scaffold_2325 18 p2 (TG)6 12 56825 56836   

PHG9_Scaffold_2325 20 p2 (AT)7 14 63803 63816 
potentially 
variable 

PHG9_Scaffold_2326 1 p2 (TA)6 12 438 449   
PHG9_Scaffold_2326 6 p2 (AT)6 12 14813 14824   
PHG9_Scaffold_2327 2 p2 (AG)6 12 3077 3088   
PHG9_Scaffold_2327 9 p2 (TA)6 12 34618 34629   

PHG9_Scaffold_2329 9 p3 (TTA)5 15 19567 19581 
potentially 
variable 

PHG9_Scaffold_2329 17 p2 (TC)7 14 31846 31859 potentially 



variable 
PHG9_Scaffold_2330 1 p2 (AT)6 12 691 702   

PHG9_Scaffold_2330 2 p2 (TA)8 16 1768 1783 
potentially 
variable 

PHG9_Scaffold_2330 13 p2 (AT)6 12 48600 48611   
PHG9_Scaffold_2330 15 p2 (GA)6 12 56132 56143   

PHG9_Scaffold_2330 19 p3 (AAT)5 15 61243 61257 
potentially 
variable 

PHG9_Scaffold_2330 27 p3 (CAT)5 15 82394 82408 
potentially 
variable 

PHG9_Scaffold_2331 4 p3 (TAC)6 18 5318 5335 
potentially 
variable 

PHG9_Scaffold_2333 12 p2 (TA)7 14 30655 30668 
potentially 
variable 

PHG9_Scaffold_2335 2 p2 (GA)7 14 5923 5936 
potentially 
variable 

PHG9_Scaffold_2336 8 p3 (ATT)6 18 22956 22973 
potentially 
variable 

PHG9_Scaffold_2337 1 p2 (TA)6 12 12937 12948   

PHG9_Scaffold_2337 3 p2 (TA)9 18 34236 34253 
potentially 
variable 

PHG9_Scaffold_2338 4 p3 (TGG)6 18 19310 19327 
potentially 
variable 

PHG9_Scaffold_2338 6 p2 (TA)6 12 22012 22023   

PHG9_Scaffold_2338 10 p2 (AT)7 14 33188 33201 
potentially 
variable 

PHG9_Scaffold_2338 11 p2 (TA)7 14 35678 35691 
potentially 
variable 

PHG9_Scaffold_2340 2 p3 (TAA)5 15 564 578 
potentially 
variable 



PHG9_Scaffold_2340 11 p3 (GAA)5 15 28667 28681 
potentially 
variable 

PHG9_Scaffold_2340 18 p2 (TA)6 12 43883 43894   

PHG9_Scaffold_2342 3 p3 (CAA)6 18 2293 2310 
potentially 
variable 

PHG9_Scaffold_2343 7 p2 (TA)6 12 14996 15007   

PHG9_Scaffold_2345 11 p2 (GT)7 14 22231 22244 
potentially 
variable 

PHG9_Scaffold_2345 16 p3 (ACT)5 15 32891 32905 
potentially 
variable 

PHG9_Scaffold_2345 20 p2 (AT)6 12 41714 41725   
PHG9_Scaffold_2345 23 p2 (CT)6 12 48736 48747   
PHG9_Scaffold_2345 32 p2 (AG)6 12 64769 64780   
PHG9_Scaffold_2345 33 p2 (TA)6 12 67968 67979   

PHG9_Scaffold_2345 38 p2 (TC)9 18 89924 89941 
potentially 
variable 

PHG9_Scaffold_2346 6 p2 (TA)7 14 10496 10509 
potentially 
variable 

PHG9_Scaffold_2346 8 p2 (AT)8 16 18103 18118 
potentially 
variable 

PHG9_Scaffold_2348 6 p2 (AT)6 12 13407 13418   

PHG9_Scaffold_2348 16 p2 (TA)7 14 59182 59195 
potentially 
variable 

PHG9_Scaffold_2350 3 p2 (AT)7 14 8218 8231 
potentially 
variable 

PHG9_Scaffold_2351 5 p2 (TA)6 12 3446 3457   

PHG9_Scaffold_2351 8 p2 (TA)7 14 13525 13538 
potentially 
variable 

PHG9_Scaffold_2354 4 p2 (TA)7 14 21231 21244 potentially 



variable 
PHG9_Scaffold_2354 5 p2 (AT)6 12 22660 22671   

PHG9_Scaffold_2354 10 p2 (AT)7 14 37027 37040 
potentially 
variable 

PHG9_Scaffold_2354 17 p3 (CCA)6 18 52388 52405 
potentially 
variable 

PHG9_Scaffold_2354 21 p2 (AT)9 18 63539 63556 
potentially 
variable 

PHG9_Scaffold_2355 3 p2 (TG)7 14 3762 3775 
potentially 
variable 

PHG9_Scaffold_2355 4 p2 (TA)6 12 8065 8076   

PHG9_Scaffold_2357 2 p2 (TC)8 16 17344 17359 
potentially 
variable 

PHG9_Scaffold_2359 8 p2 (AT)7 14 27852 27865 
potentially 
variable 

PHG9_Scaffold_2359 9 p3 (AAT)5 15 40177 40191 
potentially 
variable 

PHG9_Scaffold_2359 12 p2 (AT)6 12 63817 63828   

PHG9_Scaffold_2359 13 p3 (ATT)5 15 63981 63995 
potentially 
variable 

PHG9_Scaffold_2359 17 p2 (TA)8 16 72606 72621 
potentially 
variable 

PHG9_Scaffold_2359 18 p2 (TA)6 12 78004 78015   

PHG9_Scaffold_2359 23 p3 (TTA)5 15 88694 88708 
potentially 
variable 

PHG9_Scaffold_2359 27 p2 (AC)8 16 102486 102501 
potentially 
variable 

PHG9_Scaffold_2359 32 p2 (TA)9 18 107477 107494 
potentially 
variable 

PHG9_Scaffold_2361 1 p2 (AT)9 18 135 152 potentially 



variable 
PHG9_Scaffold_2361 3 p2 (AC)6 12 3003 3014   

PHG9_Scaffold_2361 10 p2 (TA)9 18 17647 17664 
potentially 
variable 

PHG9_Scaffold_2361 11 p3 (AAG)5 15 25771 25785 
potentially 
variable 

PHG9_Scaffold_2361 16 p2 (TA)7 14 37825 37838 
potentially 
variable 

PHG9_Scaffold_2361 18 p6 (CACTTA)7 42 40073 40114 Hypervariable 

PHG9_Scaffold_2361 38 p3 (CGG)5 15 86791 86805 
potentially 
variable 

PHG9_Scaffold_2361 40 p2 (TC)6 12 87417 87428   

PHG9_Scaffold_2361 45 p2 (AT)8 16 97626 97641 
potentially 
variable 

PHG9_Scaffold_2361 52 p2 (TA)6 12 115014 115025   

PHG9_Scaffold_2361 63 p2 (GT)9 18 153125 153142 
potentially 
variable 

PHG9_Scaffold_2361 64 p2 (AT)8 16 155069 155084 
potentially 
variable 

PHG9_Scaffold_2361 80 p2 (AT)8 16 212969 212984 
potentially 
variable 

PHG9_Scaffold_2361 82 p3 (TTA)5 15 214357 214371 
potentially 
variable 

PHG9_Scaffold_2361 88 p2 (GA)9 18 230137 230154 
potentially 
variable 

PHG9_Scaffold_2361 95 p3 (GTT)6 18 237498 237515 
potentially 
variable 

PHG9_Scaffold_2361 109 p2 (CT)8 16 282548 282563 
potentially 
variable 

PHG9_Scaffold_2361 111 p2 (GA)7 14 292048 292061 potentially 



variable 

PHG9_Scaffold_2361 112 p2 (AT)7 14 293772 293785 
potentially 
variable 

PHG9_Scaffold_2361 115 p2 (AT)8 16 301924 301939 
potentially 
variable 

PHG9_Scaffold_2362 2 p2 (TA)7 14 22068 22081 
potentially 
variable 

PHG9_Scaffold_2363 8 p3 (CAT)5 15 20588 20602 
potentially 
variable 

PHG9_Scaffold_2363 11 p2 (TA)7 14 27125 27138 
potentially 
variable 

PHG9_Scaffold_2363 19 p2 (AT)6 12 57414 57425   

PHG9_Scaffold_2363 25 p3 (TAA)5 15 76619 76633 
potentially 
variable 

PHG9_Scaffold_2363 26 p3 (ATT)5 15 78451 78465 
potentially 
variable 

PHG9_Scaffold_2363 27 p3 (ATA)5 15 79203 79217 
potentially 
variable 

PHG9_Scaffold_2363 29 p2 (CA)6 12 79745 79756   
PHG9_Scaffold_2363 30 p2 (TA)6 12 84526 84537   

PHG9_Scaffold_2363 32 p2 (TA)7 14 88964 88977 
potentially 
variable 

PHG9_Scaffold_2363 37 p2 (TC)6 12 98178 98189   

PHG9_Scaffold_2364 7 p2 (GA)7 14 31836 31849 
potentially 
variable 

PHG9_Scaffold_2364 8 p3 (ATT)5 15 38892 38906 
potentially 
variable 

PHG9_Scaffold_2364 12 p2 (AT)6 12 62496 62507   

PHG9_Scaffold_2364 14 p3 (TGA)5 15 68787 68801 
potentially 
variable 



PHG9_Scaffold_2365 8 p3 (GAA)5 15 64089 64103 
potentially 
variable 

PHG9_Scaffold_2365 13 p3 (TTA)5 15 79072 79086 
potentially 
variable 

PHG9_Scaffold_2365 18 p2 (AT)7 14 95690 95703 
potentially 
variable 

PHG9_Scaffold_2365 23 p2 (AT)8 16 116553 116568 
potentially 
variable 

PHG9_Scaffold_2365 27 p2 (AT)9 18 126269 126286 
potentially 
variable 

PHG9_Scaffold_2365 39 p3 (GTT)5 15 157850 157864 
potentially 
variable 

PHG9_Scaffold_2365 43 p2 (AT)8 16 169481 169496 
potentially 
variable 

PHG9_Scaffold_2365 44 p3 (TAT)5 15 171034 171048 
potentially 
variable 

PHG9_Scaffold_2365 46 p2 (TA)6 12 171276 171287   

PHG9_Scaffold_2365 47 p2 (AC)8 16 177940 177955 
potentially 
variable 

PHG9_Scaffold_2365 50 p2 (TA)6 12 180956 180967   

PHG9_Scaffold_2365 53 p3 (AGA)5 15 186224 186238 
potentially 
variable 

PHG9_Scaffold_2365 59 p2 (AT)9 18 200977 200994 
potentially 
variable 

PHG9_Scaffold_2366 25 p3 (AAT)5 15 53161 53175 
potentially 
variable 

PHG9_Scaffold_2366 26 p2 (CT)7 14 53594 53607 
potentially 
variable 

PHG9_Scaffold_2367 3 p3 (TTG)5 15 2267 2281 
potentially 
variable 



PHG9_Scaffold_2368 3 p3 (TTC)5 15 14644 14658 
potentially 
variable 

PHG9_Scaffold_2368 8 p3 (TTA)5 15 33992 34006 
potentially 
variable 

PHG9_Scaffold_2368 9 p2 (AT)6 12 38382 38393   

PHG9_Scaffold_2368 15 p2 (AT)7 14 53711 53724 
potentially 
variable 

PHG9_Scaffold_2372 5 p3 (AAT)5 15 15283 15297 
potentially 
variable 

PHG9_Scaffold_2375 11 p2 (TG)9 18 26574 26591 
potentially 
variable 

PHG9_Scaffold_2375 12 p2 (TA)6 12 28557 28568   

PHG9_Scaffold_2375 13 p3 (TCA)5 15 29400 29414 
potentially 
variable 

PHG9_Scaffold_2375 15 p3 (ATT)5 15 30742 30756 
potentially 
variable 

PHG9_Scaffold_2375 21 p3 (ATA)5 15 39157 39171 
potentially 
variable 

PHG9_Scaffold_2375 25 p3 (TTA)5 15 42637 42651 
potentially 
variable 

PHG9_Scaffold_2375 27 p2 (GT)7 14 46798 46811 
potentially 
variable 

PHG9_Scaffold_2375 28 p3 (AAT)6 18 49846 49863 
potentially 
variable 

PHG9_Scaffold_2375 35 p2 (AT)7 14 59646 59659 
potentially 
variable 

PHG9_Scaffold_2375 36 p3 (TTG)5 15 65586 65600 
potentially 
variable 

PHG9_Scaffold_2375 37 p3 (GGA)5 15 67416 67430 
potentially 
variable 



PHG9_Scaffold_2375 38 p3 (CAA)5 15 67779 67793 
potentially 
variable 

PHG9_Scaffold_2376 1 p3 (AGA)6 18 556 573 
potentially 
variable 

PHG9_Scaffold_2376 4 p2 (AT)7 14 6498 6511 
potentially 
variable 

PHG9_Scaffold_2377 2 p2 (AT)6 12 5632 5643   

PHG9_Scaffold_2377 6 p2 (TA)7 14 7476 7489 
potentially 
variable 

PHG9_Scaffold_2377 10 p3 (TTC)5 15 15681 15695 
potentially 
variable 

PHG9_Scaffold_2377 12 p3 (GGT)5 15 27401 27415 
potentially 
variable 

PHG9_Scaffold_2377 14 p3 (TAT)5 15 32366 32380 
potentially 
variable 

PHG9_Scaffold_2377 17 p3 (TCA)5 15 43763 43777 
potentially 
variable 

PHG9_Scaffold_2378 4 p2 (AT)7 14 24410 24423 
potentially 
variable 

PHG9_Scaffold_2378 6 p3 (AAT)5 15 27836 27850 
potentially 
variable 

PHG9_Scaffold_2386 1 p3 (CTT)5 15 3984 3998 
potentially 
variable 

PHG9_Scaffold_2387 12 p2 (TA)6 12 22488 22499   

PHG9_Scaffold_2387 13 p2 (CA)8 16 22782 22797 
potentially 
variable 

PHG9_Scaffold_2387 18 p2 (TC)6 12 29674 29685   
PHG9_Scaffold_2388 3 p2 (AT)6 12 69418 69429   

PHG9_Scaffold_2388 4 p2 (AT)7 14 72963 72976 
potentially 
variable 



PHG9_Scaffold_2390 3 p2 (AT)6 12 705 716   
PHG9_Scaffold_2390 4 p2 (AT)6 12 4655 4666   

PHG9_Scaffold_2390 5 p2 (AT)8 16 8276 8291 
potentially 
variable 

PHG9_Scaffold_2391 6 p2 (TA)6 12 8155 8166   
PHG9_Scaffold_2394 6 p2 (AG)6 12 19978 19989   

PHG9_Scaffold_2396 7 p3 (ATT)5 15 10349 10363 
potentially 
variable 

PHG9_Scaffold_2399 1 p2 (TA)7 14 3471 3484 
potentially 
variable 

PHG9_Scaffold_2399 4 p2 (AT)7 14 18892 18905 
potentially 
variable 

PHG9_Scaffold_2399 6 p2 (TA)6 12 20980 20991   

PHG9_Scaffold_2400 2 p3 (ATT)5 15 7711 7725 
potentially 
variable 

PHG9_Scaffold_2401 2 p2 (AT)6 12 4486 4497   

PHG9_Scaffold_2403 3 p3 (CCT)6 18 6617 6634 
potentially 
variable 

PHG9_Scaffold_2405 5 p2 (GA)7 14 14541 14554 
potentially 
variable 

PHG9_Scaffold_2405 8 p2 (TA)7 14 19018 19031 
potentially 
variable 

PHG9_Scaffold_2407 2 p3 (AGA)6 18 9083 9100 
potentially 
variable 

PHG9_Scaffold_2409 15 p2 (AT)6 12 34033 34044   

PHG9_Scaffold_2410 1 p2 (TA)7 14 3404 3417 
potentially 
variable 

PHG9_Scaffold_2412 7 p2 (AT)6 12 39343 39354   
PHG9_Scaffold_2412 11 p3 (TAC)5 15 47092 47106 potentially 



variable 

PHG9_Scaffold_2412 21 p2 (AT)7 14 60413 60426 
potentially 
variable 

PHG9_Scaffold_2412 28 p2 (AT)6 12 70927 70938   

PHG9_Scaffold_2412 52 p2 (AC)7 14 165639 165652 
potentially 
variable 

PHG9_Scaffold_2414 3 p3 (TTC)5 15 6291 6305 
potentially 
variable 

PHG9_Scaffold_2415 5 p2 (TA)6 12 25220 25231   

PHG9_Scaffold_2415 15 p2 (AC)8 16 50733 50748 
potentially 
variable 

PHG9_Scaffold_2415 18 p2 (TA)9 18 57966 57983 
potentially 
variable 

PHG9_Scaffold_2415 19 p2 (TA)6 12 59185 59196   
PHG9_Scaffold_2415 32 p2 (AT)6 12 112394 112405   

PHG9_Scaffold_2416 4 p2 (AT)8 16 28753 28768 
potentially 
variable 

PHG9_Scaffold_2416 5 p2 (TA)6 12 29318 29329   
PHG9_Scaffold_2417 8 p2 (TA)6 12 27109 27120   

PHG9_Scaffold_2417 17 p3 (TGA)6 18 66604 66621 
potentially 
variable 

PHG9_Scaffold_2417 21 p3 (TTC)5 15 76868 76882 
potentially 
variable 

PHG9_Scaffold_2419 8 p2 (AT)6 12 16050 16061   
PHG9_Scaffold_2419 13 p2 (TA)6 12 29312 29323   

PHG9_Scaffold_2419 14 p3 (TGA)6 18 37745 37762 
potentially 
variable 

PHG9_Scaffold_2419 17 p2 (AT)8 16 45110 45125 
potentially 
variable 



PHG9_Scaffold_2421 2 p2 (AC)6 12 10730 10741   

PHG9_Scaffold_2421 4 p2 (TA)7 14 26748 26761 
potentially 
variable 

PHG9_Scaffold_2421 10 p2 (TA)7 14 59732 59745 
potentially 
variable 

PHG9_Scaffold_2425 2 p2 (AT)7 14 2831 2844 
potentially 
variable 

PHG9_Scaffold_2427 1 p2 (AT)6 12 470 481   

PHG9_Scaffold_2427 3 p2 (AT)9 18 4168 4185 
potentially 
variable 

PHG9_Scaffold_2427 6 p3 (TTA)5 15 28797 28811 
potentially 
variable 

PHG9_Scaffold_2427 9 p2 (TA)7 14 41630 41643 
potentially 
variable 

PHG9_Scaffold_2428 8 p2 (AG)6 12 15656 15667   

PHG9_Scaffold_2429 2 p2 (AT)8 16 3332 3347 
potentially 
variable 

PHG9_Scaffold_2435 2 p2 (AT)8 16 3026 3041 
potentially 
variable 

PHG9_Scaffold_2442 1 p3 (CTT)5 15 5693 5707 
potentially 
variable 

PHG9_Scaffold_2443 3 p2 (TA)7 14 9627 9640 
potentially 
variable 

PHG9_Scaffold_2443 10 p2 (TA)6 12 33232 33243   

PHG9_Scaffold_2443 11 p2 (AT)8 16 35065 35080 
potentially 
variable 

PHG9_Scaffold_2443 13 p2 (TA)6 12 42088 42099   
PHG9_Scaffold_2453 4 p2 (AT)6 12 6292 6303   

PHG9_Scaffold_2453 14 p2 (CT)7 14 37125 37138 
potentially 
variable 



PHG9_Scaffold_2453 25 p2 (AG)7 14 71713 71726 
potentially 
variable 

PHG9_Scaffold_2454 6 p2 (TA)6 12 8951 8962   

PHG9_Scaffold_2454 11 p2 (GA)7 14 27383 27396 
potentially 
variable 

PHG9_Scaffold_2455 1 p2 (TA)7 14 6705 6718 
potentially 
variable 

PHG9_Scaffold_2455 3 p2 (TA)6 12 20654 20665   
PHG9_Scaffold_2457 6 p2 (TA)6 12 32690 32701   

PHG9_Scaffold_2457 9 p2 (TA)7 14 43409 43422 
potentially 
variable 

PHG9_Scaffold_2459 9 p3 (TTC)6 18 35246 35263 
potentially 
variable 

PHG9_Scaffold_2461 1 p2 (AC)7 14 2559 2572 
potentially 
variable 

PHG9_Scaffold_2462 2 p2 (TA)8 16 983 998 
potentially 
variable 

PHG9_Scaffold_2462 9 p2 (AG)6 12 13893 13904   
PHG9_Scaffold_2462 11 p2 (TA)6 12 18914 18925   

PHG9_Scaffold_2462 12 p2 (TA)9 18 26772 26789 
potentially 
variable 

PHG9_Scaffold_2462 15 p3 (AAG)6 18 38287 38304 
potentially 
variable 

PHG9_Scaffold_2462 16 p2 (TA)7 14 40027 40040 
potentially 
variable 

PHG9_Scaffold_2465 1 p2 (TA)6 12 9236 9247   

PHG9_Scaffold_2465 5 p2 (AT)7 14 47790 47803 
potentially 
variable 

PHG9_Scaffold_2465 11 p2 (GA)6 12 94948 94959   



PHG9_Scaffold_2467 4 p2 (TA)6 12 5853 5864   
PHG9_Scaffold_2467 10 p2 (AT)6 12 8086 8097   
PHG9_Scaffold_2467 11 p6 (GCTTTG)6 36 9603 9638 Hypervariable 
PHG9_Scaffold_2467 12 p2 (AT)6 12 14854 14865   

PHG9_Scaffold_2467 16 p2 (TA)7 14 25515 25528 
potentially 
variable 

PHG9_Scaffold_2467 17 p2 (AT)7 14 28000 28013 
potentially 
variable 

PHG9_Scaffold_2470 3 p2 (AT)6 12 2321 2332   
PHG9_Scaffold_2470 14 p2 (TC)6 12 35350 35361   
PHG9_Scaffold_2472 7 p2 (AT)6 12 8796 8807   

PHG9_Scaffold_2472 8 p2 (AG)8 16 12861 12876 
potentially 
variable 

PHG9_Scaffold_2472 17 p2 (AG)8 16 50684 50699 
potentially 
variable 

PHG9_Scaffold_2472 27 p2 (TA)8 16 87652 87667 
potentially 
variable 

PHG9_Scaffold_2472 28 p2 (AG)6 12 88740 88751   

PHG9_Scaffold_2472 29 p2 (AG)7 14 89038 89051 
potentially 
variable 

PHG9_Scaffold_2472 35 p3 (TAT)6 18 104544 104561 
potentially 
variable 

PHG9_Scaffold_2472 38 p2 (GA)7 14 115597 115610 
potentially 
variable 

PHG9_Scaffold_2472 40 p2 (CT)8 16 126529 126544 
potentially 
variable 

PHG9_Scaffold_2473 1 p2 (AT)6 12 12964 12975   

PHG9_Scaffold_2473 2 p3 (ATA)5 15 17746 17760 
potentially 
variable 



PHG9_Scaffold_2473 3 p2 (TC)8 16 18599 18614 
potentially 
variable 

PHG9_Scaffold_2474 3 p2 (TA)7 14 2714 2727 
potentially 
variable 

PHG9_Scaffold_2474 5 p2 (AC)6 12 14214 14225   

PHG9_Scaffold_2476 5 p2 (TC)9 18 12760 12777 
potentially 
variable 

PHG9_Scaffold_2476 12 p2 (TA)6 12 31844 31855   

PHG9_Scaffold_2476 16 p2 (TA)8 16 36616 36631 
potentially 
variable 

PHG9_Scaffold_2476 17 p2 (TG)7 14 37190 37203 
potentially 
variable 

PHG9_Scaffold_2476 22 p3 (ATT)5 15 47307 47321 
potentially 
variable 

PHG9_Scaffold_2476 27 p2 (TA)6 12 62727 62738   

PHG9_Scaffold_2476 32 p2 (TA)7 14 76736 76749 
potentially 
variable 

PHG9_Scaffold_2476 33 p2 (TA)8 16 79509 79524 
potentially 
variable 

PHG9_Scaffold_2476 40 p3 (CAA)5 15 95869 95883 
potentially 
variable 

PHG9_Scaffold_2477 4 p3 (TTC)5 15 1252 1266 
potentially 
variable 

PHG9_Scaffold_2480 4 p2 (AG)6 12 34251 34262   

PHG9_Scaffold_2480 6 p2 (AT)7 14 46376 46389 
potentially 
variable 

PHG9_Scaffold_2480 12 p2 (AT)7 14 99693 99706 
potentially 
variable 

PHG9_Scaffold_2480 19 p2 (AT)8 16 133456 133471 
potentially 
variable 



PHG9_Scaffold_2480 20 p2 (TA)6 12 135292 135303   

PHG9_Scaffold_2480 30 p2 (AT)9 18 160242 160259 
potentially 
variable 

PHG9_Scaffold_2481 5 p2 (TA)7 14 28715 28728 
potentially 
variable 

PHG9_Scaffold_2481 10 p2 (CT)6 12 42240 42251   

PHG9_Scaffold_2481 12 p2 (TA)7 14 43857 43870 
potentially 
variable 

PHG9_Scaffold_2481 14 p3 (AAT)6 18 50044 50061 
potentially 
variable 

PHG9_Scaffold_2481 18 p3 (ATC)5 15 60462 60476 
potentially 
variable 

PHG9_Scaffold_2482 4 p2 (AT)7 14 6465 6478 
potentially 
variable 

PHG9_Scaffold_2483 2 p2 (AG)7 14 7133 7146 
potentially 
variable 

PHG9_Scaffold_2484 1 p3 (TAA)5 15 6427 6441 
potentially 
variable 

PHG9_Scaffold_2485 2 p3 (GAG)5 15 8991 9005 
potentially 
variable 

PHG9_Scaffold_2485 5 p3 (TTC)6 18 22559 22576 
potentially 
variable 

PHG9_Scaffold_2485 9 p2 (TA)7 14 49239 49252 
potentially 
variable 

PHG9_Scaffold_2485 10 p2 (TA)6 12 50511 50522   
PHG9_Scaffold_2486 4 p2 (TA)6 12 12124 12135   

PHG9_Scaffold_2486 9 p2 (TG)7 14 16450 16463 
potentially 
variable 

PHG9_Scaffold_2486 10 p3 (TTA)5 15 17621 17635 
potentially 
variable 



PHG9_Scaffold_2486 18 p2 (AT)6 12 51121 51132   

PHG9_Scaffold_2486 25 p2 (TA)8 16 75626 75641 
potentially 
variable 

PHG9_Scaffold_2486 32 p3 (AAT)6 18 89915 89932 
potentially 
variable 

PHG9_Scaffold_2487 4 p2 (AT)8 16 7466 7481 
potentially 
variable 

PHG9_Scaffold_2488 4 p2 (AT)6 12 26197 26208   

PHG9_Scaffold_2489 5 p3 (AAG)5 15 45153 45167 
potentially 
variable 

PHG9_Scaffold_2489 6 p3 (AGA)5 15 46104 46118 
potentially 
variable 

PHG9_Scaffold_2489 9 p2 (TA)8 16 84113 84128 
potentially 
variable 

PHG9_Scaffold_2490 4 p2 (CT)6 12 5158 5169   
PHG9_Scaffold_2490 15 p2 (AG)6 12 24483 24494   
PHG9_Scaffold_2490 16 p2 (AT)6 12 26242 26253   

PHG9_Scaffold_2490 19 p2 (AT)7 14 35133 35146 
potentially 
variable 

PHG9_Scaffold_2490 20 p2 (TA)6 12 40813 40824   
PHG9_Scaffold_2490 21 p2 (AC)6 12 40941 40952   

PHG9_Scaffold_2490 22 p2 (AC)7 14 41343 41356 
potentially 
variable 

PHG9_Scaffold_2490 23 p2 (AT)7 14 42380 42393 
potentially 
variable 

PHG9_Scaffold_2490 25 p3 (TAT)5 15 44175 44189 
potentially 
variable 

PHG9_Scaffold_2490 29 p3 (ATT)5 15 49170 49184 
potentially 
variable 



PHG9_Scaffold_2490 36 p2 (GT)9 18 66516 66533 
potentially 
variable 

PHG9_Scaffold_2490 38 p3 (ATA)5 15 71350 71364 
potentially 
variable 

PHG9_Scaffold_2490 55 p6 (GCCTCA)5 30 106676 106705 Hypervariable 

PHG9_Scaffold_2492 7 p2 (AT)7 14 127247 127260 
potentially 
variable 

PHG9_Scaffold_2492 10 p2 (CT)8 16 154851 154866 
potentially 
variable 

PHG9_Scaffold_2493 1 p2 (AG)7 14 1113 1126 
potentially 
variable 

PHG9_Scaffold_2494 2 p3 (AAT)6 18 603 620 
potentially 
variable 

PHG9_Scaffold_2494 13 p2 (TC)6 12 15260 15271   

PHG9_Scaffold_2494 16 p2 (AT)8 16 19459 19474 
potentially 
variable 

PHG9_Scaffold_2497 3 p2 (AT)7 14 4238 4251 
potentially 
variable 

PHG9_Scaffold_2497 7 p2 (TC)6 12 14375 14386   
PHG9_Scaffold_2497 10 p6 (TTTCAC)5 30 18799 18828 Hypervariable 
PHG9_Scaffold_2497 11 p2 (AT)6 12 19348 19359   
PHG9_Scaffold_2497 12 p2 (AT)6 12 20307 20318   
PHG9_Scaffold_2498 1 p6 (TTTCAC)5 30 1732 1761 Hypervariable 
PHG9_Scaffold_2498 2 p2 (AT)6 12 2281 2292   
PHG9_Scaffold_2498 3 p2 (AT)6 12 3240 3251   

PHG9_Scaffold_2499 4 p2 (AG)7 14 6875 6888 
potentially 
variable 

PHG9_Scaffold_2499 6 p2 (AT)7 14 19541 19554 
potentially 
variable 



PHG9_Scaffold_2499 7 p2 (AT)8 16 23388 23403 
potentially 
variable 

PHG9_Scaffold_2500 2 p2 (AT)6 12 4650 4661   
PHG9_Scaffold_2500 6 p2 (TG)6 12 20645 20656   

PHG9_Scaffold_2500 7 p3 (AGA)5 15 24040 24054 
potentially 
variable 

PHG9_Scaffold_2500 10 p3 (TTA)5 15 34555 34569 
potentially 
variable 

PHG9_Scaffold_2501 1 p3 (TTA)5 15 989 1003 
potentially 
variable 

PHG9_Scaffold_2501 3 p2 (AT)9 18 9083 9100 
potentially 
variable 

PHG9_Scaffold_2502 10 p2 (AG)8 16 27072 27087 
potentially 
variable 

PHG9_Scaffold_2502 11 p3 (TAT)5 15 32144 32158 
potentially 
variable 

PHG9_Scaffold_2502 14 p3 (AGA)6 18 34583 34600 
potentially 
variable 

PHG9_Scaffold_2502 20 p2 (GA)7 14 49136 49149 
potentially 
variable 

PHG9_Scaffold_2502 21 p2 (TG)6 12 49687 49698   

PHG9_Scaffold_2502 22 p2 (TA)9 18 52353 52370 
potentially 
variable 

PHG9_Scaffold_2502 25 p2 (AT)6 12 58090 58101   

PHG9_Scaffold_2502 26 p2 (AT)8 16 65582 65597 
potentially 
variable 

PHG9_Scaffold_2503 7 p2 (AG)9 18 72206 72223 
potentially 
variable 

PHG9_Scaffold_2503 8 p3 (AAT)5 15 72855 72869 
potentially 
variable 



PHG9_Scaffold_2504 2 p2 (AG)9 18 14517 14534 
potentially 
variable 

PHG9_Scaffold_2507 2 p2 (AT)7 14 12697 12710 
potentially 
variable 

PHG9_Scaffold_2507 7 p2 (TA)9 18 34611 34628 
potentially 
variable 

PHG9_Scaffold_2507 16 p2 (TA)6 12 78890 78901   

PHG9_Scaffold_2509 3 p3 (TAA)5 15 5780 5794 
potentially 
variable 

PHG9_Scaffold_2510 1 p2 (TA)7 14 2973 2986 
potentially 
variable 

PHG9_Scaffold_2510 3 p2 (AT)9 18 9796 9813 
potentially 
variable 

PHG9_Scaffold_2510 4 p3 (CCT)6 18 14993 15010 
potentially 
variable 

PHG9_Scaffold_2513 2 p2 (AT)6 12 5738 5749   

PHG9_Scaffold_2514 1 p2 (TA)7 14 13342 13355 
potentially 
variable 

PHG9_Scaffold_2516 2 p3 (CAT)5 15 1584 1598 
potentially 
variable 

PHG9_Scaffold_2517 2 p2 (AT)7 14 13758 13771 
potentially 
variable 

PHG9_Scaffold_2517 3 p2 (AC)6 12 14093 14104   
PHG9_Scaffold_2520 2 p2 (TA)6 12 6373 6384   
PHG9_Scaffold_2520 9 p2 (AT)6 12 38571 38582   

PHG9_Scaffold_2520 17 p3 (ATA)6 18 62005 62022 
potentially 
variable 

PHG9_Scaffold_2520 25 p2 (AT)6 12 73529 73540   

PHG9_Scaffold_2520 30 p2 (AT)7 14 90765 90778 
potentially 
variable 



PHG9_Scaffold_2522 12 p2 (TA)6 12 76362 76373   
PHG9_Scaffold_2522 14 p2 (AT)6 12 76970 76981   
PHG9_Scaffold_2522 18 p2 (TC)6 12 95948 95959   

PHG9_Scaffold_2528 3 p3 (TTA)5 15 2582 2596 
potentially 
variable 

PHG9_Scaffold_2529 11 p2 (AT)6 12 14634 14645   

PHG9_Scaffold_2529 12 p2 (CA)7 14 17431 17444 
potentially 
variable 

PHG9_Scaffold_2529 23 p2 (AT)7 14 44484 44497 
potentially 
variable 

PHG9_Scaffold_2533 17 p3 (TAT)5 15 84631 84645 
potentially 
variable 

PHG9_Scaffold_2533 22 p2 (TA)7 14 100765 100778 
potentially 
variable 

PHG9_Scaffold_2535 4 p2 (AT)7 14 24351 24364 
potentially 
variable 

PHG9_Scaffold_2535 15 p2 (TA)8 16 45648 45663 
potentially 
variable 

PHG9_Scaffold_2535 22 p2 (TA)7 14 78562 78575 
potentially 
variable 

PHG9_Scaffold_2535 24 p2 (AT)6 12 84096 84107   
PHG9_Scaffold_2535 25 p2 (AT)6 12 89069 89080   
PHG9_Scaffold_2535 26 p2 (AT)6 12 89997 90008   
PHG9_Scaffold_2535 27 p2 (AT)6 12 90779 90790   

PHG9_Scaffold_2535 44 p2 (TA)7 14 141734 141747 
potentially 
variable 

PHG9_Scaffold_2535 45 p2 (TA)8 16 149125 149140 
potentially 
variable 

PHG9_Scaffold_2535 49 p2 (AT)6 12 158994 159005   



PHG9_Scaffold_2535 52 p2 (TA)8 16 167946 167961 
potentially 
variable 

PHG9_Scaffold_2536 3 p2 (AT)6 12 7910 7921   

PHG9_Scaffold_2537 1 p3 (AAT)6 18 52 69 
potentially 
variable 

PHG9_Scaffold_2538 4 p2 (TA)6 12 10424 10435   
PHG9_Scaffold_2539 6 p2 (AT)6 12 24480 24491   
PHG9_Scaffold_2541 3 p2 (AT)6 12 3138 3149   

PHG9_Scaffold_2541 8 p2 (AT)7 14 15537 15550 
potentially 
variable 

PHG9_Scaffold_2544 1 p2 (AT)9 18 117 134 
potentially 
variable 

PHG9_Scaffold_2544 5 p6 (ATAAAG)5 30 13045 13074 Hypervariable 

PHG9_Scaffold_2544 11 p3 (TGT)6 18 32642 32659 
potentially 
variable 

PHG9_Scaffold_2544 16 p2 (AT)7 14 41539 41552 
potentially 
variable 

PHG9_Scaffold_2544 17 p2 (AT)7 14 52063 52076 
potentially 
variable 

PHG9_Scaffold_2544 18 p3 (TTC)5 15 66909 66923 
potentially 
variable 

PHG9_Scaffold_2544 23 p3 (TAA)5 15 74032 74046 
potentially 
variable 

PHG9_Scaffold_2544 24 p2 (GT)7 14 74708 74721 
potentially 
variable 

PHG9_Scaffold_2544 28 p3 (TTC)5 15 93441 93455 
potentially 
variable 

PHG9_Scaffold_2544 34 p3 (TCT)5 15 121713 121727 
potentially 
variable 

PHG9_Scaffold_2544 35 p2 (AT)6 12 129328 129339   



PHG9_Scaffold_2544 39 p2 (AT)8 16 141515 141530 
potentially 
variable 

PHG9_Scaffold_2545 10 p3 (TTC)5 15 39630 39644 
potentially 
variable 

PHG9_Scaffold_2545 14 p3 (AAT)5 15 60898 60912 
potentially 
variable 

PHG9_Scaffold_2545 25 p3 (AAT)5 15 108063 108077 
potentially 
variable 

PHG9_Scaffold_2545 26 p2 (AT)6 12 109343 109354   

PHG9_Scaffold_2546 3 p2 (AG)9 18 8834 8851 
potentially 
variable 

PHG9_Scaffold_2547 3 p2 (AT)6 12 12393 12404   

PHG9_Scaffold_2547 7 p2 (TA)8 16 48160 48175 
potentially 
variable 

PHG9_Scaffold_2547 9 p3 (TAT)5 15 77287 77301 
potentially 
variable 

PHG9_Scaffold_2548 13 p2 (TA)9 18 26775 26792 
potentially 
variable 

PHG9_Scaffold_2548 14 p3 (TAA)5 15 26923 26937 
potentially 
variable 

PHG9_Scaffold_2549 7 p2 (AT)7 14 16989 17002 
potentially 
variable 

PHG9_Scaffold_2550 10 p2 (TA)6 12 15105 15116   
PHG9_Scaffold_2550 13 p2 (AC)6 12 16805 16816   

PHG9_Scaffold_2550 28 p3 (TAA)5 15 48605 48619 
potentially 
variable 

PHG9_Scaffold_2550 42 p2 (CT)6 12 71214 71225   
PHG9_Scaffold_2550 49 p6 (ATGCAG)7 42 81619 81660 Hypervariable 

PHG9_Scaffold_2550 59 p3 (ATG)6 18 101228 101245 
potentially 
variable 



PHG9_Scaffold_2550 64 p2 (AT)7 14 110331 110344 
potentially 
variable 

PHG9_Scaffold_2550 66 p2 (AT)6 12 114001 114012   

PHG9_Scaffold_2550 68 p2 (TA)7 14 118836 118849 
potentially 
variable 

PHG9_Scaffold_2550 88 p2 (TA)6 12 185924 185935   

PHG9_Scaffold_2551 3 p2 (TA)7 14 2332 2345 
potentially 
variable 

PHG9_Scaffold_2551 6 p2 (AT)7 14 22359 22372 
potentially 
variable 

PHG9_Scaffold_2551 11 p2 (TC)9 18 28477 28494 
potentially 
variable 

PHG9_Scaffold_2551 15 p2 (AT)6 12 41216 41227   
PHG9_Scaffold_2551 18 p2 (AT)6 12 52385 52396   
PHG9_Scaffold_2551 19 p2 (TA)6 12 53937 53948   

PHG9_Scaffold_2551 24 p2 (AT)9 18 67826 67843 
potentially 
variable 

PHG9_Scaffold_2551 29 p2 (AT)8 16 75282 75297 
potentially 
variable 

PHG9_Scaffold_2551 30 p2 (AT)6 12 77308 77319   
PHG9_Scaffold_2551 31 p2 (GT)6 12 81477 81488   

PHG9_Scaffold_2552 2 p2 (AT)8 16 806 821 
potentially 
variable 

PHG9_Scaffold_2552 5 p2 (AT)7 14 6380 6393 
potentially 
variable 

PHG9_Scaffold_2552 10 p2 (TA)6 12 17505 17516   
PHG9_Scaffold_2552 14 p2 (TA)6 12 27031 27042   
PHG9_Scaffold_2552 15 p2 (AT)6 12 27943 27954   
PHG9_Scaffold_2552 20 p3 (TAA)5 15 34209 34223 potentially 



variable 

PHG9_Scaffold_2552 33 p2 (AT)8 16 80269 80284 
potentially 
variable 

PHG9_Scaffold_2552 55 p2 (CT)8 16 135241 135256 
potentially 
variable 

PHG9_Scaffold_2552 58 p2 (CT)6 12 141255 141266   

PHG9_Scaffold_2552 73 p3 (CTT)5 15 171252 171266 
potentially 
variable 

PHG9_Scaffold_2552 78 p2 (AT)8 16 181705 181720 
potentially 
variable 

PHG9_Scaffold_2553 12 p2 (AG)6 12 36543 36554   
PHG9_Scaffold_2554 9 p2 (TA)6 12 38125 38136   
PHG9_Scaffold_2554 10 p2 (TA)6 12 39106 39117   

PHG9_Scaffold_2555 1 p2 (AT)8 16 4558 4573 
potentially 
variable 

PHG9_Scaffold_2556 2 p2 (AC)6 12 11071 11082   
PHG9_Scaffold_2557 7 p2 (AT)6 12 66196 66207   
PHG9_Scaffold_2557 8 p2 (AT)6 12 73558 73569   
PHG9_Scaffold_2558 2 p2 (CT)6 12 1997 2008   

PHG9_Scaffold_2559 2 p3 (TCA)5 15 1737 1751 
potentially 
variable 

PHG9_Scaffold_2560 1 p3 (TTA)5 15 433 447 
potentially 
variable 

PHG9_Scaffold_2560 2 p3 (CCA)5 15 1854 1868 
potentially 
variable 

PHG9_Scaffold_2560 10 p2 (CA)8 16 25675 25690 
potentially 
variable 

PHG9_Scaffold_2562 1 p3 (CGT)5 15 4639 4653 
potentially 
variable 



PHG9_Scaffold_2563 4 p3 (GAT)5 15 4735 4749 
potentially 
variable 

PHG9_Scaffold_2563 8 p2 (AT)8 16 13523 13538 
potentially 
variable 

PHG9_Scaffold_2564 2 p2 (TA)7 14 13635 13648 
potentially 
variable 

PHG9_Scaffold_2569 1 p2 (TA)8 16 3441 3456 
potentially 
variable 

PHG9_Scaffold_2570 1 p2 (AT)9 18 1065 1082 
potentially 
variable 

PHG9_Scaffold_2576 9 p3 (TTC)5 15 32418 32432 
potentially 
variable 

PHG9_Scaffold_2577 1 p2 (AT)8 16 220 235 
potentially 
variable 

PHG9_Scaffold_2577 6 p2 (TA)8 16 17774 17789 
potentially 
variable 

PHG9_Scaffold_2577 13 p2 (TA)6 12 42547 42558   

PHG9_Scaffold_2577 14 p2 (TC)7 14 42708 42721 
potentially 
variable 

PHG9_Scaffold_2577 20 p2 (TA)8 16 57291 57306 
potentially 
variable 

PHG9_Scaffold_2577 22 p2 (AT)7 14 63761 63774 
potentially 
variable 

PHG9_Scaffold_2577 32 p2 (TC)6 12 102761 102772   

PHG9_Scaffold_2577 34 p2 (AT)7 14 106154 106167 
potentially 
variable 

PHG9_Scaffold_2577 36 p2 (TA)6 12 107828 107839   

PHG9_Scaffold_2579 8 p2 (AT)7 14 23185 23198 
potentially 
variable 

PHG9_Scaffold_2579 22 p2 (TA)7 14 68916 68929 potentially 



variable 
PHG9_Scaffold_2582 5 p2 (TG)6 12 10745 10756   
PHG9_Scaffold_2582 6 p2 (TA)6 12 11183 11194   
PHG9_Scaffold_2582 7 p2 (TA)6 12 13159 13170   

PHG9_Scaffold_2582 8 p2 (AT)8 16 23596 23611 
potentially 
variable 

PHG9_Scaffold_2582 14 p2 (TC)7 14 39310 39323 
potentially 
variable 

PHG9_Scaffold_2582 15 p2 (AT)6 12 42818 42829   
PHG9_Scaffold_2583 3 p2 (AT)6 12 9062 9073   

PHG9_Scaffold_2584 2 p2 (TA)7 14 3825 3838 
potentially 
variable 

PHG9_Scaffold_2584 4 p2 (AG)7 14 13081 13094 
potentially 
variable 

PHG9_Scaffold_2585 3 p2 (AT)6 12 4203 4214   
PHG9_Scaffold_2585 6 p2 (TC)6 12 13104 13115   

PHG9_Scaffold_2585 14 p2 (TG)9 18 37701 37718 
potentially 
variable 

PHG9_Scaffold_2585 21 p2 (TC)8 16 60577 60592 
potentially 
variable 

PHG9_Scaffold_2585 23 p3 (ATT)5 15 65496 65510 
potentially 
variable 

PHG9_Scaffold_2585 26 p2 (AT)7 14 68096 68109 
potentially 
variable 

PHG9_Scaffold_2585 28 p2 (TA)6 12 73631 73642   
PHG9_Scaffold_2585 32 p2 (AT)6 12 83110 83121   
PHG9_Scaffold_2585 35 p2 (AT)6 12 89732 89743   

PHG9_Scaffold_2585 41 p3 (ATA)5 15 113363 113377 
potentially 
variable 



PHG9_Scaffold_2586 2 p2 (TC)7 14 28387 28400 
potentially 
variable 

PHG9_Scaffold_2586 5 p2 (TA)6 12 74258 74269   

PHG9_Scaffold_2586 12 p2 (TC)9 18 95796 95813 
potentially 
variable 

PHG9_Scaffold_2587 4 p2 (AT)8 16 9147 9162 
potentially 
variable 

PHG9_Scaffold_2587 5 p2 (TC)9 18 20874 20891 
potentially 
variable 

PHG9_Scaffold_2587 6 p2 (CT)7 14 21236 21249 
potentially 
variable 

PHG9_Scaffold_2589 6 p2 (AT)8 16 162014 162029 
potentially 
variable 

PHG9_Scaffold_2589 13 p2 (TA)6 12 212707 212718   

PHG9_Scaffold_2589 21 p2 (AT)9 18 240966 240983 
potentially 
variable 

PHG9_Scaffold_2589 22 p2 (AT)6 12 243619 243630   
PHG9_Scaffold_2589 29 p2 (TA)6 12 274357 274368   
PHG9_Scaffold_2590 15 p2 (TA)6 12 117110 117121   

PHG9_Scaffold_2591 1 p3 (ATT)6 18 5254 5271 
potentially 
variable 

PHG9_Scaffold_2593 2 p2 (TA)9 18 16108 16125 
potentially 
variable 

PHG9_Scaffold_2593 6 p3 (TTG)5 15 19605 19619 
potentially 
variable 

PHG9_Scaffold_2593 10 p3 (GAT)6 18 27819 27836 
potentially 
variable 

PHG9_Scaffold_2593 11 p2 (CT)9 18 34476 34493 
potentially 
variable 

PHG9_Scaffold_2595 2 p2 (GA)6 12 3362 3373   



PHG9_Scaffold_2595 3 p3 (TCC)6 18 3648 3665 
potentially 
variable 

PHG9_Scaffold_2596 3 p2 (TA)7 14 1101 1114 
potentially 
variable 

PHG9_Scaffold_2597 2 p2 (AT)8 16 12423 12438 
potentially 
variable 

PHG9_Scaffold_2597 3 p2 (TC)6 12 23459 23470   
PHG9_Scaffold_2597 9 p2 (CT)6 12 59492 59503   

PHG9_Scaffold_2603 4 p3 (TTA)6 18 10327 10344 
potentially 
variable 

PHG9_Scaffold_2604 1 p2 (TA)6 12 502 513   
PHG9_Scaffold_2604 4 p2 (AC)6 12 6110 6121   

PHG9_Scaffold_2607 3 p3 (AGA)5 15 4675 4689 
potentially 
variable 

PHG9_Scaffold_2607 7 p2 (AT)6 12 19422 19433   

PHG9_Scaffold_2607 12 p2 (AT)7 14 23271 23284 
potentially 
variable 

PHG9_Scaffold_2607 18 p3 (TGA)5 15 51196 51210 
potentially 
variable 

PHG9_Scaffold_2607 20 p2 (AT)6 12 53376 53387   

PHG9_Scaffold_2607 21 p3 (ATT)5 15 56962 56976 
potentially 
variable 

PHG9_Scaffold_2607 22 p2 (TC)6 12 63641 63652   

PHG9_Scaffold_2607 26 p2 (TA)7 14 84460 84473 
potentially 
variable 

PHG9_Scaffold_2609 1 p3 (ATA)5 15 10746 10760 
potentially 
variable 

PHG9_Scaffold_2609 11 p2 (AT)6 12 51788 51799   
PHG9_Scaffold_2611 1 p2 (TA)6 12 4762 4773   



PHG9_Scaffold_2611 2 p2 (AC)6 12 8648 8659   
PHG9_Scaffold_2611 14 p2 (AT)6 12 27243 27254   

PHG9_Scaffold_2611 23 p2 (TA)7 14 69326 69339 
potentially 
variable 

PHG9_Scaffold_2611 27 p3 (TGA)5 15 93893 93907 
potentially 
variable 

PHG9_Scaffold_2611 28 p2 (CT)7 14 94685 94698 
potentially 
variable 

PHG9_Scaffold_2612 3 p2 (TA)8 16 27579 27594 
potentially 
variable 

PHG9_Scaffold_2613 5 p2 (AT)6 12 9806 9817   

PHG9_Scaffold_2613 11 p2 (TA)8 16 29173 29188 
potentially 
variable 

PHG9_Scaffold_2613 15 p2 (TA)6 12 43438 43449   
PHG9_Scaffold_2614 1 p2 (AT)6 12 4970 4981   

PHG9_Scaffold_2614 3 p2 (AT)7 14 13866 13879 
potentially 
variable 

PHG9_Scaffold_2614 6 p2 (GA)6 12 31187 31198   
PHG9_Scaffold_2614 8 p2 (AT)6 12 65934 65945   
PHG9_Scaffold_2614 9 p2 (TA)6 12 66741 66752   

PHG9_Scaffold_2614 10 p2 (AT)7 14 78942 78955 
potentially 
variable 

PHG9_Scaffold_2616 1 p2 (GT)7 14 1936 1949 
potentially 
variable 

PHG9_Scaffold_2616 2 p3 (TTA)5 15 5586 5600 
potentially 
variable 

PHG9_Scaffold_2616 3 p3 (CTT)5 15 6491 6505 
potentially 
variable 

PHG9_Scaffold_2619 3 p2 (AC)7 14 1778 1791 potentially 



variable 

PHG9_Scaffold_2619 7 p2 (TA)8 16 17293 17308 
potentially 
variable 

PHG9_Scaffold_2621 2 p3 (GAA)6 18 8112 8129 
potentially 
variable 

PHG9_Scaffold_2621 5 p2 (AG)9 18 39739 39756 
potentially 
variable 

PHG9_Scaffold_2624 3 p2 (TA)6 12 11554 11565   
PHG9_Scaffold_2626 1 p2 (AG)6 12 5309 5320   

PHG9_Scaffold_2626 2 p2 (AT)9 18 5853 5870 
potentially 
variable 

PHG9_Scaffold_2626 8 p3 (ATA)5 15 18941 18955 
potentially 
variable 

PHG9_Scaffold_2626 9 p2 (AG)6 12 20801 20812   
PHG9_Scaffold_2630 2 p2 (AT)6 12 1350 1361   

PHG9_Scaffold_2631 1 p2 (TC)8 16 445 460 
potentially 
variable 

PHG9_Scaffold_2632 5 p2 (AT)6 12 26090 26101   
PHG9_Scaffold_2632 9 p2 (TA)6 12 57501 57512   
PHG9_Scaffold_2632 10 p2 (TA)6 12 58212 58223   

PHG9_Scaffold_2633 1 p3 (CTT)5 15 2217 2231 
potentially 
variable 

PHG9_Scaffold_2634 2 p2 (AT)6 12 1893 1904   
PHG9_Scaffold_2634 10 p2 (AT)6 12 24444 24455   

PHG9_Scaffold_2634 17 p3 (CTG)6 18 46343 46360 
potentially 
variable 

PHG9_Scaffold_2635 4 p2 (AT)6 12 9150 9161   

PHG9_Scaffold_2635 10 p2 (AT)8 16 18756 18771 
potentially 
variable 



PHG9_Scaffold_2635 12 p2 (AT)9 18 25701 25718 
potentially 
variable 

PHG9_Scaffold_2635 16 p2 (TG)8 16 31718 31733 
potentially 
variable 

PHG9_Scaffold_2635 22 p2 (TC)6 12 44758 44769   

PHG9_Scaffold_2635 26 p3 (CTT)6 18 65772 65789 
potentially 
variable 

PHG9_Scaffold_2635 27 p3 (GCT)5 15 71506 71520 
potentially 
variable 

PHG9_Scaffold_2635 28 p3 (GAT)5 15 73007 73021 
potentially 
variable 

PHG9_Scaffold_2635 29 p3 (TTG)5 15 74367 74381 
potentially 
variable 

PHG9_Scaffold_2635 37 p2 (AG)6 12 83485 83496   
PHG9_Scaffold_2635 41 p2 (TA)6 12 95836 95847   
PHG9_Scaffold_2635 45 p2 (TA)6 12 104936 104947   
PHG9_Scaffold_2636 1 p2 (TA)6 12 8222 8233   

PHG9_Scaffold_2638 3 p2 (AT)9 18 12034 12051 
potentially 
variable 

PHG9_Scaffold_2638 7 p2 (AG)6 12 19584 19595   
PHG9_Scaffold_2638 9 p2 (TA)6 12 30491 30502   

PHG9_Scaffold_2640 3 p2 (TC)8 16 3279 3294 
potentially 
variable 

PHG9_Scaffold_2642 4 p2 (GA)6 12 12957 12968   
PHG9_Scaffold_2642 5 p2 (AC)6 12 15726 15737   
PHG9_Scaffold_2642 6 p2 (TA)6 12 21713 21724   
PHG9_Scaffold_2643 2 p2 (CT)6 12 9876 9887   

PHG9_Scaffold_2644 10 p2 (AT)7 14 46437 46450 
potentially 
variable 



PHG9_Scaffold_2647 4 p2 (TA)9 18 5933 5950 
potentially 
variable 

PHG9_Scaffold_2648 1 p6 (TAATAT)5 30 4587 4616 Hypervariable 

PHG9_Scaffold_2648 5 p3 (AAT)5 15 16808 16822 
potentially 
variable 

PHG9_Scaffold_2648 8 p2 (TA)7 14 54540 54553 
potentially 
variable 

PHG9_Scaffold_2650 5 p2 (AG)6 12 12199 12210   
PHG9_Scaffold_2650 7 p2 (TA)6 12 15199 15210   
PHG9_Scaffold_2650 12 p2 (TA)6 12 41449 41460   

PHG9_Scaffold_2650 13 p2 (TA)7 14 41584 41597 
potentially 
variable 

PHG9_Scaffold_2650 18 p3 (TGG)5 15 55876 55890 
potentially 
variable 

PHG9_Scaffold_2650 19 p2 (AG)7 14 56318 56331 
potentially 
variable 

PHG9_Scaffold_2650 26 p2 (TA)6 12 67366 67377   
PHG9_Scaffold_2650 32 p2 (AT)6 12 94943 94954   

PHG9_Scaffold_2650 33 p2 (TA)8 16 95990 96005 
potentially 
variable 

PHG9_Scaffold_2650 35 p3 (ATT)5 15 98879 98893 
potentially 
variable 

PHG9_Scaffold_2650 40 p2 (AG)9 18 110918 110935 
potentially 
variable 

PHG9_Scaffold_2650 42 p2 (AT)6 12 113727 113738   
PHG9_Scaffold_2652 8 p2 (TA)6 12 7325 7336   
PHG9_Scaffold_2652 12 p2 (TA)6 12 15584 15595   
PHG9_Scaffold_2655 5 p2 (TA)6 12 5744 5755   
PHG9_Scaffold_2655 10 p2 (CA)7 14 37321 37334 potentially 



variable 
PHG9_Scaffold_2657 5 p2 (AG)6 12 3971 3982   
PHG9_Scaffold_2657 7 p2 (AT)6 12 8995 9006   
PHG9_Scaffold_2657 23 p2 (AG)6 12 74192 74203   
PHG9_Scaffold_2657 28 p2 (AG)6 12 86412 86423   

PHG9_Scaffold_2659 14 p2 (TA)9 18 18172 18189 
potentially 
variable 

PHG9_Scaffold_2659 33 p2 (TA)6 12 92923 92934   
PHG9_Scaffold_2661 6 p2 (CT)6 12 35462 35473   
PHG9_Scaffold_2662 3 p2 (TA)6 12 19004 19015   

PHG9_Scaffold_2666 5 p3 (AAT)5 15 23707 23721 
potentially 
variable 

PHG9_Scaffold_2668 6 p2 (AT)6 12 11741 11752   
PHG9_Scaffold_2668 11 p2 (AC)6 12 31197 31208   

PHG9_Scaffold_2668 17 p2 (AT)8 16 55150 55165 
potentially 
variable 

PHG9_Scaffold_2668 19 p2 (TA)6 12 62173 62184   

PHG9_Scaffold_2668 29 p3 (TTC)6 18 97836 97853 
potentially 
variable 

PHG9_Scaffold_2669 3 p3 (TTA)5 15 2283 2297 
potentially 
variable 

PHG9_Scaffold_2671 2 p2 (AT)7 14 2775 2788 
potentially 
variable 

PHG9_Scaffold_2673 6 p2 (TA)8 16 5897 5912 
potentially 
variable 

PHG9_Scaffold_2673 10 p2 (TA)6 12 13213 13224   

PHG9_Scaffold_2675 3 p3 (ATT)5 15 6799 6813 
potentially 
variable 

PHG9_Scaffold_2675 6 p2 (AT)6 12 13912 13923   



PHG9_Scaffold_2676 6 p2 (AT)6 12 17970 17981   

PHG9_Scaffold_2676 12 p3 (TTA)5 15 30380 30394 
potentially 
variable 

PHG9_Scaffold_2678 5 p2 (TA)6 12 38330 38341   
PHG9_Scaffold_2678 15 p2 (AG)6 12 85588 85599   

PHG9_Scaffold_2678 16 p2 (CT)7 14 86792 86805 
potentially 
variable 

PHG9_Scaffold_2682 6 p2 (TA)6 12 5699 5710   
PHG9_Scaffold_2682 8 p2 (TA)6 12 7547 7558   

PHG9_Scaffold_2682 9 p2 (AT)7 14 8831 8844 
potentially 
variable 

PHG9_Scaffold_2682 11 p2 (AT)6 12 13015 13026   

PHG9_Scaffold_2682 12 p2 (TA)8 16 24156 24171 
potentially 
variable 

PHG9_Scaffold_2683 22 p2 (GA)6 12 57585 57596   
PHG9_Scaffold_2688 1 p2 (TA)6 12 199 210   

PHG9_Scaffold_2690 2 p3 (AAT)5 15 3363 3377 
potentially 
variable 

PHG9_Scaffold_2690 7 p6 (AAATCC)6 36 15568 15603 Hypervariable 

PHG9_Scaffold_2690 20 p2 (TA)7 14 41809 41822 
potentially 
variable 

PHG9_Scaffold_2690 33 p2 (CT)6 12 70553 70564   
PHG9_Scaffold_2690 37 p2 (TA)6 12 83314 83325   
PHG9_Scaffold_2690 41 p2 (CA)6 12 90694 90705   

PHG9_Scaffold_2690 42 p3 (TTC)5 15 92978 92992 
potentially 
variable 

PHG9_Scaffold_2690 47 p2 (AT)8 16 105633 105648 
potentially 
variable 

PHG9_Scaffold_2693 1 p2 (AT)6 12 71 82   



PHG9_Scaffold_2693 23 p2 (AG)6 12 76622 76633   

PHG9_Scaffold_2693 24 p3 (ATA)5 15 83693 83707 
potentially 
variable 

PHG9_Scaffold_2693 25 p3 (CAA)5 15 84092 84106 
potentially 
variable 

PHG9_Scaffold_2693 26 p2 (TA)7 14 86530 86543 
potentially 
variable 

PHG9_Scaffold_2693 28 p2 (TC)9 18 88766 88783 
potentially 
variable 

PHG9_Scaffold_2693 32 p2 (AG)6 12 99811 99822   
PHG9_Scaffold_2693 35 p2 (AC)6 12 111287 111298   
PHG9_Scaffold_2693 39 p2 (AT)6 12 118062 118073   

PHG9_Scaffold_2693 42 p2 (TG)7 14 131844 131857 
potentially 
variable 

PHG9_Scaffold_2693 48 p2 (TA)6 12 154164 154175   
PHG9_Scaffold_2694 3 p2 (TA)6 12 9808 9819   

PHG9_Scaffold_2694 9 p2 (CT)8 16 16904 16919 
potentially 
variable 

PHG9_Scaffold_2701 1 p2 (TC)6 12 6737 6748   

PHG9_Scaffold_2701 2 p2 (TA)8 16 7365 7380 
potentially 
variable 

PHG9_Scaffold_2702 1 p2 (AT)9 18 9150 9167 
potentially 
variable 

PHG9_Scaffold_2706 10 p2 (AT)7 14 37445 37458 
potentially 
variable 

PHG9_Scaffold_2708 1 p2 (TA)7 14 2502 2515 
potentially 
variable 

PHG9_Scaffold_2709 1 p2 (AT)6 12 1136 1147   
PHG9_Scaffold_2710 4 p3 (CGG)5 15 4531 4545 potentially 



variable 
PHG9_Scaffold_2711 1 p2 (CT)6 12 244 255   
PHG9_Scaffold_2716 13 p2 (AC)6 12 45100 45111   

PHG9_Scaffold_2716 19 p2 (AT)9 18 62948 62965 
potentially 
variable 

PHG9_Scaffold_2716 21 p2 (GA)6 12 65538 65549   

PHG9_Scaffold_2716 36 p3 (CAT)5 15 104369 104383 
potentially 
variable 

PHG9_Scaffold_2718 3 p2 (AT)6 12 7830 7841   

PHG9_Scaffold_2721 2 p2 (TA)7 14 11484 11497 
potentially 
variable 

PHG9_Scaffold_2724 5 p3 (AGT)5 15 10434 10448 
potentially 
variable 

PHG9_Scaffold_2724 6 p2 (GT)6 12 13546 13557   
PHG9_Scaffold_2724 7 p2 (CT)6 12 13912 13923   

PHG9_Scaffold_2724 8 p2 (TC)7 14 14768 14781 
potentially 
variable 

PHG9_Scaffold_2726 1 p2 (TA)8 16 903 918 
potentially 
variable 

PHG9_Scaffold_2734 2 p2 (AG)6 12 4314 4325   

PHG9_Scaffold_2734 11 p2 (TA)9 18 36249 36266 
potentially 
variable 

PHG9_Scaffold_2734 31 p2 (AT)6 12 99861 99872   
PHG9_Scaffold_2735 1 p2 (CT)6 12 2240 2251   
PHG9_Scaffold_2743 3 p2 (TA)6 12 4243 4254   

PHG9_Scaffold_2743 4 p2 (AT)7 14 4381 4394 
potentially 
variable 

PHG9_Scaffold_2743 5 p2 (TA)6 12 6272 6283   
PHG9_Scaffold_2744 2 p3 (CAA)6 18 10554 10571 potentially 



variable 

PHG9_Scaffold_2745 2 p3 (AAT)5 15 3920 3934 
potentially 
variable 

PHG9_Scaffold_2745 12 p2 (AT)9 18 36394 36411 
potentially 
variable 

PHG9_Scaffold_2747 4 p3 (CCA)5 15 24138 24152 
potentially 
variable 

PHG9_Scaffold_2747 17 p2 (AT)9 18 77082 77099 
potentially 
variable 

PHG9_Scaffold_2747 20 p2 (AT)7 14 86146 86159 
potentially 
variable 

PHG9_Scaffold_2747 28 p2 (TA)6 12 96990 97001   

PHG9_Scaffold_2749 1 p3 (CAC)5 15 3881 3895 
potentially 
variable 

PHG9_Scaffold_2749 4 p3 (ATC)5 15 10076 10090 
potentially 
variable 

PHG9_Scaffold_2750 1 p2 (AG)6 12 11336 11347   
PHG9_Scaffold_2751 2 p2 (TA)6 12 8683 8694   

PHG9_Scaffold_2752 4 p2 (TA)9 18 11613 11630 
potentially 
variable 

PHG9_Scaffold_2752 8 p3 (ATA)6 18 25923 25940 
potentially 
variable 

PHG9_Scaffold_2752 13 p3 (CAT)5 15 31014 31028 
potentially 
variable 

PHG9_Scaffold_2752 17 p2 (AT)6 12 35657 35668   

PHG9_Scaffold_2752 22 p2 (TA)7 14 60661 60674 
potentially 
variable 

PHG9_Scaffold_2752 23 p2 (TA)6 12 62596 62607   

PHG9_Scaffold_2754 1 p2 (TC)7 14 4934 4947 
potentially 
variable 



PHG9_Scaffold_2757 2 p3 (CCA)5 15 6306 6320 
potentially 
variable 

PHG9_Scaffold_2757 5 p3 (GGA)5 15 15938 15952 
potentially 
variable 

PHG9_Scaffold_2757 18 p2 (TA)7 14 77920 77933 
potentially 
variable 

PHG9_Scaffold_2757 21 p3 (GGT)6 18 81525 81542 
potentially 
variable 

PHG9_Scaffold_2759 3 p2 (TA)9 18 19730 19747 
potentially 
variable 

PHG9_Scaffold_2759 4 p2 (CT)8 16 20524 20539 
potentially 
variable 

PHG9_Scaffold_2759 5 p3 (GTG)6 18 22745 22762 
potentially 
variable 

PHG9_Scaffold_2759 6 p2 (AT)6 12 23029 23040   
PHG9_Scaffold_2760 1 p2 (TA)6 12 8713 8724   

PHG9_Scaffold_2761 8 p2 (TA)7 14 22842 22855 
potentially 
variable 

PHG9_Scaffold_2761 11 p2 (AT)7 14 25488 25501 
potentially 
variable 

PHG9_Scaffold_2761 12 p2 (AT)9 18 28064 28081 
potentially 
variable 

PHG9_Scaffold_2761 16 p2 (AG)9 18 40480 40497 
potentially 
variable 

PHG9_Scaffold_2762 2 p3 (ATA)5 15 4426 4440 
potentially 
variable 

PHG9_Scaffold_2762 7 p2 (CT)7 14 9985 9998 
potentially 
variable 

PHG9_Scaffold_2763 27 p2 (GA)6 12 63472 63483   
PHG9_Scaffold_2763 29 p2 (AT)9 18 69330 69347 potentially 



variable 

PHG9_Scaffold_2763 30 p2 (AT)9 18 76955 76972 
potentially 
variable 

PHG9_Scaffold_2764 5 p2 (AT)6 12 3301 3312   

PHG9_Scaffold_2764 6 p2 (TA)7 14 10949 10962 
potentially 
variable 

PHG9_Scaffold_2764 17 p3 (AGA)5 15 27038 27052 
potentially 
variable 

PHG9_Scaffold_2764 21 p2 (AT)7 14 36883 36896 
potentially 
variable 

PHG9_Scaffold_2764 26 p2 (AT)7 14 56276 56289 
potentially 
variable 

PHG9_Scaffold_2765 11 p2 (AT)7 14 18183 18196 
potentially 
variable 

PHG9_Scaffold_2766 1 p2 (TA)6 12 1080 1091   

PHG9_Scaffold_2767 12 p3 (GAA)5 15 46001 46015 
potentially 
variable 

PHG9_Scaffold_2768 2 p2 (TG)9 18 5044 5061 
potentially 
variable 

PHG9_Scaffold_2768 14 p2 (AT)9 18 36258 36275 
potentially 
variable 

PHG9_Scaffold_2768 21 p3 (TTG)5 15 49122 49136 
potentially 
variable 

PHG9_Scaffold_2768 39 p2 (AG)7 14 120584 120597 
potentially 
variable 

PHG9_Scaffold_2768 41 p2 (CT)6 12 136467 136478   
PHG9_Scaffold_2770 5 p2 (AT)6 12 22580 22591   

PHG9_Scaffold_2770 6 p2 (AT)8 16 26406 26421 
potentially 
variable 

PHG9_Scaffold_2770 10 p2 (GA)8 16 37543 37558 potentially 



variable 
PHG9_Scaffold_2772 1 p2 (TA)6 12 3195 3206   

PHG9_Scaffold_2773 1 p2 (GT)7 14 4857 4870 
potentially 
variable 

PHG9_Scaffold_2775 6 p2 (TA)9 18 16264 16281 
potentially 
variable 

PHG9_Scaffold_2776 14 p3 (AAT)5 15 28672 28686 
potentially 
variable 

PHG9_Scaffold_2778 11 p2 (AT)6 12 54810 54821   

PHG9_Scaffold_2778 33 p2 (TA)7 14 195332 195345 
potentially 
variable 

PHG9_Scaffold_2782 2 p3 (ATA)5 15 2197 2211 
potentially 
variable 

PHG9_Scaffold_2782 4 p2 (GA)6 12 6013 6024   
PHG9_Scaffold_2782 6 p2 (CA)6 12 8751 8762   

PHG9_Scaffold_2782 9 p2 (TA)9 18 13853 13870 
potentially 
variable 

PHG9_Scaffold_2782 10 p3 (AAG)5 15 15044 15058 
potentially 
variable 

PHG9_Scaffold_2786 1 p3 (ATA)5 15 4633 4647 
potentially 
variable 

PHG9_Scaffold_2787 15 p2 (TA)6 12 39992 40003   

PHG9_Scaffold_2787 18 p2 (AT)9 18 42009 42026 
potentially 
variable 

PHG9_Scaffold_2787 23 p2 (TC)7 14 61617 61630 
potentially 
variable 

PHG9_Scaffold_2787 24 p2 (TA)8 16 61844 61859 
potentially 
variable 

PHG9_Scaffold_2788 5 p2 (TA)6 12 9666 9677   



PHG9_Scaffold_2790 4 p2 (AT)7 14 16201 16214 
potentially 
variable 

PHG9_Scaffold_2791 1 p2 (TA)6 12 2057 2068   

PHG9_Scaffold_2791 3 p3 (TAT)5 15 9587 9601 
potentially 
variable 

PHG9_Scaffold_2792 5 p2 (AT)6 12 6264 6275   

PHG9_Scaffold_2792 8 p3 (TTC)5 15 17000 17014 
potentially 
variable 

PHG9_Scaffold_2793 2 p2 (CT)7 14 6404 6417 
potentially 
variable 

PHG9_Scaffold_2794 2 p2 (TC)6 12 824 835   
PHG9_Scaffold_2794 3 p2 (AT)6 12 4940 4951   
PHG9_Scaffold_2794 7 p2 (TA)6 12 25631 25642   
PHG9_Scaffold_2795 3 p2 (TA)6 12 7562 7573   

PHG9_Scaffold_2795 4 p3 (GAA)5 15 8815 8829 
potentially 
variable 

PHG9_Scaffold_2795 12 p3 (AGT)5 15 36737 36751 
potentially 
variable 

PHG9_Scaffold_2795 13 p2 (CT)6 12 38012 38023   

PHG9_Scaffold_2796 1 p2 (TA)8 16 3545 3560 
potentially 
variable 

PHG9_Scaffold_2796 4 p2 (TA)9 18 13572 13589 
potentially 
variable 

PHG9_Scaffold_2796 5 p2 (TA)7 14 15215 15228 
potentially 
variable 

PHG9_Scaffold_2797 2 p2 (TA)6 12 7344 7355   

PHG9_Scaffold_2797 7 p3 (TTA)5 15 14602 14616 
potentially 
variable 

PHG9_Scaffold_2797 11 p2 (AT)6 12 17784 17795   



PHG9_Scaffold_2799 1 p2 (TG)7 14 5713 5726 
potentially 
variable 

PHG9_Scaffold_2800 1 p2 (AT)8 16 22 37 
potentially 
variable 

PHG9_Scaffold_2800 4 p3 (TGG)5 15 9057 9071 
potentially 
variable 

PHG9_Scaffold_2800 12 p2 (AT)7 14 28747 28760 
potentially 
variable 

PHG9_Scaffold_2800 15 p2 (CT)7 14 33328 33341 
potentially 
variable 

PHG9_Scaffold_2800 17 p2 (TA)7 14 36573 36586 
potentially 
variable 

PHG9_Scaffold_2800 18 p2 (TC)6 12 37670 37681   

PHG9_Scaffold_2800 24 p3 (ACG)5 15 65160 65174 
potentially 
variable 

PHG9_Scaffold_2800 32 p3 (TTA)5 15 87260 87274 
potentially 
variable 

PHG9_Scaffold_2801 1 p2 (TA)8 16 1 16 
potentially 
variable 

PHG9_Scaffold_2801 3 p2 (AT)6 12 3161 3172   

PHG9_Scaffold_2801 6 p2 (CT)7 14 6641 6654 
potentially 
variable 

PHG9_Scaffold_2802 2 p2 (AT)7 14 7937 7950 
potentially 
variable 

PHG9_Scaffold_2802 6 p3 (ATT)5 15 16655 16669 
potentially 
variable 

PHG9_Scaffold_2802 10 p3 (CAT)5 15 46012 46026 
potentially 
variable 

PHG9_Scaffold_2802 12 p3 (TTA)5 15 48066 48080 
potentially 
variable 



PHG9_Scaffold_2802 14 p2 (TA)8 16 56038 56053 
potentially 
variable 

PHG9_Scaffold_2802 15 p2 (TA)6 12 57746 57757   
PHG9_Scaffold_2804 5 p2 (GA)6 12 10870 10881   
PHG9_Scaffold_2804 6 p2 (GT)6 12 12654 12665   

PHG9_Scaffold_2804 7 p2 (TA)7 14 13561 13574 
potentially 
variable 

PHG9_Scaffold_2804 8 p3 (ATT)6 18 14361 14378 
potentially 
variable 

PHG9_Scaffold_2804 17 p2 (GT)6 12 42225 42236   

PHG9_Scaffold_2804 20 p3 (TTA)5 15 60674 60688 
potentially 
variable 

PHG9_Scaffold_2804 22 p2 (AT)8 16 64757 64772 
potentially 
variable 

PHG9_Scaffold_2804 23 p3 (ACC)6 18 65244 65261 
potentially 
variable 

PHG9_Scaffold_2807 9 p2 (TA)6 12 58975 58986   
PHG9_Scaffold_2807 13 p2 (TA)6 12 78544 78555   

PHG9_Scaffold_2809 1 p2 (TA)7 14 2146 2159 
potentially 
variable 

PHG9_Scaffold_2809 3 p2 (TA)6 12 14127 14138   
PHG9_Scaffold_2809 4 p2 (TA)6 12 23840 23851   

PHG9_Scaffold_2809 6 p3 (ACA)5 15 39376 39390 
potentially 
variable 

PHG9_Scaffold_2809 7 p2 (TA)6 12 40411 40422   

PHG9_Scaffold_2809 9 p2 (TA)8 16 51517 51532 
potentially 
variable 

PHG9_Scaffold_2810 1 p2 (AT)6 12 946 957   
PHG9_Scaffold_2810 2 p2 (TC)9 18 5940 5957 potentially 



variable 

PHG9_Scaffold_2810 3 p3 (AAT)5 15 8778 8792 
potentially 
variable 

PHG9_Scaffold_2813 7 p2 (GA)6 12 37332 37343   

PHG9_Scaffold_2813 12 p2 (CT)7 14 43159 43172 
potentially 
variable 

PHG9_Scaffold_2813 13 p2 (AT)7 14 50603 50616 
potentially 
variable 

PHG9_Scaffold_2814 4 p2 (AG)7 14 8275 8288 
potentially 
variable 

PHG9_Scaffold_2814 5 p2 (AG)6 12 12996 13007   

PHG9_Scaffold_2815 4 p3 (TTG)5 15 7714 7728 
potentially 
variable 

PHG9_Scaffold_2815 8 p2 (GA)8 16 21524 21539 
potentially 
variable 

PHG9_Scaffold_2815 9 p2 (TA)7 14 22075 22088 
potentially 
variable 

PHG9_Scaffold_2816 4 p2 (AT)6 12 6290 6301   

PHG9_Scaffold_2817 2 p2 (CT)8 16 2832 2847 
potentially 
variable 

PHG9_Scaffold_2817 19 p2 (CT)6 12 28992 29003   
PHG9_Scaffold_2817 22 p2 (TA)6 12 33289 33300   

PHG9_Scaffold_2817 24 p2 (TA)8 16 37985 38000 
potentially 
variable 

PHG9_Scaffold_2817 26 p2 (TA)7 14 38475 38488 
potentially 
variable 

PHG9_Scaffold_2817 32 p2 (TC)7 14 56951 56964 
potentially 
variable 

PHG9_Scaffold_2817 33 p2 (AT)6 12 57189 57200   



PHG9_Scaffold_2817 43 p2 (TC)6 12 79410 79421   
PHG9_Scaffold_2817 47 p2 (TA)6 12 95670 95681   

PHG9_Scaffold_2817 55 p3 (TAT)5 15 106319 106333 
potentially 
variable 

PHG9_Scaffold_2817 57 p2 (AT)9 18 110052 110069 
potentially 
variable 

PHG9_Scaffold_2817 58 p2 (TA)7 14 111142 111155 
potentially 
variable 

PHG9_Scaffold_2817 72 p2 (AG)9 18 147887 147904 
potentially 
variable 

PHG9_Scaffold_2817 78 p2 (TC)6 12 162072 162083   

PHG9_Scaffold_2817 82 p3 (ATA)6 18 172338 172355 
potentially 
variable 

PHG9_Scaffold_2819 15 p2 (TA)9 18 25065 25082 
potentially 
variable 

PHG9_Scaffold_2819 17 p3 (TTC)5 15 26868 26882 
potentially 
variable 

PHG9_Scaffold_2819 22 p3 (TAA)5 15 41801 41815 
potentially 
variable 

PHG9_Scaffold_2819 24 p2 (TA)7 14 51900 51913 
potentially 
variable 

PHG9_Scaffold_2819 37 p3 (AAC)5 15 83583 83597 
potentially 
variable 

PHG9_Scaffold_2820 1 p2 (TA)7 14 3351 3364 
potentially 
variable 

PHG9_Scaffold_2822 1 p2 (TG)7 14 722 735 
potentially 
variable 

PHG9_Scaffold_2822 3 p2 (TA)6 12 5365 5376   

PHG9_Scaffold_2824 4 p3 (TAA)5 15 13672 13686 
potentially 
variable 



PHG9_Scaffold_2826 9 p2 (TA)6 12 20203 20214   
PHG9_Scaffold_2831 3 p2 (TG)6 12 9562 9573   

PHG9_Scaffold_2832 1 p3 (ATA)5 15 8774 8788 
potentially 
variable 

PHG9_Scaffold_2834 1 p3 (AAT)5 15 18255 18269 
potentially 
variable 

PHG9_Scaffold_2834 2 p2 (AT)7 14 24451 24464 
potentially 
variable 

PHG9_Scaffold_2834 5 p2 (GA)9 18 42125 42142 
potentially 
variable 

PHG9_Scaffold_2834 6 p2 (AT)8 16 43043 43058 
potentially 
variable 

PHG9_Scaffold_2834 9 p3 (ATT)5 15 44669 44683 
potentially 
variable 

PHG9_Scaffold_2836 4 p2 (AT)6 12 19860 19871   

PHG9_Scaffold_2836 10 p2 (AT)7 14 51361 51374 
potentially 
variable 

PHG9_Scaffold_2836 11 p2 (TA)6 12 53235 53246   

PHG9_Scaffold_2837 4 p2 (AT)7 14 21637 21650 
potentially 
variable 

PHG9_Scaffold_2837 11 p2 (AT)6 12 52221 52232   

PHG9_Scaffold_2838 3 p2 (TA)7 14 9281 9294 
potentially 
variable 

PHG9_Scaffold_2839 2 p2 (TA)7 14 5257 5270 
potentially 
variable 

PHG9_Scaffold_2841 1 p2 (TA)6 12 812 823   
PHG9_Scaffold_2841 2 p2 (AT)6 12 2273 2284   

PHG9_Scaffold_2842 2 p3 (TTA)5 15 8614 8628 
potentially 
variable 



PHG9_Scaffold_2842 5 p3 (TGG)6 18 12120 12137 
potentially 
variable 

PHG9_Scaffold_2843 3 p2 (TA)8 16 3296 3311 
potentially 
variable 

PHG9_Scaffold_2843 6 p2 (TA)7 14 4747 4760 
potentially 
variable 

PHG9_Scaffold_2844 5 p3 (GAA)5 15 22799 22813 
potentially 
variable 

PHG9_Scaffold_2844 7 p3 (TAT)5 15 37238 37252 
potentially 
variable 

PHG9_Scaffold_2844 9 p3 (ATC)5 15 44934 44948 
potentially 
variable 

PHG9_Scaffold_2845 3 p2 (AG)7 14 6804 6817 
potentially 
variable 

PHG9_Scaffold_2846 8 p2 (AG)9 18 18885 18902 
potentially 
variable 

PHG9_Scaffold_2846 14 p2 (AG)7 14 81275 81288 
potentially 
variable 

PHG9_Scaffold_2846 15 p3 (AAT)5 15 82010 82024 
potentially 
variable 

PHG9_Scaffold_2846 18 p3 (TCA)5 15 91632 91646 
potentially 
variable 

PHG9_Scaffold_2849 4 p2 (CT)7 14 6690 6703 
potentially 
variable 

PHG9_Scaffold_2849 5 p2 (AT)7 14 15775 15788 
potentially 
variable 

PHG9_Scaffold_2857 6 p2 (AT)6 12 14052 14063   
PHG9_Scaffold_2857 8 p2 (AC)6 12 15594 15605   

PHG9_Scaffold_2857 10 p2 (TC)9 18 18966 18983 
potentially 
variable 



PHG9_Scaffold_2857 11 p3 (CTG)5 15 21944 21958 
potentially 
variable 

PHG9_Scaffold_2857 13 p3 (ATT)5 15 27056 27070 
potentially 
variable 

PHG9_Scaffold_2857 16 p2 (AT)6 12 32666 32677   

PHG9_Scaffold_2858 4 p2 (TA)8 16 45958 45973 
potentially 
variable 

PHG9_Scaffold_2860 2 p2 (AT)8 16 1061 1076 
potentially 
variable 

PHG9_Scaffold_2860 4 p3 (TAA)5 15 11873 11887 
potentially 
variable 

PHG9_Scaffold_2861 4 p2 (AC)7 14 12322 12335 
potentially 
variable 

PHG9_Scaffold_2864 2 p2 (AT)6 12 5620 5631   

PHG9_Scaffold_2864 7 p2 (AT)9 18 13757 13774 
potentially 
variable 

PHG9_Scaffold_2864 12 p3 (AGA)5 15 18871 18885 
potentially 
variable 

PHG9_Scaffold_2864 17 p3 (AAT)5 15 23016 23030 
potentially 
variable 

PHG9_Scaffold_2864 25 p2 (TC)7 14 54303 54316 
potentially 
variable 

PHG9_Scaffold_2864 39 p2 (AT)7 14 87911 87924 
potentially 
variable 

PHG9_Scaffold_2864 50 p2 (CT)8 16 118031 118046 
potentially 
variable 

PHG9_Scaffold_2864 56 p2 (AT)8 16 130142 130157 
potentially 
variable 

PHG9_Scaffold_2864 61 p2 (AT)6 12 141346 141357   
PHG9_Scaffold_2864 66 p2 (GA)6 12 151705 151716   



PHG9_Scaffold_2864 75 p2 (AT)7 14 171940 171953 
potentially 
variable 

PHG9_Scaffold_2864 83 p3 (CTT)6 18 198859 198876 
potentially 
variable 

PHG9_Scaffold_2864 88 p3 (ATT)5 15 219115 219129 
potentially 
variable 

PHG9_Scaffold_2864 91 p2 (TA)6 12 223621 223632   
PHG9_Scaffold_2864 98 p2 (AT)6 12 236280 236291   

PHG9_Scaffold_2864 100 p2 (AT)8 16 236692 236707 
potentially 
variable 

PHG9_Scaffold_2864 102 p3 (TTA)5 15 238643 238657 
potentially 
variable 

PHG9_Scaffold_2864 107 p2 (TA)7 14 249674 249687 
potentially 
variable 

PHG9_Scaffold_2868 7 p3 (AAT)5 15 31188 31202 
potentially 
variable 

PHG9_Scaffold_2868 10 p3 (TCA)5 15 46886 46900 
potentially 
variable 

PHG9_Scaffold_2868 11 p2 (AT)6 12 47318 47329   

PHG9_Scaffold_2869 5 p2 (AT)8 16 7504 7519 
potentially 
variable 

PHG9_Scaffold_2869 6 p2 (AT)6 12 16468 16479   

PHG9_Scaffold_2871 5 p2 (TA)7 14 10729 10742 
potentially 
variable 

PHG9_Scaffold_2872 2 p2 (TA)6 12 6228 6239   

PHG9_Scaffold_2872 3 p2 (TA)7 14 6375 6388 
potentially 
variable 

PHG9_Scaffold_2872 7 p3 (ATA)5 15 10560 10574 
potentially 
variable 

PHG9_Scaffold_2872 9 p2 (TA)7 14 14607 14620 potentially 



variable 

PHG9_Scaffold_2872 10 p3 (ATG)5 15 14921 14935 
potentially 
variable 

PHG9_Scaffold_2872 13 p2 (TC)9 18 17481 17498 
potentially 
variable 

PHG9_Scaffold_2872 20 p2 (TC)8 16 26971 26986 
potentially 
variable 

PHG9_Scaffold_2874 2 p2 (AT)6 12 3247 3258   

PHG9_Scaffold_2876 2 p3 (CGG)5 15 2797 2811 
potentially 
variable 

PHG9_Scaffold_2878 9 p2 (TA)8 16 41150 41165 
potentially 
variable 

PHG9_Scaffold_2878 14 p2 (AC)6 12 57703 57714   

PHG9_Scaffold_2880 1 p2 (AG)9 18 16965 16982 
potentially 
variable 

PHG9_Scaffold_2880 4 p2 (AG)7 14 35225 35238 
potentially 
variable 

PHG9_Scaffold_2880 5 p3 (ATC)5 15 35595 35609 
potentially 
variable 

PHG9_Scaffold_2882 5 p2 (CT)7 14 23875 23888 
potentially 
variable 

PHG9_Scaffold_2882 7 p3 (GAA)5 15 27961 27975 
potentially 
variable 

PHG9_Scaffold_2882 8 p2 (AG)6 12 30421 30432   

PHG9_Scaffold_2882 17 p3 (TAT)5 15 62370 62384 
potentially 
variable 

PHG9_Scaffold_2883 1 p2 (TA)8 16 55 70 
potentially 
variable 

PHG9_Scaffold_2883 8 p2 (TC)6 12 60052 60063   
PHG9_Scaffold_2883 11 p3 (CAG)5 15 82396 82410 potentially 



variable 

PHG9_Scaffold_2885 3 p3 (AAG)5 15 1651 1665 
potentially 
variable 

PHG9_Scaffold_2885 5 p2 (AG)6 12 16930 16941   
PHG9_Scaffold_2885 6 p2 (TA)6 12 19286 19297   

PHG9_Scaffold_2885 7 p2 (CT)7 14 19793 19806 
potentially 
variable 

PHG9_Scaffold_2885 10 p2 (AT)6 12 34756 34767   
PHG9_Scaffold_2885 22 p2 (AT)6 12 72771 72782   

PHG9_Scaffold_2885 24 p3 (TAT)5 15 80619 80633 
potentially 
variable 

PHG9_Scaffold_2885 31 p2 (AT)9 18 116302 116319 
potentially 
variable 

PHG9_Scaffold_2885 45 p2 (CT)7 14 197270 197283 
potentially 
variable 

PHG9_Scaffold_2885 54 p2 (TC)8 16 229643 229658 
potentially 
variable 

PHG9_Scaffold_2885 58 p3 (TGA)5 15 245921 245935 
potentially 
variable 

PHG9_Scaffold_2885 59 p3 (CAT)5 15 256662 256676 
potentially 
variable 

PHG9_Scaffold_2886 2 p2 (AT)8 16 9651 9666 
potentially 
variable 

PHG9_Scaffold_2887 3 p2 (AC)8 16 5734 5749 
potentially 
variable 

PHG9_Scaffold_2889 2 p2 (TC)6 12 6419 6430   

PHG9_Scaffold_2889 9 p2 (TA)7 14 24034 24047 
potentially 
variable 

PHG9_Scaffold_2889 13 p3 (TTA)6 18 34078 34095 
potentially 
variable 



PHG9_Scaffold_2889 20 p2 (AT)6 12 76232 76243   

PHG9_Scaffold_2889 21 p2 (TA)7 14 83766 83779 
potentially 
variable 

PHG9_Scaffold_2889 30 p2 (AT)8 16 135092 135107 
potentially 
variable 

PHG9_Scaffold_2889 32 p2 (CT)7 14 139226 139239 
potentially 
variable 

PHG9_Scaffold_2889 34 p2 (AT)7 14 147806 147819 
potentially 
variable 

PHG9_Scaffold_2889 40 p2 (AT)8 16 173872 173887 
potentially 
variable 

PHG9_Scaffold_2889 41 p2 (TA)6 12 176841 176852   

PHG9_Scaffold_2889 43 p3 (GAT)5 15 179602 179616 
potentially 
variable 

PHG9_Scaffold_2889 44 p2 (TA)7 14 179993 180006 
potentially 
variable 

PHG9_Scaffold_2889 45 p2 (AT)7 14 184153 184166 
potentially 
variable 

PHG9_Scaffold_2889 48 p2 (AT)7 14 202448 202461 
potentially 
variable 

PHG9_Scaffold_2889 50 p2 (CA)6 12 205815 205826   

PHG9_Scaffold_2890 5 p3 (TGA)5 15 11797 11811 
potentially 
variable 

PHG9_Scaffold_2890 9 p3 (ATG)5 15 21843 21857 
potentially 
variable 

PHG9_Scaffold_2892 4 p3 (TTA)5 15 19352 19366 
potentially 
variable 

PHG9_Scaffold_2892 22 p3 (TAT)5 15 94902 94916 
potentially 
variable 

PHG9_Scaffold_2896 1 p2 (AG)9 18 3666 3683 potentially 



variable 

PHG9_Scaffold_2896 2 p3 (AAT)5 15 3848 3862 
potentially 
variable 

PHG9_Scaffold_2898 14 p2 (TA)6 12 43446 43457   
PHG9_Scaffold_2898 20 p2 (GA)6 12 68542 68553   

PHG9_Scaffold_2900 3 p2 (TA)7 14 7284 7297 
potentially 
variable 

PHG9_Scaffold_2900 4 p2 (AT)8 16 10025 10040 
potentially 
variable 

PHG9_Scaffold_2901 4 p2 (GT)6 12 6249 6260   

PHG9_Scaffold_2904 4 p3 (TAT)6 18 8520 8537 
potentially 
variable 

PHG9_Scaffold_2906 4 p2 (GA)9 18 3530 3547 
potentially 
variable 

PHG9_Scaffold_2906 9 p2 (GA)6 12 8555 8566   
PHG9_Scaffold_2908 9 p2 (TA)6 12 13566 13577   
PHG9_Scaffold_2908 11 p2 (TC)6 12 15309 15320   

PHG9_Scaffold_2908 12 p3 (CAC)5 15 17202 17216 
potentially 
variable 

PHG9_Scaffold_2908 14 p2 (AT)6 12 24374 24385   
PHG9_Scaffold_2909 11 p2 (TA)6 12 33341 33352   

PHG9_Scaffold_2911 2 p2 (TC)9 18 8702 8719 
potentially 
variable 

PHG9_Scaffold_2916 2 p2 (TA)6 12 7122 7133   
PHG9_Scaffold_2919 1 p2 (TA)6 12 12096 12107   
PHG9_Scaffold_2921 2 p2 (TA)6 12 6679 6690   

PHG9_Scaffold_2921 4 p2 (AG)7 14 39596 39609 
potentially 
variable 

PHG9_Scaffold_2921 5 p2 (TA)7 14 41544 41557 potentially 



variable 
PHG9_Scaffold_2922 4 p2 (TA)6 12 9797 9808   

PHG9_Scaffold_2922 5 p3 (ATT)5 15 10921 10935 
potentially 
variable 

PHG9_Scaffold_2926 17 p2 (CT)7 14 47782 47795 
potentially 
variable 

PHG9_Scaffold_2926 18 p2 (AC)6 12 50171 50182   

PHG9_Scaffold_2926 30 p2 (AT)7 14 82772 82785 
potentially 
variable 

PHG9_Scaffold_2926 31 p2 (AT)6 12 83938 83949   

PHG9_Scaffold_2926 34 p3 (TTA)5 15 101785 101799 
potentially 
variable 

PHG9_Scaffold_2926 36 p2 (TA)7 14 102562 102575 
potentially 
variable 

PHG9_Scaffold_2927 1 p2 (AT)6 12 795 806   
PHG9_Scaffold_2928 4 p2 (TA)6 12 16945 16956   

PHG9_Scaffold_2928 12 p2 (CT)9 18 31464 31481 
potentially 
variable 

PHG9_Scaffold_2928 14 p2 (AT)7 14 42307 42320 
potentially 
variable 

PHG9_Scaffold_2929 1 p3 (TTG)5 15 2554 2568 
potentially 
variable 

PHG9_Scaffold_2929 23 p2 (TA)6 12 80950 80961   
PHG9_Scaffold_2930 5 p2 (TA)6 12 4768 4779   

PHG9_Scaffold_2931 5 p2 (AT)7 14 1621 1634 
potentially 
variable 

PHG9_Scaffold_2932 7 p2 (GT)8 16 11268 11283 
potentially 
variable 

PHG9_Scaffold_2934 3 p2 (CA)7 14 1857 1870 potentially 



variable 
PHG9_Scaffold_2934 9 p2 (AC)6 12 14594 14605   

PHG9_Scaffold_2935 7 p2 (TA)8 16 44572 44587 
potentially 
variable 

PHG9_Scaffold_2935 8 p2 (AT)9 18 45436 45453 
potentially 
variable 

PHG9_Scaffold_2938 1 p3 (TAA)5 15 15865 15879 
potentially 
variable 

PHG9_Scaffold_2938 2 p2 (AT)6 12 17083 17094   
PHG9_Scaffold_2938 3 p2 (TA)6 12 17981 17992   
PHG9_Scaffold_2939 1 p2 (AT)6 12 11436 11447   

PHG9_Scaffold_2943 2 p2 (AT)7 14 6490 6503 
potentially 
variable 

PHG9_Scaffold_2945 2 p2 (TA)6 12 2424 2435   

PHG9_Scaffold_2946 3 p2 (TA)7 14 13802 13815 
potentially 
variable 

PHG9_Scaffold_2948 5 p2 (TC)6 12 5151 5162   

PHG9_Scaffold_2948 9 p3 (AAT)6 18 20025 20042 
potentially 
variable 

PHG9_Scaffold_2948 10 p2 (AT)8 16 21263 21278 
potentially 
variable 

PHG9_Scaffold_2948 12 p2 (AT)6 12 26747 26758   

PHG9_Scaffold_2948 15 p2 (AT)9 18 36768 36785 
potentially 
variable 

PHG9_Scaffold_2948 16 p2 (AT)8 16 37755 37770 
potentially 
variable 

PHG9_Scaffold_2949 6 p2 (TC)7 14 11086 11099 
potentially 
variable 

PHG9_Scaffold_2956 5 p2 (AT)9 18 7016 7033 potentially 



variable 

PHG9_Scaffold_2956 16 p2 (TA)8 16 35152 35167 
potentially 
variable 

PHG9_Scaffold_2956 30 p2 (AC)7 14 64222 64235 
potentially 
variable 

PHG9_Scaffold_2956 31 p2 (TA)8 16 68054 68069 
potentially 
variable 

PHG9_Scaffold_2957 1 p3 (AAC)5 15 4080 4094 
potentially 
variable 

PHG9_Scaffold_2959 1 p2 (TA)6 12 806 817   
PHG9_Scaffold_2959 2 p2 (AT)6 12 1240 1251   

PHG9_Scaffold_2959 3 p2 (TA)7 14 18019 18032 
potentially 
variable 

PHG9_Scaffold_2959 10 p3 (TAT)5 15 37391 37405 
potentially 
variable 

PHG9_Scaffold_2959 20 p3 (TCT)6 18 89950 89967 
potentially 
variable 

PHG9_Scaffold_2959 25 p2 (TA)8 16 103135 103150 
potentially 
variable 

PHG9_Scaffold_2959 30 p2 (AT)6 12 134606 134617   

PHG9_Scaffold_2960 1 p2 (TA)7 14 4500 4513 
potentially 
variable 

PHG9_Scaffold_2960 2 p2 (TA)7 14 8578 8591 
potentially 
variable 

PHG9_Scaffold_2960 3 p2 (TA)6 12 8803 8814   
PHG9_Scaffold_2963 3 p2 (TA)6 12 8803 8814   

PHG9_Scaffold_2964 1 p3 (TTC)6 18 1404 1421 
potentially 
variable 

PHG9_Scaffold_2964 3 p2 (TA)9 18 20385 20402 
potentially 
variable 



PHG9_Scaffold_2965 3 p2 (TA)7 14 7660 7673 
potentially 
variable 

PHG9_Scaffold_2965 9 p2 (AT)8 16 17850 17865 
potentially 
variable 

PHG9_Scaffold_2965 15 p2 (AT)6 12 27162 27173   

PHG9_Scaffold_2965 27 p2 (AG)8 16 46414 46429 
potentially 
variable 

PHG9_Scaffold_2965 32 p2 (AG)6 12 50856 50867   

PHG9_Scaffold_2965 35 p3 (CTT)5 15 55438 55452 
potentially 
variable 

PHG9_Scaffold_2967 3 p2 (TA)6 12 2755 2766   

PHG9_Scaffold_2967 10 p2 (TA)7 14 12208 12221 
potentially 
variable 

PHG9_Scaffold_2967 17 p2 (AG)6 12 31566 31577   

PHG9_Scaffold_2967 18 p3 (ATT)5 15 33798 33812 
potentially 
variable 

PHG9_Scaffold_2967 19 p2 (TA)9 18 34799 34816 
potentially 
variable 

PHG9_Scaffold_2968 3 p2 (TG)6 12 8009 8020   
PHG9_Scaffold_2968 5 p2 (TA)6 12 19118 19129   
PHG9_Scaffold_2970 4 p2 (TA)6 12 18651 18662   

PHG9_Scaffold_2970 5 p2 (TA)7 14 22789 22802 
potentially 
variable 

PHG9_Scaffold_2971 4 p2 (AT)6 12 17696 17707   

PHG9_Scaffold_2973 4 p3 (TTA)5 15 18927 18941 
potentially 
variable 

PHG9_Scaffold_2974 2 p2 (TA)6 12 5038 5049   

PHG9_Scaffold_2974 3 p2 (CT)7 14 8443 8456 
potentially 
variable 



PHG9_Scaffold_2974 4 p2 (AT)6 12 11365 11376   

PHG9_Scaffold_2976 6 p2 (TA)9 18 34139 34156 
potentially 
variable 

PHG9_Scaffold_2976 8 p2 (AG)6 12 38346 38357   

PHG9_Scaffold_2976 18 p3 (ATT)5 15 65720 65734 
potentially 
variable 

PHG9_Scaffold_2978 2 p2 (TA)7 14 5837 5850 
potentially 
variable 

PHG9_Scaffold_2978 8 p2 (TA)9 18 25561 25578 
potentially 
variable 

PHG9_Scaffold_2978 12 p2 (TA)9 18 39589 39606 
potentially 
variable 

PHG9_Scaffold_2978 14 p2 (AT)7 14 42793 42806 
potentially 
variable 

PHG9_Scaffold_2978 15 p3 (CAC)5 15 44034 44048 
potentially 
variable 

PHG9_Scaffold_2978 18 p3 (AAG)5 15 46953 46967 
potentially 
variable 

PHG9_Scaffold_2978 21 p3 (TTG)6 18 52315 52332 
potentially 
variable 

PHG9_Scaffold_2978 23 p2 (AC)7 14 63677 63690 
potentially 
variable 

PHG9_Scaffold_2978 24 p2 (TA)8 16 67976 67991 
potentially 
variable 

PHG9_Scaffold_2978 27 p2 (TA)7 14 72279 72292 
potentially 
variable 

PHG9_Scaffold_2981 9 p2 (TA)6 12 19408 19419   

PHG9_Scaffold_2982 2 p3 (GGT)5 15 6458 6472 
potentially 
variable 

PHG9_Scaffold_2982 3 p2 (AT)6 12 12818 12829   



PHG9_Scaffold_2982 4 p2 (TA)6 12 13601 13612   

PHG9_Scaffold_2986 1 p2 (TA)8 16 1803 1818 
potentially 
variable 

PHG9_Scaffold_2986 6 p2 (CA)8 16 11403 11418 
potentially 
variable 

PHG9_Scaffold_2986 7 p3 (GAT)5 15 12362 12376 
potentially 
variable 

PHG9_Scaffold_2987 5 p2 (TA)6 12 19752 19763   

PHG9_Scaffold_2989 1 p2 (CT)7 14 504 517 
potentially 
variable 

PHG9_Scaffold_2992 4 p2 (TA)7 14 11592 11605 
potentially 
variable 

PHG9_Scaffold_2992 5 p3 (AAC)5 15 18557 18571 
potentially 
variable 

PHG9_Scaffold_2992 7 p3 (TAA)5 15 20776 20790 
potentially 
variable 

PHG9_Scaffold_2992 8 p2 (CA)7 14 22490 22503 
potentially 
variable 

PHG9_Scaffold_2992 16 p2 (CT)6 12 41177 41188   

PHG9_Scaffold_2992 21 p2 (TC)7 14 59489 59502 
potentially 
variable 

PHG9_Scaffold_2992 23 p3 (GAA)5 15 67609 67623 
potentially 
variable 

PHG9_Scaffold_2992 28 p3 (CAT)5 15 76803 76817 
potentially 
variable 

PHG9_Scaffold_2992 32 p2 (AT)6 12 97232 97243   
PHG9_Scaffold_2992 35 p2 (AC)6 12 117857 117868   
PHG9_Scaffold_2992 36 p6 (ACCTTA)5 30 118714 118743 Hypervariable 

PHG9_Scaffold_2992 38 p2 (GT)8 16 124239 124254 
potentially 
variable 



PHG9_Scaffold_2992 41 p2 (GT)7 14 143437 143450 
potentially 
variable 

PHG9_Scaffold_2992 50 p2 (TG)6 12 160170 160181   
PHG9_Scaffold_2992 52 p2 (TA)6 12 162839 162850   

PHG9_Scaffold_2992 53 p3 (CTT)5 15 163720 163734 
potentially 
variable 

PHG9_Scaffold_2992 56 p3 (TAA)6 18 167773 167790 
potentially 
variable 

PHG9_Scaffold_2993 1 p3 (GAA)5 15 659 673 
potentially 
variable 

PHG9_Scaffold_2994 2 p2 (TA)6 12 3392 3403   

PHG9_Scaffold_2996 3 p2 (TA)9 18 6218 6235 
potentially 
variable 

PHG9_Scaffold_2998 1 p2 (TA)6 12 1362 1373   
PHG9_Scaffold_2998 5 p2 (AT)6 12 5028 5039   

PHG9_Scaffold_3000 9 p3 (TGT)5 15 10177 10191 
potentially 
variable 

PHG9_Scaffold_3003 7 p3 (GAA)6 18 73328 73345 
potentially 
variable 

PHG9_Scaffold_3006 3 p2 (AT)9 18 9715 9732 
potentially 
variable 

PHG9_Scaffold_3006 5 p3 (ATT)5 15 12979 12993 
potentially 
variable 

PHG9_Scaffold_3007 1 p2 (TA)6 12 256 267   

PHG9_Scaffold_3012 5 p2 (AT)8 16 9936 9951 
potentially 
variable 

PHG9_Scaffold_3012 6 p2 (AT)7 14 12520 12533 
potentially 
variable 

PHG9_Scaffold_3012 15 p2 (AT)7 14 37273 37286 
potentially 
variable 



PHG9_Scaffold_3012 18 p2 (TA)6 12 51580 51591   

PHG9_Scaffold_3020 2 p2 (TA)8 16 3811 3826 
potentially 
variable 

PHG9_Scaffold_3020 3 p2 (TA)6 12 4093 4104   

PHG9_Scaffold_3024 2 p2 (AT)8 16 1362 1377 
potentially 
variable 

PHG9_Scaffold_3024 4 p2 (TA)7 14 9279 9292 
potentially 
variable 

PHG9_Scaffold_3026 8 p3 (TTG)5 15 24742 24756 
potentially 
variable 

PHG9_Scaffold_3026 15 p2 (TC)6 12 46007 46018   

PHG9_Scaffold_3026 22 p2 (AG)9 18 61257 61274 
potentially 
variable 

PHG9_Scaffold_3026 24 p3 (TTC)5 15 64948 64962 
potentially 
variable 

PHG9_Scaffold_3026 27 p2 (TA)7 14 82993 83006 
potentially 
variable 

PHG9_Scaffold_3026 35 p2 (GT)8 16 104705 104720 
potentially 
variable 

PHG9_Scaffold_3026 38 p2 (AT)9 18 113117 113134 
potentially 
variable 

PHG9_Scaffold_3026 39 p2 (TC)6 12 113368 113379   

PHG9_Scaffold_3026 40 p3 (CTT)5 15 115549 115563 
potentially 
variable 

PHG9_Scaffold_3026 44 p2 (AT)7 14 120609 120622 
potentially 
variable 

PHG9_Scaffold_3026 46 p2 (TA)9 18 122564 122581 
potentially 
variable 

PHG9_Scaffold_3026 47 p3 (ATA)5 15 124533 124547 
potentially 
variable 



PHG9_Scaffold_3027 1 p2 (AG)7 14 2 15 
potentially 
variable 

PHG9_Scaffold_3027 2 p2 (CT)6 12 199 210   
PHG9_Scaffold_3027 3 p2 (CA)6 12 2041 2052   

PHG9_Scaffold_3027 6 p3 (TAA)5 15 3824 3838 
potentially 
variable 

PHG9_Scaffold_3027 7 p2 (GA)7 14 9651 9664 
potentially 
variable 

PHG9_Scaffold_3027 15 p3 (GTG)5 15 36189 36203 
potentially 
variable 

PHG9_Scaffold_3029 3 p2 (AT)7 14 4932 4945 
potentially 
variable 

PHG9_Scaffold_3030 4 p2 (AG)6 12 5881 5892   
PHG9_Scaffold_3030 5 p2 (TA)6 12 10442 10453   
PHG9_Scaffold_3030 8 p2 (AT)6 12 15363 15374   

PHG9_Scaffold_3030 9 p2 (TA)9 18 15906 15923 
potentially 
variable 

PHG9_Scaffold_3030 31 p2 (AG)8 16 67861 67876 
potentially 
variable 

PHG9_Scaffold_3030 41 p2 (AG)6 12 98781 98792   
PHG9_Scaffold_3030 43 p2 (AG)6 12 102305 102316   
PHG9_Scaffold_3031 6 p2 (TA)6 12 4208 4219   

PHG9_Scaffold_3032 1 p3 (CAC)5 15 120 134 
potentially 
variable 

PHG9_Scaffold_3033 1 p2 (AT)6 12 341 352   

PHG9_Scaffold_3033 2 p3 (AGA)5 15 1292 1306 
potentially 
variable 

PHG9_Scaffold_3033 4 p3 (TTA)5 15 2137 2151 
potentially 
variable 



PHG9_Scaffold_3033 7 p2 (TA)6 12 4156 4167   
PHG9_Scaffold_3033 10 p2 (CT)6 12 14149 14160   

PHG9_Scaffold_3033 22 p2 (AT)9 18 62511 62528 
potentially 
variable 

PHG9_Scaffold_3033 28 p2 (AT)7 14 76954 76967 
potentially 
variable 

PHG9_Scaffold_3033 29 p2 (AT)9 18 77298 77315 
potentially 
variable 

PHG9_Scaffold_3033 37 p2 (TC)6 12 106965 106976   

PHG9_Scaffold_3033 51 p3 (ATA)5 15 137496 137510 
potentially 
variable 

PHG9_Scaffold_3033 61 p2 (AT)9 18 160057 160074 
potentially 
variable 

PHG9_Scaffold_3033 63 p2 (AT)7 14 170767 170780 
potentially 
variable 

PHG9_Scaffold_3033 67 p2 (GA)6 12 177593 177604   

PHG9_Scaffold_3033 71 p2 (AG)7 14 188793 188806 
potentially 
variable 

PHG9_Scaffold_3033 72 p2 (AG)6 12 192643 192654   

PHG9_Scaffold_3033 78 p3 (ATC)5 15 208867 208881 
potentially 
variable 

PHG9_Scaffold_3037 2 p2 (TA)6 12 9264 9275   

PHG9_Scaffold_3040 8 p2 (AT)9 18 18897 18914 
potentially 
variable 

PHG9_Scaffold_3040 17 p2 (AT)6 12 34573 34584   
PHG9_Scaffold_3040 19 p2 (TA)6 12 37874 37885   

PHG9_Scaffold_3040 23 p2 (GA)7 14 45993 46006 
potentially 
variable 

PHG9_Scaffold_3040 24 p2 (AT)7 14 47345 47358 potentially 



variable 

PHG9_Scaffold_3046 1 p2 (TA)7 14 3048 3061 
potentially 
variable 

PHG9_Scaffold_3047 2 p2 (AC)8 16 8631 8646 
potentially 
variable 

PHG9_Scaffold_3049 8 p2 (TA)6 12 15233 15244   

PHG9_Scaffold_3049 9 p2 (TA)7 14 15742 15755 
potentially 
variable 

PHG9_Scaffold_3049 10 p2 (TA)9 18 29275 29292 
potentially 
variable 

PHG9_Scaffold_3049 11 p2 (CT)8 16 32538 32553 
potentially 
variable 

PHG9_Scaffold_3062 2 p2 (AT)6 12 18006 18017   
PHG9_Scaffold_3062 3 p2 (TA)6 12 19745 19756   
PHG9_Scaffold_3065 5 p2 (AG)6 12 19822 19833   
PHG9_Scaffold_3066 2 p2 (TA)6 12 4966 4977   

PHG9_Scaffold_3066 6 p2 (AT)7 14 9871 9884 
potentially 
variable 

PHG9_Scaffold_3066 7 p2 (TA)6 12 12594 12605   

PHG9_Scaffold_3066 8 p2 (AT)9 18 14066 14083 
potentially 
variable 

PHG9_Scaffold_3066 9 p3 (AAT)5 15 21412 21426 
potentially 
variable 

PHG9_Scaffold_3066 10 p3 (AAT)5 15 24119 24133 
potentially 
variable 

PHG9_Scaffold_3066 13 p2 (TA)8 16 31682 31697 
potentially 
variable 

PHG9_Scaffold_3066 16 p2 (CT)6 12 50051 50062   
PHG9_Scaffold_3074 2 p2 (AT)8 16 9803 9818 potentially 



variable 
PHG9_Scaffold_3075 1 p2 (CT)6 12 2491 2502   
PHG9_Scaffold_3075 2 p2 (AT)6 12 6203 6214   

PHG9_Scaffold_3075 9 p3 (CAA)5 15 30968 30982 
potentially 
variable 

PHG9_Scaffold_3075 11 p2 (TG)6 12 34616 34627   

PHG9_Scaffold_3075 17 p2 (GT)9 18 52933 52950 
potentially 
variable 

PHG9_Scaffold_3075 19 p2 (TG)6 12 57988 57999   

PHG9_Scaffold_3075 20 p3 (TAA)5 15 63563 63577 
potentially 
variable 

PHG9_Scaffold_3075 24 p2 (TA)9 18 70360 70377 
potentially 
variable 

PHG9_Scaffold_3080 4 p2 (AT)6 12 30180 30191   
PHG9_Scaffold_3080 13 p2 (GA)6 12 69596 69607   

PHG9_Scaffold_3084 4 p2 (AT)7 14 14404 14417 
potentially 
variable 

PHG9_Scaffold_3084 7 p3 (TCC)5 15 19575 19589 
potentially 
variable 

PHG9_Scaffold_3085 15 p3 (TTC)5 15 54267 54281 
potentially 
variable 

PHG9_Scaffold_3085 25 p3 (TAA)5 15 105174 105188 
potentially 
variable 

PHG9_Scaffold_3085 29 p3 (TAA)6 18 119884 119901 
potentially 
variable 

PHG9_Scaffold_3085 40 p3 (GGT)5 15 166735 166749 
potentially 
variable 

PHG9_Scaffold_3085 47 p3 (TAC)5 15 185757 185771 
potentially 
variable 



PHG9_Scaffold_3085 48 p2 (AG)6 12 194008 194019   

PHG9_Scaffold_3085 49 p3 (CTA)6 18 199644 199661 
potentially 
variable 

PHG9_Scaffold_3085 56 p2 (TA)6 12 214087 214098   
PHG9_Scaffold_3085 66 p2 (TC)6 12 233534 233545   

PHG9_Scaffold_3085 67 p3 (ATT)5 15 235390 235404 
potentially 
variable 

PHG9_Scaffold_3091 7 p3 (ATT)5 15 16704 16718 
potentially 
variable 

PHG9_Scaffold_3092 6 p3 (TTC)5 15 9227 9241 
potentially 
variable 

PHG9_Scaffold_3095 5 p3 (AAT)5 15 4290 4304 
potentially 
variable 

PHG9_Scaffold_3099 6 p2 (TA)7 14 12790 12803 
potentially 
variable 

PHG9_Scaffold_3101 2 p3 (TGA)5 15 2725 2739 
potentially 
variable 

PHG9_Scaffold_3108 1 p2 (CA)6 12 6878 6889   

PHG9_Scaffold_3110 2 p2 (TA)8 16 12880 12895 
potentially 
variable 

PHG9_Scaffold_3112 1 p3 (AAC)5 15 5194 5208 
potentially 
variable 

PHG9_Scaffold_3114 3 p2 (AG)7 14 5185 5198 
potentially 
variable 

PHG9_Scaffold_3114 8 p2 (TA)7 14 11920 11933 
potentially 
variable 

PHG9_Scaffold_3114 12 p2 (TA)7 14 18386 18399 
potentially 
variable 

PHG9_Scaffold_3114 14 p2 (TA)8 16 21274 21289 
potentially 
variable 



PHG9_Scaffold_3114 16 p2 (TA)7 14 27536 27549 
potentially 
variable 

PHG9_Scaffold_3114 25 p2 (CG)7 14 46408 46421 
potentially 
variable 

PHG9_Scaffold_3114 27 p2 (CA)6 12 51897 51908   

PHG9_Scaffold_3114 49 p3 (GAT)5 15 112710 112724 
potentially 
variable 

PHG9_Scaffold_3116 3 p2 (GA)6 12 6317 6328   
PHG9_Scaffold_3117 3 p2 (TA)6 12 55885 55896   

PHG9_Scaffold_3117 7 p2 (TA)8 16 69606 69621 
potentially 
variable 

PHG9_Scaffold_3118 5 p2 (TA)6 12 5854 5865   

PHG9_Scaffold_3118 7 p3 (CAA)5 15 7909 7923 
potentially 
variable 

PHG9_Scaffold_3120 1 p3 (AAG)5 15 432 446 
potentially 
variable 

PHG9_Scaffold_3121 2 p3 (CAT)5 15 4402 4416 
potentially 
variable 

PHG9_Scaffold_3126 2 p2 (TA)6 12 5725 5736   

PHG9_Scaffold_3126 26 p3 (AGA)6 18 80819 80836 
potentially 
variable 

PHG9_Scaffold_3127 7 p2 (AG)9 18 16564 16581 
potentially 
variable 

PHG9_Scaffold_3129 1 p3 (TAT)5 15 2499 2513 
potentially 
variable 

PHG9_Scaffold_3130 10 p2 (TA)7 14 43185 43198 
potentially 
variable 

PHG9_Scaffold_3131 1 p3 (GGT)5 15 1771 1785 
potentially 
variable 

PHG9_Scaffold_3134 3 p2 (CT)7 14 7867 7880 potentially 



variable 
PHG9_Scaffold_3138 1 p2 (AT)6 12 2412 2423   

PHG9_Scaffold_3138 3 p2 (AT)7 14 10799 10812 
potentially 
variable 

PHG9_Scaffold_3138 5 p2 (TC)7 14 14705 14718 
potentially 
variable 

PHG9_Scaffold_3139 5 p2 (TG)6 12 2566 2577   

PHG9_Scaffold_3140 3 p3 (ATT)5 15 6636 6650 
potentially 
variable 

PHG9_Scaffold_3140 5 p3 (TCA)5 15 17201 17215 
potentially 
variable 

PHG9_Scaffold_3142 3 p2 (AT)6 12 7254 7265   
PHG9_Scaffold_3144 1 p2 (AT)6 12 3030 3041   
PHG9_Scaffold_3144 3 p2 (TA)6 12 11085 11096   
PHG9_Scaffold_3144 5 p2 (AG)6 12 21057 21068   
PHG9_Scaffold_3146 1 p2 (CT)6 12 537 548   

PHG9_Scaffold_3148 8 p3 (GTG)5 15 16405 16419 
potentially 
variable 

PHG9_Scaffold_3150 4 p3 (ATT)5 15 7414 7428 
potentially 
variable 

PHG9_Scaffold_3150 5 p2 (TA)6 12 9377 9388   
PHG9_Scaffold_3151 5 p2 (GA)6 12 8731 8742   
PHG9_Scaffold_3154 6 p2 (TA)6 12 23913 23924   

PHG9_Scaffold_3154 17 p3 (TTC)5 15 67400 67414 
potentially 
variable 

PHG9_Scaffold_3154 26 p2 (AG)6 12 88712 88723   
PHG9_Scaffold_3154 28 p2 (AT)6 12 94483 94494   

PHG9_Scaffold_3154 30 p2 (AT)7 14 95969 95982 
potentially 
variable 



PHG9_Scaffold_3154 32 p2 (GT)9 18 116739 116756 
potentially 
variable 

PHG9_Scaffold_3154 35 p2 (TC)6 12 120524 120535   
PHG9_Scaffold_3154 39 p2 (TA)6 12 141042 141053   

PHG9_Scaffold_3154 40 p2 (AT)8 16 143262 143277 
potentially 
variable 

PHG9_Scaffold_3154 42 p2 (TA)6 12 165229 165240   

PHG9_Scaffold_3154 43 p2 (GT)8 16 165745 165760 
potentially 
variable 

PHG9_Scaffold_3154 44 p2 (AG)6 12 172073 172084   

PHG9_Scaffold_3154 49 p3 (AAG)5 15 188349 188363 
potentially 
variable 

PHG9_Scaffold_3155 1 p3 (TTA)6 18 9 26 
potentially 
variable 

PHG9_Scaffold_3155 3 p2 (AT)8 16 2894 2909 
potentially 
variable 

PHG9_Scaffold_3158 4 p2 (AT)7 14 14094 14107 
potentially 
variable 

PHG9_Scaffold_3158 9 p2 (TC)6 12 28470 28481   

PHG9_Scaffold_3158 11 p3 (ATA)5 15 30555 30569 
potentially 
variable 

PHG9_Scaffold_3158 16 p2 (TA)8 16 42364 42379 
potentially 
variable 

PHG9_Scaffold_3159 5 p2 (AT)8 16 36472 36487 
potentially 
variable 

PHG9_Scaffold_3160 1 p2 (AT)6 12 1780 1791   

PHG9_Scaffold_3160 3 p2 (AT)9 18 9373 9390 
potentially 
variable 

PHG9_Scaffold_3162 2 p3 (AAC)5 15 9443 9457 
potentially 
variable 



PHG9_Scaffold_3162 4 p3 (AAT)5 15 12402 12416 
potentially 
variable 

PHG9_Scaffold_3166 2 p3 (GTG)5 15 758 772 
potentially 
variable 

PHG9_Scaffold_3169 1 p3 (AGC)5 15 2060 2074 
potentially 
variable 

PHG9_Scaffold_3171 1 p3 (CAC)5 15 3903 3917 
potentially 
variable 

PHG9_Scaffold_3172 2 p2 (AG)7 14 2640 2653 
potentially 
variable 

PHG9_Scaffold_3174 2 p2 (CT)8 16 10023 10038 
potentially 
variable 

PHG9_Scaffold_3174 9 p2 (AT)6 12 28028 28039   

PHG9_Scaffold_3174 13 p2 (TC)7 14 42963 42976 
potentially 
variable 

PHG9_Scaffold_3174 19 p3 (AGA)6 18 57637 57654 
potentially 
variable 

PHG9_Scaffold_3174 20 p2 (GA)6 12 57978 57989   

PHG9_Scaffold_3177 2 p3 (TGG)5 15 6376 6390 
potentially 
variable 

PHG9_Scaffold_3181 3 p3 (AAT)6 18 2273 2290 
potentially 
variable 

PHG9_Scaffold_3184 5 p3 (CAT)5 15 18213 18227 
potentially 
variable 

PHG9_Scaffold_3187 1 p2 (AT)6 12 480 491   

PHG9_Scaffold_3188 2 p2 (AT)8 16 32290 32305 
potentially 
variable 

PHG9_Scaffold_3191 1 p2 (GA)7 14 1400 1413 
potentially 
variable 

PHG9_Scaffold_3191 3 p3 (TAA)5 15 7182 7196 potentially 



variable 

PHG9_Scaffold_3198 9 p2 (TA)8 16 32449 32464 
potentially 
variable 

PHG9_Scaffold_3198 10 p3 (TCA)5 15 34875 34889 
potentially 
variable 

PHG9_Scaffold_3198 15 p2 (AT)7 14 50816 50829 
potentially 
variable 

PHG9_Scaffold_3198 24 p2 (TA)6 12 74465 74476   

PHG9_Scaffold_3198 28 p2 (GA)7 14 82470 82483 
potentially 
variable 

PHG9_Scaffold_3198 30 p2 (AC)6 12 86880 86891   

PHG9_Scaffold_3199 1 p3 (GAA)5 15 1390 1404 
potentially 
variable 

PHG9_Scaffold_3200 4 p3 (AAT)6 18 15717 15734 
potentially 
variable 

PHG9_Scaffold_3200 5 p2 (AC)8 16 17902 17917 
potentially 
variable 

PHG9_Scaffold_3200 6 p2 (TA)8 16 18894 18909 
potentially 
variable 

PHG9_Scaffold_3200 10 p2 (TA)7 14 26473 26486 
potentially 
variable 

PHG9_Scaffold_3200 11 p2 (TA)7 14 26908 26921 
potentially 
variable 

PHG9_Scaffold_3200 12 p2 (AT)8 16 30015 30030 
potentially 
variable 

PHG9_Scaffold_3200 21 p2 (AT)7 14 37390 37403 
potentially 
variable 

PHG9_Scaffold_3200 22 p3 (ATA)5 15 40418 40432 
potentially 
variable 

PHG9_Scaffold_3200 23 p2 (AG)7 14 42336 42349 potentially 



variable 
PHG9_Scaffold_3200 25 p2 (TA)6 12 45199 45210   
PHG9_Scaffold_3200 27 p6 (TGAAGG)5 30 46565 46594 Hypervariable 
PHG9_Scaffold_3200 28 p2 (AT)6 12 47852 47863   
PHG9_Scaffold_3200 29 p2 (AT)6 12 48458 48469   
PHG9_Scaffold_3204 1 p2 (AT)6 12 3798 3809   

PHG9_Scaffold_3204 3 p3 (AAG)5 15 6429 6443 
potentially 
variable 

PHG9_Scaffold_3204 9 p2 (TA)7 14 18541 18554 
potentially 
variable 

PHG9_Scaffold_3204 11 p2 (TA)6 12 27201 27212   
PHG9_Scaffold_3204 12 p2 (TA)6 12 27365 27376   

PHG9_Scaffold_3205 5 p2 (CA)7 14 11907 11920 
potentially 
variable 

PHG9_Scaffold_3205 16 p3 (CTT)5 15 60677 60691 
potentially 
variable 

PHG9_Scaffold_3205 27 p2 (AG)6 12 109654 109665   

PHG9_Scaffold_3209 2 p3 (TTA)5 15 3499 3513 
potentially 
variable 

PHG9_Scaffold_3209 3 p2 (AT)6 12 5319 5330   

PHG9_Scaffold_3213 1 p2 (AT)8 16 272 287 
potentially 
variable 

PHG9_Scaffold_3213 3 p3 (AAG)5 15 1895 1909 
potentially 
variable 

PHG9_Scaffold_3213 5 p2 (AT)6 12 4553 4564   

PHG9_Scaffold_3213 6 p3 (GAA)5 15 5940 5954 
potentially 
variable 

PHG9_Scaffold_3213 12 p3 (AGT)6 18 26217 26234 
potentially 
variable 



PHG9_Scaffold_3213 13 p2 (TA)9 18 27293 27310 
potentially 
variable 

PHG9_Scaffold_3213 20 p2 (TA)6 12 39555 39566   

PHG9_Scaffold_3213 21 p3 (TAA)5 15 40685 40699 
potentially 
variable 

PHG9_Scaffold_3213 22 p3 (AGG)5 15 42409 42423 
potentially 
variable 

PHG9_Scaffold_3215 4 p2 (TA)8 16 6458 6473 
potentially 
variable 

PHG9_Scaffold_3218 2 p2 (CA)6 12 6459 6470   
PHG9_Scaffold_3219 3 p2 (AT)6 12 11369 11380   

PHG9_Scaffold_3220 2 p3 (TAA)5 15 1605 1619 
potentially 
variable 

PHG9_Scaffold_3220 7 p3 (TGC)5 15 19187 19201 
potentially 
variable 

PHG9_Scaffold_3220 20 p2 (AT)6 12 50108 50119   
PHG9_Scaffold_3220 25 p2 (TA)6 12 102859 102870   

PHG9_Scaffold_3220 29 p2 (TA)7 14 111088 111101 
potentially 
variable 

PHG9_Scaffold_3220 30 p2 (TA)9 18 115804 115821 
potentially 
variable 

PHG9_Scaffold_3220 33 p2 (AT)6 12 124445 124456   
PHG9_Scaffold_3222 4 p2 (TG)6 12 6252 6263   

PHG9_Scaffold_3224 1 p3 (TGA)5 15 1745 1759 
potentially 
variable 

PHG9_Scaffold_3224 13 p2 (AT)6 12 56734 56745   

PHG9_Scaffold_3225 5 p3 (ATA)5 15 5027 5041 
potentially 
variable 

PHG9_Scaffold_3225 6 p2 (AT)8 16 6074 6089 potentially 



variable 
PHG9_Scaffold_3225 7 p2 (TA)6 12 6608 6619   

PHG9_Scaffold_3230 3 p3 (TCT)5 15 6645 6659 
potentially 
variable 

PHG9_Scaffold_3230 4 p3 (ATT)6 18 8209 8226 
potentially 
variable 

PHG9_Scaffold_3233 1 p3 (TTA)6 18 899 916 
potentially 
variable 

PHG9_Scaffold_3233 3 p2 (AT)6 12 3149 3160   
PHG9_Scaffold_3234 3 p2 (TA)6 12 7757 7768   

PHG9_Scaffold_3234 4 p2 (AG)9 18 9925 9942 
potentially 
variable 

PHG9_Scaffold_3234 5 p2 (GA)6 12 10716 10727   

PHG9_Scaffold_3236 1 p2 (TA)7 14 1798 1811 
potentially 
variable 

PHG9_Scaffold_3236 10 p2 (GA)6 12 19318 19329   

PHG9_Scaffold_3237 8 p2 (AT)7 14 19349 19362 
potentially 
variable 

PHG9_Scaffold_3238 4 p2 (AT)7 14 8112 8125 
potentially 
variable 

PHG9_Scaffold_3239 2 p2 (AT)6 12 1889 1900   

PHG9_Scaffold_3240 1 p2 (CA)8 16 1430 1445 
potentially 
variable 

PHG9_Scaffold_3240 11 p2 (TA)6 12 19712 19723   

PHG9_Scaffold_3240 12 p2 (AT)8 16 20238 20253 
potentially 
variable 

PHG9_Scaffold_3241 2 p2 (AT)6 12 492 503   
PHG9_Scaffold_3247 3 p2 (AT)6 12 2999 3010   
PHG9_Scaffold_3247 9 p2 (AT)6 12 12151 12162   



PHG9_Scaffold_3248 9 p2 (TA)6 12 114805 114816   
PHG9_Scaffold_3248 12 p2 (TA)6 12 121605 121616   

PHG9_Scaffold_3248 14 p2 (AG)7 14 141004 141017 
potentially 
variable 

PHG9_Scaffold_3251 5 p2 (AT)7 14 11452 11465 
potentially 
variable 

PHG9_Scaffold_3251 6 p3 (TTC)5 15 12275 12289 
potentially 
variable 

PHG9_Scaffold_3252 5 p3 (TAA)5 15 35453 35467 
potentially 
variable 

PHG9_Scaffold_3252 16 p2 (TA)9 18 65689 65706 
potentially 
variable 

PHG9_Scaffold_3252 18 p3 (TTA)5 15 71344 71358 
potentially 
variable 

PHG9_Scaffold_3252 21 p6 (TCCTAT)5 30 82091 82120 Hypervariable 
PHG9_Scaffold_3253 1 p2 (TA)6 12 1242 1253   

PHG9_Scaffold_3253 3 p2 (GA)7 14 6301 6314 
potentially 
variable 

PHG9_Scaffold_3257 2 p2 (TA)7 14 4132 4145 
potentially 
variable 

PHG9_Scaffold_3257 3 p2 (TA)6 12 6432 6443   

PHG9_Scaffold_3257 4 p2 (TA)8 16 6805 6820 
potentially 
variable 

PHG9_Scaffold_3257 14 p2 (TA)7 14 48625 48638 
potentially 
variable 

PHG9_Scaffold_3257 16 p2 (TG)6 12 58094 58105   

PHG9_Scaffold_3257 17 p2 (AC)8 16 60845 60860 
potentially 
variable 

PHG9_Scaffold_3257 20 p2 (AG)9 18 67849 67866 
potentially 
variable 



PHG9_Scaffold_3261 16 p2 (TA)8 16 41569 41584 
potentially 
variable 

PHG9_Scaffold_3261 28 p3 (ATG)5 15 89019 89033 
potentially 
variable 

PHG9_Scaffold_3261 29 p3 (GAA)5 15 94045 94059 
potentially 
variable 

PHG9_Scaffold_3261 33 p2 (AT)8 16 98820 98835 
potentially 
variable 

PHG9_Scaffold_3262 1 p2 (AT)9 18 1700 1717 
potentially 
variable 

PHG9_Scaffold_3262 2 p2 (AT)6 12 6041 6052   

PHG9_Scaffold_3263 1 p2 (AT)7 14 1251 1264 
potentially 
variable 

PHG9_Scaffold_3264 2 p3 (AAG)5 15 4090 4104 
potentially 
variable 

PHG9_Scaffold_3266 2 p2 (AT)9 18 5325 5342 
potentially 
variable 

PHG9_Scaffold_3266 3 p2 (TA)8 16 5746 5761 
potentially 
variable 

PHG9_Scaffold_3267 3 p2 (AT)8 16 3186 3201 
potentially 
variable 

PHG9_Scaffold_3267 4 p2 (TA)8 16 6113 6128 
potentially 
variable 

PHG9_Scaffold_3267 8 p2 (AT)6 12 11892 11903   

PHG9_Scaffold_3273 1 p3 (ACA)5 15 7142 7156 
potentially 
variable 

PHG9_Scaffold_3275 2 p2 (TA)6 12 2412 2423   
PHG9_Scaffold_3276 1 p2 (TC)6 12 283 294   

PHG9_Scaffold_3276 2 p2 (TC)7 14 1531 1544 
potentially 
variable 



PHG9_Scaffold_3276 4 p2 (AT)7 14 3418 3431 
potentially 
variable 

PHG9_Scaffold_3280 1 p3 (AAT)5 15 390 404 
potentially 
variable 

PHG9_Scaffold_3281 2 p2 (AT)7 14 1101 1114 
potentially 
variable 

PHG9_Scaffold_3282 11 p2 (TA)9 18 23331 23348 
potentially 
variable 

PHG9_Scaffold_3282 12 p3 (TAA)5 15 24116 24130 
potentially 
variable 

PHG9_Scaffold_3282 15 p2 (CT)7 14 29702 29715 
potentially 
variable 

PHG9_Scaffold_3284 4 p3 (TGC)5 15 5317 5331 
potentially 
variable 

PHG9_Scaffold_3290 1 p3 (AAT)5 15 1402 1416 
potentially 
variable 

PHG9_Scaffold_3290 9 p2 (TA)6 12 8511 8522   
PHG9_Scaffold_3290 20 p2 (AT)6 12 24253 24264   

PHG9_Scaffold_3292 9 p3 (TTG)5 15 21311 21325 
potentially 
variable 

PHG9_Scaffold_3292 10 p3 (TGT)5 15 21459 21473 
potentially 
variable 

PHG9_Scaffold_3292 11 p2 (TA)6 12 21973 21984   

PHG9_Scaffold_3292 12 p3 (GTT)5 15 22280 22294 
potentially 
variable 

PHG9_Scaffold_3292 14 p2 (AT)8 16 24597 24612 
potentially 
variable 

PHG9_Scaffold_3292 16 p2 (TG)6 12 25948 25959   
PHG9_Scaffold_3292 23 p2 (AT)6 12 55800 55811   
PHG9_Scaffold_3293 4 p2 (TA)7 14 17773 17786 potentially 



variable 

PHG9_Scaffold_3293 7 p3 (TCT)5 15 36390 36404 
potentially 
variable 

PHG9_Scaffold_3293 12 p3 (GTG)5 15 42477 42491 
potentially 
variable 

PHG9_Scaffold_3293 15 p2 (TC)7 14 57949 57962 
potentially 
variable 

PHG9_Scaffold_3293 22 p2 (AT)9 18 73012 73029 
potentially 
variable 

PHG9_Scaffold_3293 31 p2 (AT)6 12 94369 94380   

PHG9_Scaffold_3293 38 p3 (TGA)5 15 110885 110899 
potentially 
variable 

PHG9_Scaffold_3293 51 p2 (TG)6 12 148733 148744   

PHG9_Scaffold_3293 53 p2 (TA)9 18 149647 149664 
potentially 
variable 

PHG9_Scaffold_3293 54 p3 (TAT)5 15 150314 150328 
potentially 
variable 

PHG9_Scaffold_3293 57 p2 (AT)9 18 159875 159892 
potentially 
variable 

PHG9_Scaffold_3293 58 p2 (TC)6 12 163480 163491   
PHG9_Scaffold_3293 65 p2 (TA)6 12 196669 196680   

PHG9_Scaffold_3295 2 p2 (TA)9 18 15369 15386 
potentially 
variable 

PHG9_Scaffold_3295 9 p3 (AAG)6 18 42957 42974 
potentially 
variable 

PHG9_Scaffold_3295 11 p2 (AT)8 16 43825 43840 
potentially 
variable 

PHG9_Scaffold_3297 2 p2 (TA)6 12 21141 21152   

PHG9_Scaffold_3298 1 p2 (CT)9 18 9569 9586 
potentially 
variable 



PHG9_Scaffold_3298 6 p2 (CA)8 16 21251 21266 
potentially 
variable 

PHG9_Scaffold_3298 10 p2 (AT)7 14 40642 40655 
potentially 
variable 

PHG9_Scaffold_3298 16 p3 (ACA)5 15 58879 58893 
potentially 
variable 

PHG9_Scaffold_3298 17 p2 (AT)6 12 63321 63332   

PHG9_Scaffold_3298 19 p2 (AT)7 14 68507 68520 
potentially 
variable 

PHG9_Scaffold_3298 20 p2 (TA)6 12 69560 69571   
PHG9_Scaffold_3298 30 p2 (TA)6 12 91709 91720   

PHG9_Scaffold_3304 3 p3 (AAT)5 15 10286 10300 
potentially 
variable 

PHG9_Scaffold_3304 14 p2 (GT)8 16 68667 68682 
potentially 
variable 

PHG9_Scaffold_3304 15 p2 (AT)6 12 77066 77077   
PHG9_Scaffold_3304 21 p2 (CA)6 12 98711 98722   

PHG9_Scaffold_3306 1 p2 (AT)7 14 1872 1885 
potentially 
variable 

PHG9_Scaffold_3306 3 p2 (TA)9 18 5195 5212 
potentially 
variable 

PHG9_Scaffold_3306 4 p2 (TA)6 12 8606 8617   

PHG9_Scaffold_3306 6 p2 (TA)8 16 11219 11234 
potentially 
variable 

PHG9_Scaffold_3306 7 p3 (TTC)6 18 11863 11880 
potentially 
variable 

PHG9_Scaffold_3307 4 p3 (GAA)6 18 13498 13515 
potentially 
variable 

PHG9_Scaffold_3307 5 p2 (AT)7 14 22433 22446 
potentially 
variable 



PHG9_Scaffold_3308 1 p3 (TTA)6 18 82 99 
potentially 
variable 

PHG9_Scaffold_3314 6 p3 (AAT)6 18 5718 5735 
potentially 
variable 

PHG9_Scaffold_3314 18 p3 (TAA)5 15 37284 37298 
potentially 
variable 

PHG9_Scaffold_3314 30 p2 (TA)6 12 64409 64420   

PHG9_Scaffold_3314 35 p2 (TC)8 16 75280 75295 
potentially 
variable 

PHG9_Scaffold_3314 41 p2 (AT)8 16 86525 86540 
potentially 
variable 

PHG9_Scaffold_3315 17 p2 (TA)8 16 48674 48689 
potentially 
variable 

PHG9_Scaffold_3315 20 p2 (AT)8 16 52071 52086 
potentially 
variable 

PHG9_Scaffold_3315 22 p2 (TA)9 18 56383 56400 
potentially 
variable 

PHG9_Scaffold_3315 23 p2 (TC)6 12 57226 57237   

PHG9_Scaffold_3315 26 p2 (TA)7 14 82841 82854 
potentially 
variable 

PHG9_Scaffold_3315 27 p2 (CT)6 12 86168 86179   

PHG9_Scaffold_3315 29 p3 (TAA)6 18 89433 89450 
potentially 
variable 

PHG9_Scaffold_3316 8 p2 (TA)7 14 15137 15150 
potentially 
variable 

PHG9_Scaffold_3318 1 p2 (AT)6 12 5985 5996   

PHG9_Scaffold_3319 7 p2 (TA)7 14 17698 17711 
potentially 
variable 

PHG9_Scaffold_3320 1 p2 (AT)6 12 32191 32202   
PHG9_Scaffold_3320 2 p2 (TA)8 16 37296 37311 potentially 



variable 
PHG9_Scaffold_3323 2 p2 (AT)6 12 2996 3007   
PHG9_Scaffold_3324 2 p2 (TA)6 12 4198 4209   

PHG9_Scaffold_3324 4 p3 (ATT)5 15 11460 11474 
potentially 
variable 

PHG9_Scaffold_3324 8 p2 (AT)6 12 21801 21812   
PHG9_Scaffold_3328 1 p2 (TA)6 12 1714 1725   
PHG9_Scaffold_3328 2 p2 (TA)6 12 4079 4090   
PHG9_Scaffold_3328 4 p2 (AT)6 12 7604 7615   

PHG9_Scaffold_3330 1 p3 (TGG)5 15 2921 2935 
potentially 
variable 

PHG9_Scaffold_3331 2 p3 (TAA)5 15 7067 7081 
potentially 
variable 

PHG9_Scaffold_3333 1 p2 (AT)6 12 508 519   

PHG9_Scaffold_3334 1 p3 (TTC)5 15 1006 1020 
potentially 
variable 

PHG9_Scaffold_3335 8 p3 (TAA)5 15 32257 32271 
potentially 
variable 

PHG9_Scaffold_3335 11 p3 (ATA)5 15 56065 56079 
potentially 
variable 

PHG9_Scaffold_3335 12 p2 (TA)9 18 56535 56552 
potentially 
variable 

PHG9_Scaffold_3335 13 p2 (TA)6 12 65530 65541   
PHG9_Scaffold_3340 3 p2 (TC)6 12 10726 10737   

PHG9_Scaffold_3340 4 p2 (AT)7 14 11509 11522 
potentially 
variable 

PHG9_Scaffold_3340 6 p2 (AG)8 16 17690 17705 
potentially 
variable 

PHG9_Scaffold_3342 1 p3 (TGA)6 18 11671 11688 potentially 



variable 
PHG9_Scaffold_3344 3 p2 (AT)6 12 3123 3134   

PHG9_Scaffold_3347 3 p3 (ATA)5 15 5051 5065 
potentially 
variable 

PHG9_Scaffold_3350 3 p3 (ACA)6 18 34618 34635 
potentially 
variable 

PHG9_Scaffold_3355 9 p2 (AG)6 12 15921 15932   

PHG9_Scaffold_3355 11 p2 (TA)9 18 18793 18810 
potentially 
variable 

PHG9_Scaffold_3364 8 p2 (TA)7 14 59234 59247 
potentially 
variable 

PHG9_Scaffold_3364 10 p2 (TA)6 12 77958 77969   

PHG9_Scaffold_3373 1 p2 (CA)7 14 2389 2402 
potentially 
variable 

PHG9_Scaffold_3375 1 p2 (AT)6 12 1968 1979   

PHG9_Scaffold_3381 4 p2 (TA)7 14 2437 2450 
potentially 
variable 

PHG9_Scaffold_3381 6 p2 (AT)7 14 4865 4878 
potentially 
variable 

PHG9_Scaffold_3384 3 p2 (TA)6 12 4169 4180   

PHG9_Scaffold_3386 4 p3 (AAG)6 18 10411 10428 
potentially 
variable 

PHG9_Scaffold_3386 11 p3 (ATT)5 15 28543 28557 
potentially 
variable 

PHG9_Scaffold_3386 12 p3 (ATC)5 15 30681 30695 
potentially 
variable 

PHG9_Scaffold_3386 20 p3 (TAA)5 15 51901 51915 
potentially 
variable 

PHG9_Scaffold_3386 34 p3 (GTT)5 15 83627 83641 
potentially 
variable 



PHG9_Scaffold_3386 35 p2 (AT)6 12 84207 84218   
PHG9_Scaffold_3386 47 p2 (AT)6 12 111241 111252   

PHG9_Scaffold_3387 6 p2 (CT)8 16 44215 44230 
potentially 
variable 

PHG9_Scaffold_3393 4 p3 (CAT)6 18 5492 5509 
potentially 
variable 

PHG9_Scaffold_3396 1 p2 (AT)8 16 10290 10305 
potentially 
variable 

PHG9_Scaffold_3396 2 p2 (AT)9 18 10668 10685 
potentially 
variable 

PHG9_Scaffold_3399 3 p2 (AT)6 12 719 730   

PHG9_Scaffold_3399 18 p3 (TGG)5 15 37681 37695 
potentially 
variable 

PHG9_Scaffold_3400 4 p2 (TA)6 12 19951 19962   

PHG9_Scaffold_3400 5 p2 (TA)7 14 23726 23739 
potentially 
variable 

PHG9_Scaffold_3401 2 p2 (TA)8 16 5399 5414 
potentially 
variable 

PHG9_Scaffold_3403 8 p2 (TA)6 12 17485 17496   
PHG9_Scaffold_3403 9 p6 (CAAATG)5 30 19211 19240 Hypervariable 

PHG9_Scaffold_3405 4 p2 (AG)7 14 8753 8766 
potentially 
variable 

PHG9_Scaffold_3407 11 p2 (TA)7 14 35568 35581 
potentially 
variable 

PHG9_Scaffold_3407 13 p2 (TA)7 14 42758 42771 
potentially 
variable 

PHG9_Scaffold_3407 18 p3 (ACC)5 15 48903 48917 
potentially 
variable 

PHG9_Scaffold_3410 1 p3 (ATA)5 15 13616 13630 
potentially 
variable 



PHG9_Scaffold_3413 1 p2 (TA)8 16 7053 7068 
potentially 
variable 

PHG9_Scaffold_3413 11 p2 (TA)8 16 33822 33837 
potentially 
variable 

PHG9_Scaffold_3413 13 p2 (AT)6 12 39774 39785   

PHG9_Scaffold_3413 18 p2 (AT)7 14 65773 65786 
potentially 
variable 

PHG9_Scaffold_3413 22 p3 (AAC)5 15 75225 75239 
potentially 
variable 

PHG9_Scaffold_3413 23 p2 (AT)8 16 75834 75849 
potentially 
variable 

PHG9_Scaffold_3413 28 p3 (ATC)6 18 94860 94877 
potentially 
variable 

PHG9_Scaffold_3413 30 p2 (CA)9 18 160882 160899 
potentially 
variable 

PHG9_Scaffold_3413 36 p2 (AT)8 16 182720 182735 
potentially 
variable 

PHG9_Scaffold_3413 37 p2 (AT)9 18 183494 183511 
potentially 
variable 

PHG9_Scaffold_3413 38 p2 (TA)8 16 194445 194460 
potentially 
variable 

PHG9_Scaffold_3413 43 p3 (ATA)5 15 213600 213614 
potentially 
variable 

PHG9_Scaffold_3415 5 p3 (AAT)5 15 9131 9145 
potentially 
variable 

PHG9_Scaffold_3421 1 p2 (TA)6 12 1826 1837   

PHG9_Scaffold_3421 3 p2 (TA)8 16 4449 4464 
potentially 
variable 

PHG9_Scaffold_3421 4 p3 (TTC)6 18 5093 5110 
potentially 
variable 



PHG9_Scaffold_3421 5 p2 (TA)7 14 7770 7783 
potentially 
variable 

PHG9_Scaffold_3423 2 p3 (AAG)6 18 7973 7990 
potentially 
variable 

PHG9_Scaffold_3423 5 p2 (AT)7 14 12298 12311 
potentially 
variable 

PHG9_Scaffold_3425 2 p2 (AT)8 16 12229 12244 
potentially 
variable 

PHG9_Scaffold_3425 3 p2 (AG)7 14 14440 14453 
potentially 
variable 

PHG9_Scaffold_3425 4 p2 (AG)7 14 19187 19200 
potentially 
variable 

PHG9_Scaffold_3425 11 p2 (TA)6 12 31578 31589   

PHG9_Scaffold_3425 12 p2 (AT)7 14 33032 33045 
potentially 
variable 

PHG9_Scaffold_3425 13 p2 (AT)8 16 45774 45789 
potentially 
variable 

PHG9_Scaffold_3426 6 p2 (TC)8 16 24312 24327 
potentially 
variable 

PHG9_Scaffold_3426 8 p2 (TA)6 12 33306 33317   
PHG9_Scaffold_3426 20 p2 (TC)6 12 78930 78941   

PHG9_Scaffold_3426 21 p3 (ACA)5 15 79155 79169 
potentially 
variable 

PHG9_Scaffold_3426 28 p2 (TA)7 14 113564 113577 
potentially 
variable 

PHG9_Scaffold_3426 31 p2 (GT)6 12 125182 125193   

PHG9_Scaffold_3427 1 p3 (AGA)6 18 616 633 
potentially 
variable 

PHG9_Scaffold_3428 2 p2 (TA)6 12 10514 10525   
PHG9_Scaffold_3429 1 p3 (TTA)6 18 281 298 potentially 



variable 
PHG9_Scaffold_3429 2 p2 (TA)6 12 1352 1363   
PHG9_Scaffold_3429 6 p2 (AT)6 12 14156 14167   
PHG9_Scaffold_3429 7 p2 (AT)6 12 15835 15846   
PHG9_Scaffold_3429 10 p2 (CT)6 12 19519 19530   

PHG9_Scaffold_3436 1 p2 (AT)9 18 1940 1957 
potentially 
variable 

PHG9_Scaffold_3436 2 p2 (TA)8 16 6140 6155 
potentially 
variable 

PHG9_Scaffold_3442 1 p2 (TA)6 12 738 749   

PHG9_Scaffold_3442 3 p2 (TA)7 14 2684 2697 
potentially 
variable 

PHG9_Scaffold_3442 6 p2 (TA)6 12 14926 14937   

PHG9_Scaffold_3445 3 p2 (AT)9 18 4064 4081 
potentially 
variable 

PHG9_Scaffold_3445 5 p2 (AT)6 12 5198 5209   
PHG9_Scaffold_3446 1 p2 (CA)6 12 3585 3596   

PHG9_Scaffold_3448 7 p3 (TAA)6 18 21013 21030 
potentially 
variable 

PHG9_Scaffold_3452 1 p3 (CTT)5 15 7923 7937 
potentially 
variable 

PHG9_Scaffold_3452 2 p2 (AT)8 16 8827 8842 
potentially 
variable 

PHG9_Scaffold_3458 16 p2 (AC)6 12 51450 51461   

PHG9_Scaffold_3458 17 p3 (TTA)5 15 52468 52482 
potentially 
variable 

PHG9_Scaffold_3458 20 p2 (TC)6 12 64035 64046   
PHG9_Scaffold_3459 1 p2 (AT)6 12 3348 3359   
PHG9_Scaffold_3459 5 p3 (CAT)5 15 34136 34150 potentially 



variable 

PHG9_Scaffold_3459 11 p3 (AAT)6 18 68994 69011 
potentially 
variable 

PHG9_Scaffold_3459 15 p3 (TGA)6 18 75695 75712 
potentially 
variable 

PHG9_Scaffold_3463 3 p3 (AAT)5 15 3130 3144 
potentially 
variable 

PHG9_Scaffold_3463 4 p2 (AT)6 12 3434 3445   
PHG9_Scaffold_3464 8 p2 (AG)6 12 24574 24585   

PHG9_Scaffold_3465 9 p3 (TTG)5 15 13129 13143 
potentially 
variable 

PHG9_Scaffold_3465 11 p2 (TA)7 14 19428 19441 
potentially 
variable 

PHG9_Scaffold_3469 7 p2 (TA)8 16 25801 25816 
potentially 
variable 

PHG9_Scaffold_3470 7 p2 (AT)7 14 18440 18453 
potentially 
variable 

PHG9_Scaffold_3475 13 p2 (AT)9 18 31303 31320 
potentially 
variable 

PHG9_Scaffold_3475 15 p2 (TA)6 12 41123 41134   
PHG9_Scaffold_3475 16 p2 (TA)6 12 41689 41700   
PHG9_Scaffold_3475 17 p2 (AT)6 12 43754 43765   

PHG9_Scaffold_3475 20 p2 (TA)8 16 64793 64808 
potentially 
variable 

PHG9_Scaffold_3475 22 p2 (AT)7 14 68835 68848 
potentially 
variable 

PHG9_Scaffold_3475 25 p2 (AT)9 18 76462 76479 
potentially 
variable 

PHG9_Scaffold_3478 1 p2 (AT)9 18 7483 7500 
potentially 
variable 



PHG9_Scaffold_3478 2 p2 (AT)7 14 8127 8140 
potentially 
variable 

PHG9_Scaffold_3480 2 p2 (TA)9 18 7514 7531 
potentially 
variable 

PHG9_Scaffold_3485 5 p3 (AAT)6 18 16385 16402 
potentially 
variable 

PHG9_Scaffold_3487 5 p2 (AT)6 12 13585 13596   

PHG9_Scaffold_3489 1 p2 (TA)7 14 487 500 
potentially 
variable 

PHG9_Scaffold_3490 1 p2 (TA)7 14 181 194 
potentially 
variable 

PHG9_Scaffold_3490 3 p2 (AT)6 12 10279 10290   

PHG9_Scaffold_3492 3 p2 (TA)8 16 5631 5646 
potentially 
variable 

PHG9_Scaffold_3492 6 p2 (TC)6 12 12814 12825   

PHG9_Scaffold_3492 11 p3 (ATC)5 15 28082 28096 
potentially 
variable 

PHG9_Scaffold_3492 21 p3 (TTA)5 15 52375 52389 
potentially 
variable 

PHG9_Scaffold_3492 24 p3 (TAA)5 15 63090 63104 
potentially 
variable 

PHG9_Scaffold_3492 36 p2 (TA)7 14 109299 109312 
potentially 
variable 

PHG9_Scaffold_3492 38 p3 (TAA)6 18 116154 116171 
potentially 
variable 

PHG9_Scaffold_3494 1 p3 (TGT)5 15 463 477 
potentially 
variable 

PHG9_Scaffold_3494 3 p2 (TA)6 12 2523 2534   
PHG9_Scaffold_3499 1 p2 (AT)6 12 1083 1094   
PHG9_Scaffold_3506 1 p2 (AG)8 16 4774 4789 potentially 



variable 
PHG9_Scaffold_3507 4 p2 (TA)6 12 13439 13450   

PHG9_Scaffold_3509 1 p2 (AG)7 14 287 300 
potentially 
variable 

PHG9_Scaffold_3509 2 p2 (TA)6 12 4754 4765   

PHG9_Scaffold_3509 3 p3 (AAT)5 15 5195 5209 
potentially 
variable 

PHG9_Scaffold_3509 4 p3 (AAT)5 15 5366 5380 
potentially 
variable 

PHG9_Scaffold_3522 1 p2 (TA)6 12 23918 23929   
PHG9_Scaffold_3522 3 p2 (AT)6 12 26394 26405   

PHG9_Scaffold_3526 1 p2 (CT)7 14 443 456 
potentially 
variable 

PHG9_Scaffold_3530 1 p3 (TTA)5 15 285 299 
potentially 
variable 

PHG9_Scaffold_3533 1 p2 (AT)7 14 19 32 
potentially 
variable 

PHG9_Scaffold_3534 2 p2 (AT)6 12 1297 1308   

PHG9_Scaffold_3537 1 p3 (CAC)5 15 1104 1118 
potentially 
variable 

PHG9_Scaffold_3542 2 p3 (ATA)5 15 3055 3069 
potentially 
variable 

PHG9_Scaffold_3546 9 p2 (TA)6 12 36287 36298   

PHG9_Scaffold_3546 18 p2 (GA)7 14 61915 61928 
potentially 
variable 

PHG9_Scaffold_3546 19 p2 (TA)8 16 68814 68829 
potentially 
variable 

PHG9_Scaffold_3552 6 p2 (AT)8 16 9066 9081 
potentially 
variable 



PHG9_Scaffold_3555 2 p2 (TC)7 14 4469 4482 
potentially 
variable 

PHG9_Scaffold_3557 8 p2 (GA)7 14 120864 120877 
potentially 
variable 

PHG9_Scaffold_3558 8 p3 (TCA)5 15 34048 34062 
potentially 
variable 

PHG9_Scaffold_3558 12 p2 (AT)7 14 42161 42174 
potentially 
variable 

PHG9_Scaffold_3558 14 p2 (GA)7 14 46476 46489 
potentially 
variable 

PHG9_Scaffold_3558 19 p2 (AG)6 12 50961 50972   

PHG9_Scaffold_3558 25 p2 (AT)7 14 59173 59186 
potentially 
variable 

PHG9_Scaffold_3558 30 p3 (GAA)5 15 87439 87453 
potentially 
variable 

PHG9_Scaffold_3558 33 p2 (AT)6 12 99221 99232   
PHG9_Scaffold_3558 35 p2 (TG)6 12 102821 102832   

PHG9_Scaffold_3560 6 p3 (AAG)5 15 11773 11787 
potentially 
variable 

PHG9_Scaffold_3560 7 p3 (AAT)5 15 12202 12216 
potentially 
variable 

PHG9_Scaffold_3561 2 p2 (AG)6 12 4166 4177   

PHG9_Scaffold_3561 6 p3 (GAT)5 15 18286 18300 
potentially 
variable 

PHG9_Scaffold_3561 13 p2 (TC)7 14 37958 37971 
potentially 
variable 

PHG9_Scaffold_3561 18 p3 (GAT)6 18 58469 58486 
potentially 
variable 

PHG9_Scaffold_3561 20 p2 (AG)6 12 66123 66134   
PHG9_Scaffold_3561 21 p3 (TGA)5 15 67937 67951 potentially 



variable 

PHG9_Scaffold_3561 22 p3 (CTT)6 18 70667 70684 
potentially 
variable 

PHG9_Scaffold_3561 23 p2 (TC)7 14 71804 71817 
potentially 
variable 

PHG9_Scaffold_3561 24 p6 (CCCTAC)6 36 75645 75680 Hypervariable 

PHG9_Scaffold_3562 1 p2 (CT)7 14 798 811 
potentially 
variable 

PHG9_Scaffold_3562 2 p2 (TA)7 14 3277 3290 
potentially 
variable 

PHG9_Scaffold_3566 2 p2 (AT)6 12 2261 2272   

PHG9_Scaffold_3569 1 p2 (AT)7 14 5339 5352 
potentially 
variable 

PHG9_Scaffold_3570 1 p2 (AT)6 12 1453 1464   
PHG9_Scaffold_3570 4 p2 (AT)6 12 13509 13520   

PHG9_Scaffold_3570 18 p3 (TAA)5 15 50162 50176 
potentially 
variable 

PHG9_Scaffold_3577 2 p2 (TA)7 14 7611 7624 
potentially 
variable 

PHG9_Scaffold_3577 3 p2 (TA)9 18 11053 11070 
potentially 
variable 

PHG9_Scaffold_3577 5 p2 (CT)6 12 16216 16227   

PHG9_Scaffold_3577 14 p2 (AT)7 14 52250 52263 
potentially 
variable 

PHG9_Scaffold_3578 2 p2 (CG)6 12 3367 3378   

PHG9_Scaffold_3578 4 p2 (TA)7 14 9186 9199 
potentially 
variable 

PHG9_Scaffold_3582 2 p2 (AT)7 14 3091 3104 
potentially 
variable 



PHG9_Scaffold_3582 3 p2 (CT)8 16 6243 6258 
potentially 
variable 

PHG9_Scaffold_3583 4 p2 (TA)6 12 5420 5431   

PHG9_Scaffold_3583 8 p3 (CTT)6 18 22815 22832 
potentially 
variable 

PHG9_Scaffold_3583 9 p2 (TA)6 12 23666 23677   
PHG9_Scaffold_3583 12 p2 (AT)6 12 33236 33247   

PHG9_Scaffold_3583 17 p2 (TA)9 18 42806 42823 
potentially 
variable 

PHG9_Scaffold_3583 27 p3 (CTT)6 18 58907 58924 
potentially 
variable 

PHG9_Scaffold_3583 28 p2 (AT)8 16 60140 60155 
potentially 
variable 

PHG9_Scaffold_3583 36 p3 (AAG)5 15 76773 76787 
potentially 
variable 

PHG9_Scaffold_3583 39 p2 (AG)7 14 90440 90453 
potentially 
variable 

PHG9_Scaffold_3584 6 p3 (TAT)5 15 27811 27825 
potentially 
variable 

PHG9_Scaffold_3584 11 p2 (GA)7 14 45838 45851 
potentially 
variable 

PHG9_Scaffold_3584 15 p2 (AT)6 12 63062 63073   

PHG9_Scaffold_3584 17 p3 (ATT)5 15 70810 70824 
potentially 
variable 

PHG9_Scaffold_3584 22 p3 (TTA)5 15 84340 84354 
potentially 
variable 

PHG9_Scaffold_3584 27 p2 (TC)8 16 108681 108696 
potentially 
variable 

PHG9_Scaffold_3588 1 p2 (TA)7 14 456 469 
potentially 
variable 



PHG9_Scaffold_3589 2 p2 (TA)7 14 1094 1107 
potentially 
variable 

PHG9_Scaffold_3592 1 p3 (AAG)5 15 723 737 
potentially 
variable 

PHG9_Scaffold_3594 1 p3 (ATA)5 15 1145 1159 
potentially 
variable 

PHG9_Scaffold_3594 9 p2 (AT)7 14 22731 22744 
potentially 
variable 

PHG9_Scaffold_3594 11 p3 (GAA)6 18 26160 26177 
potentially 
variable 

PHG9_Scaffold_3594 20 p3 (AAT)5 15 40901 40915 
potentially 
variable 

PHG9_Scaffold_3595 6 p2 (AT)6 12 16363 16374   

PHG9_Scaffold_3597 1 p3 (AAG)5 15 376 390 
potentially 
variable 

PHG9_Scaffold_3597 5 p2 (AT)7 14 3823 3836 
potentially 
variable 

PHG9_Scaffold_3598 6 p2 (AT)7 14 13991 14004 
potentially 
variable 

PHG9_Scaffold_3600 2 p3 (TAT)5 15 1913 1927 
potentially 
variable 

PHG9_Scaffold_3600 9 p2 (TA)7 14 9562 9575 
potentially 
variable 

PHG9_Scaffold_3600 10 p2 (TA)9 18 10256 10273 
potentially 
variable 

PHG9_Scaffold_3600 11 p3 (GGT)6 18 11805 11822 
potentially 
variable 

PHG9_Scaffold_3600 12 p3 (ATA)6 18 13379 13396 
potentially 
variable 

PHG9_Scaffold_3601 3 p2 (AT)9 18 3015 3032 potentially 



variable 
PHG9_Scaffold_3601 9 p2 (CT)6 12 20930 20941   
PHG9_Scaffold_3607 2 p2 (CT)6 12 9415 9426   

PHG9_Scaffold_3612 3 p2 (AT)8 16 4877 4892 
potentially 
variable 

PHG9_Scaffold_3617 11 p3 (AAG)6 18 41620 41637 
potentially 
variable 

PHG9_Scaffold_3617 15 p2 (TA)7 14 48569 48582 
potentially 
variable 

PHG9_Scaffold_3617 16 p3 (TAA)5 15 50636 50650 
potentially 
variable 

PHG9_Scaffold_3617 17 p2 (TA)7 14 59539 59552 
potentially 
variable 

PHG9_Scaffold_3618 1 p3 (ATT)5 15 7255 7269 
potentially 
variable 

PHG9_Scaffold_3621 2 p2 (AT)8 16 3664 3679 
potentially 
variable 

PHG9_Scaffold_3624 3 p3 (TTA)5 15 5797 5811 
potentially 
variable 

PHG9_Scaffold_3624 5 p2 (TA)8 16 19172 19187 
potentially 
variable 

PHG9_Scaffold_3629 2 p2 (CA)6 12 5269 5280   
PHG9_Scaffold_3636 1 p2 (GA)6 12 45 56   

PHG9_Scaffold_3637 1 p2 (TA)9 18 55 72 
potentially 
variable 

PHG9_Scaffold_3637 2 p6 (AAATCA)5 30 2481 2510 Hypervariable 
PHG9_Scaffold_3645 2 p2 (TA)6 12 6310 6321   
PHG9_Scaffold_3645 5 p2 (TA)6 12 12984 12995   
PHG9_Scaffold_3651 1 p3 (AAT)5 15 2498 2512 potentially 



variable 
PHG9_Scaffold_3653 1 p2 (TG)6 12 16176 16187   
PHG9_Scaffold_3655 6 p2 (TA)6 12 21520 21531   
PHG9_Scaffold_3655 7 p2 (TC)6 12 22305 22316   
PHG9_Scaffold_3655 10 p2 (GT)6 12 31017 31028   

PHG9_Scaffold_3655 11 p3 (TAA)5 15 32038 32052 
potentially 
variable 

PHG9_Scaffold_3655 16 p2 (TA)8 16 38394 38409 
potentially 
variable 

PHG9_Scaffold_3655 20 p3 (GAT)5 15 47702 47716 
potentially 
variable 

PHG9_Scaffold_3655 30 p2 (AT)6 12 84506 84517   
PHG9_Scaffold_3655 31 p2 (TG)6 12 88221 88232   
PHG9_Scaffold_3655 34 p2 (AT)6 12 95208 95219   

PHG9_Scaffold_3655 45 p2 (CT)7 14 123793 123806 
potentially 
variable 

PHG9_Scaffold_3655 46 p2 (TA)8 16 124018 124033 
potentially 
variable 

PHG9_Scaffold_3655 48 p2 (CA)8 16 126420 126435 
potentially 
variable 

PHG9_Scaffold_3655 57 p2 (AT)6 12 161897 161908   

PHG9_Scaffold_3655 58 p3 (CTT)5 15 167810 167824 
potentially 
variable 

PHG9_Scaffold_3655 74 p2 (AT)7 14 211616 211629 
potentially 
variable 

PHG9_Scaffold_3655 75 p3 (GTT)5 15 212243 212257 
potentially 
variable 

PHG9_Scaffold_3655 76 p2 (AT)9 18 213152 213169 
potentially 
variable 



PHG9_Scaffold_3655 81 p2 (TC)6 12 221113 221124   
PHG9_Scaffold_3655 82 p2 (TC)6 12 222409 222420   

PHG9_Scaffold_3655 83 p2 (TC)7 14 225134 225147 
potentially 
variable 

PHG9_Scaffold_3655 85 p2 (CA)6 12 229386 229397   

PHG9_Scaffold_3655 89 p2 (AG)7 14 240857 240870 
potentially 
variable 

PHG9_Scaffold_3661 3 p2 (CA)7 14 1686 1699 
potentially 
variable 

PHG9_Scaffold_3661 11 p2 (AT)6 12 13018 13029   

PHG9_Scaffold_3661 12 p2 (CT)7 14 13663 13676 
potentially 
variable 

PHG9_Scaffold_3661 13 p2 (AC)7 14 13810 13823 
potentially 
variable 

PHG9_Scaffold_3661 14 p3 (GAA)5 15 21056 21070 
potentially 
variable 

PHG9_Scaffold_3661 19 p2 (AT)6 12 46195 46206   
PHG9_Scaffold_3668 3 p2 (AT)6 12 5470 5481   

PHG9_Scaffold_3669 1 p3 (CCA)6 18 5945 5962 
potentially 
variable 

PHG9_Scaffold_3671 1 p2 (CA)6 12 2227 2238   
PHG9_Scaffold_3671 5 p2 (GA)6 12 11756 11767   

PHG9_Scaffold_3672 1 p3 (TGG)6 18 657 674 
potentially 
variable 

PHG9_Scaffold_3672 4 p2 (AT)8 16 5226 5241 
potentially 
variable 

PHG9_Scaffold_3677 3 p3 (TTC)5 15 4398 4412 
potentially 
variable 

PHG9_Scaffold_3679 4 p3 (GGT)5 15 12862 12876 potentially 



variable 
PHG9_Scaffold_3680 2 p2 (AT)6 12 3933 3944   
PHG9_Scaffold_3682 5 p2 (AG)6 12 9426 9437   
PHG9_Scaffold_3683 5 p2 (TC)6 12 6704 6715   
PHG9_Scaffold_3683 6 p2 (CT)6 12 15215 15226   

PHG9_Scaffold_3686 2 p3 (TTC)5 15 8660 8674 
potentially 
variable 

PHG9_Scaffold_3686 8 p2 (AT)6 12 40269 40280   
PHG9_Scaffold_3688 2 p2 (TA)6 12 2675 2686   
PHG9_Scaffold_3689 2 p2 (AG)6 12 7695 7706   

PHG9_Scaffold_3693 2 p2 (AG)9 18 3966 3983 
potentially 
variable 

PHG9_Scaffold_3694 2 p2 (AT)7 14 1637 1650 
potentially 
variable 

PHG9_Scaffold_3694 3 p2 (AT)7 14 2628 2641 
potentially 
variable 

PHG9_Scaffold_3694 11 p2 (TA)6 12 59844 59855   

PHG9_Scaffold_3698 2 p2 (TA)7 14 2000 2013 
potentially 
variable 

PHG9_Scaffold_3701 2 p3 (CCA)5 15 8399 8413 
potentially 
variable 

PHG9_Scaffold_3706 4 p2 (AT)6 12 8237 8248   

PHG9_Scaffold_3706 5 p2 (TA)8 16 8513 8528 
potentially 
variable 

PHG9_Scaffold_3707 1 p2 (AT)7 14 2012 2025 
potentially 
variable 

PHG9_Scaffold_3710 2 p2 (TA)6 12 2502 2513   

PHG9_Scaffold_3710 4 p3 (TTA)6 18 6440 6457 
potentially 
variable 



PHG9_Scaffold_3712 1 p2 (TG)7 14 3672 3685 
potentially 
variable 

PHG9_Scaffold_3712 9 p2 (AT)8 16 40406 40421 
potentially 
variable 

PHG9_Scaffold_3714 1 p3 (CAA)5 15 1260 1274 
potentially 
variable 

PHG9_Scaffold_3718 3 p3 (AAT)6 18 5860 5877 
potentially 
variable 

PHG9_Scaffold_3719 1 p2 (AT)6 12 3008 3019   
PHG9_Scaffold_3724 4 p2 (GA)6 12 21402 21413   
PHG9_Scaffold_3724 14 p2 (TA)6 12 115158 115169   
PHG9_Scaffold_3725 2 p2 (TA)6 12 557 568   

PHG9_Scaffold_3725 4 p2 (TA)8 16 2305 2320 
potentially 
variable 

PHG9_Scaffold_3726 1 p2 (AT)8 16 2585 2600 
potentially 
variable 

PHG9_Scaffold_3730 3 p2 (GA)6 12 4685 4696   

PHG9_Scaffold_3731 8 p2 (AT)7 14 24838 24851 
potentially 
variable 

PHG9_Scaffold_3731 12 p2 (AT)6 12 31607 31618   

PHG9_Scaffold_3732 3 p3 (GAT)5 15 4709 4723 
potentially 
variable 

PHG9_Scaffold_3734 3 p3 (AAT)5 15 2333 2347 
potentially 
variable 

PHG9_Scaffold_3737 1 p2 (TA)6 12 1777 1788   
PHG9_Scaffold_3737 5 p2 (TA)6 12 4664 4675   

PHG9_Scaffold_3739 2 p3 (GGT)6 18 9013 9030 
potentially 
variable 

PHG9_Scaffold_3742 4 p3 (TAA)6 18 6506 6523 potentially 



variable 

PHG9_Scaffold_3743 1 p2 (AT)7 14 421 434 
potentially 
variable 

PHG9_Scaffold_3749 1 p3 (ATA)5 15 1060 1074 
potentially 
variable 

PHG9_Scaffold_3749 3 p2 (TA)7 14 8287 8300 
potentially 
variable 

PHG9_Scaffold_3749 12 p3 (TTA)5 15 37655 37669 
potentially 
variable 

PHG9_Scaffold_3750 2 p2 (AT)8 16 2446 2461 
potentially 
variable 

PHG9_Scaffold_3750 3 p2 (TA)6 12 2626 2637   

PHG9_Scaffold_3752 2 p2 (AC)9 18 8030 8047 
potentially 
variable 

PHG9_Scaffold_3752 3 p2 (TA)8 16 10145 10160 
potentially 
variable 

PHG9_Scaffold_3752 6 p2 (AT)6 12 18283 18294   

PHG9_Scaffold_3752 10 p3 (CTC)6 18 36640 36657 
potentially 
variable 

PHG9_Scaffold_3752 18 p2 (AC)6 12 70328 70339   

PHG9_Scaffold_3752 20 p2 (AT)8 16 74433 74448 
potentially 
variable 

PHG9_Scaffold_3760 2 p2 (AT)6 12 6292 6303   

PHG9_Scaffold_3765 2 p2 (TA)7 14 2919 2932 
potentially 
variable 

PHG9_Scaffold_3765 4 p3 (AAT)5 15 5219 5233 
potentially 
variable 

PHG9_Scaffold_3773 1 p2 (AT)8 16 1514 1529 
potentially 
variable 

PHG9_Scaffold_3775 17 p2 (AT)9 18 51336 51353 potentially 



variable 

PHG9_Scaffold_3775 18 p2 (TA)8 16 51640 51655 
potentially 
variable 

PHG9_Scaffold_3775 25 p3 (AAT)5 15 60919 60933 
potentially 
variable 

PHG9_Scaffold_3775 33 p3 (TTC)6 18 87579 87596 
potentially 
variable 

PHG9_Scaffold_3775 35 p2 (TA)7 14 90600 90613 
potentially 
variable 

PHG9_Scaffold_3775 37 p3 (TAT)6 18 92781 92798 
potentially 
variable 

PHG9_Scaffold_3775 38 p2 (TA)9 18 95092 95109 
potentially 
variable 

PHG9_Scaffold_3775 49 p3 (ATA)6 18 129210 129227 
potentially 
variable 

PHG9_Scaffold_3779 1 p3 (AGA)5 15 1109 1123 
potentially 
variable 

PHG9_Scaffold_3782 2 p3 (GAT)5 15 8584 8598 
potentially 
variable 

PHG9_Scaffold_3783 12 p2 (TG)6 12 32530 32541   
PHG9_Scaffold_3783 13 p2 (TA)6 12 39653 39664   

PHG9_Scaffold_3783 16 p2 (AG)8 16 47496 47511 
potentially 
variable 

PHG9_Scaffold_3783 27 p2 (TA)7 14 70011 70024 
potentially 
variable 

PHG9_Scaffold_3787 2 p2 (TA)6 12 2962 2973   

PHG9_Scaffold_3790 2 p3 (ATT)6 18 2722 2739 
potentially 
variable 

PHG9_Scaffold_3790 4 p2 (AT)6 12 5152 5163   
PHG9_Scaffold_3799 8 p2 (TA)7 14 19225 19238 potentially 



variable 
PHG9_Scaffold_3801 1 p2 (AT)6 12 5856 5867   

PHG9_Scaffold_3808 6 p2 (TA)8 16 49554 49569 
potentially 
variable 

PHG9_Scaffold_3810 4 p2 (AC)7 14 1467 1480 
potentially 
variable 

PHG9_Scaffold_3818 4 p3 (ACA)5 15 8026 8040 
potentially 
variable 

PHG9_Scaffold_3822 2 p3 (ATA)5 15 5568 5582 
potentially 
variable 

PHG9_Scaffold_3822 16 p2 (TC)6 12 38737 38748   

PHG9_Scaffold_3822 18 p3 (AGT)5 15 40402 40416 
potentially 
variable 

PHG9_Scaffold_3822 19 p2 (CA)7 14 46085 46098 
potentially 
variable 

PHG9_Scaffold_3822 20 p2 (CT)6 12 46248 46259   

PHG9_Scaffold_3822 21 p2 (AT)7 14 46639 46652 
potentially 
variable 

PHG9_Scaffold_3822 23 p3 (GTA)5 15 60732 60746 
potentially 
variable 

PHG9_Scaffold_3823 1 p2 (TA)8 16 2753 2768 
potentially 
variable 

PHG9_Scaffold_3824 1 p2 (AG)6 12 3013 3024   

PHG9_Scaffold_3826 5 p3 (ATT)5 15 17631 17645 
potentially 
variable 

PHG9_Scaffold_3832 5 p2 (AT)7 14 12702 12715 
potentially 
variable 

PHG9_Scaffold_3836 7 p2 (TA)7 14 7845 7858 
potentially 
variable 

PHG9_Scaffold_3839 2 p2 (TA)6 12 2637 2648   



PHG9_Scaffold_3839 4 p2 (AT)6 12 5150 5161   

PHG9_Scaffold_3840 1 p2 (AT)7 14 4536 4549 
potentially 
variable 

PHG9_Scaffold_3840 16 p3 (CTA)5 15 47813 47827 
potentially 
variable 

PHG9_Scaffold_3840 20 p2 (TA)7 14 64874 64887 
potentially 
variable 

PHG9_Scaffold_3840 22 p2 (AT)8 16 69841 69856 
potentially 
variable 

PHG9_Scaffold_3840 26 p2 (AT)6 12 72540 72551   

PHG9_Scaffold_3840 40 p3 (ACA)5 15 100533 100547 
potentially 
variable 

PHG9_Scaffold_3840 47 p2 (CT)6 12 114646 114657   

PHG9_Scaffold_3840 49 p3 (TTA)5 15 123388 123402 
potentially 
variable 

PHG9_Scaffold_3842 1 p2 (TA)7 14 2457 2470 
potentially 
variable 

PHG9_Scaffold_3843 21 p3 (AAT)5 15 88984 88998 
potentially 
variable 

PHG9_Scaffold_3845 5 p2 (TA)6 12 5700 5711   

PHG9_Scaffold_3845 6 p2 (AT)9 18 8530 8547 
potentially 
variable 

PHG9_Scaffold_3847 1 p2 (TA)7 14 1189 1202 
potentially 
variable 

PHG9_Scaffold_3852 17 p3 (ATT)5 15 41771 41785 
potentially 
variable 

PHG9_Scaffold_3852 36 p2 (AT)7 14 135945 135958 
potentially 
variable 

PHG9_Scaffold_3852 37 p3 (GTT)6 18 141386 141403 
potentially 
variable 



PHG9_Scaffold_3853 1 p2 (TA)6 12 1152 1163   
PHG9_Scaffold_3855 8 p2 (TA)6 12 15023 15034   

PHG9_Scaffold_3855 12 p3 (ATC)6 18 25958 25975 
potentially 
variable 

PHG9_Scaffold_3855 15 p2 (TA)6 12 38603 38614   
PHG9_Scaffold_3855 21 p2 (TA)6 12 60505 60516   

PHG9_Scaffold_3856 2 p3 (CTC)5 15 1926 1940 
potentially 
variable 

PHG9_Scaffold_3858 1 p2 (TA)6 12 1962 1973   

PHG9_Scaffold_3861 1 p2 (TA)7 14 178 191 
potentially 
variable 

PHG9_Scaffold_3862 4 p3 (GAA)5 15 5856 5870 
potentially 
variable 

PHG9_Scaffold_3862 20 p2 (TC)9 18 52588 52605 
potentially 
variable 

PHG9_Scaffold_3862 25 p2 (TA)6 12 63547 63558   

PHG9_Scaffold_3862 29 p2 (AG)9 18 86915 86932 
potentially 
variable 

PHG9_Scaffold_3862 37 p2 (GA)8 16 108341 108356 
potentially 
variable 

PHG9_Scaffold_3862 42 p2 (AC)6 12 116423 116434   
PHG9_Scaffold_3862 47 p2 (TA)6 12 126256 126267   
PHG9_Scaffold_3865 1 p2 (TG)6 12 818 829   
PHG9_Scaffold_3865 3 p2 (AT)6 12 7822 7833   

PHG9_Scaffold_3865 18 p3 (GTG)5 15 50363 50377 
potentially 
variable 

PHG9_Scaffold_3865 19 p2 (GT)8 16 50532 50547 
potentially 
variable 

PHG9_Scaffold_3865 20 p2 (AT)6 12 51130 51141   



PHG9_Scaffold_3865 24 p2 (TA)6 12 57212 57223   

PHG9_Scaffold_3866 4 p3 (ATC)5 15 23724 23738 
potentially 
variable 

PHG9_Scaffold_3866 7 p2 (GT)6 12 47148 47159   

PHG9_Scaffold_3866 11 p3 (AAT)5 15 66734 66748 
potentially 
variable 

PHG9_Scaffold_3866 17 p2 (TA)8 16 77430 77445 
potentially 
variable 

PHG9_Scaffold_3871 4 p2 (AT)6 12 5302 5313   

PHG9_Scaffold_3873 1 p3 (TAT)6 18 6049 6066 
potentially 
variable 

PHG9_Scaffold_3874 16 p3 (TTA)5 15 43608 43622 
potentially 
variable 

PHG9_Scaffold_3875 5 p2 (AT)6 12 5111 5122   
PHG9_Scaffold_3879 1 p2 (TC)6 12 601 612   

PHG9_Scaffold_3879 9 p2 (TA)8 16 36089 36104 
potentially 
variable 

PHG9_Scaffold_3882 1 p2 (AT)6 12 503 514   
PHG9_Scaffold_3888 5 p2 (AT)6 12 4423 4434   

PHG9_Scaffold_3894 2 p2 (AT)7 14 2802 2815 
potentially 
variable 

PHG9_Scaffold_3896 2 p3 (GTT)5 15 6610 6624 
potentially 
variable 

PHG9_Scaffold_3896 5 p2 (TC)9 18 16173 16190 
potentially 
variable 

PHG9_Scaffold_3896 18 p2 (AC)8 16 60480 60495 
potentially 
variable 

PHG9_Scaffold_3896 36 p2 (TA)7 14 115554 115567 
potentially 
variable 



PHG9_Scaffold_3896 37 p3 (CTC)5 15 121130 121144 
potentially 
variable 

PHG9_Scaffold_3896 44 p3 (TCT)6 18 133183 133200 
potentially 
variable 

PHG9_Scaffold_3896 49 p2 (AT)7 14 146254 146267 
potentially 
variable 

PHG9_Scaffold_3896 52 p2 (TA)6 12 162571 162582   

PHG9_Scaffold_3897 1 p3 (TAT)6 18 50 67 
potentially 
variable 

PHG9_Scaffold_3898 4 p2 (TA)6 12 10554 10565   

PHG9_Scaffold_3898 9 p3 (ATC)5 15 24844 24858 
potentially 
variable 

PHG9_Scaffold_3898 14 p6 (CCATGC)12 72 32139 32210 Hypervariable 

PHG9_Scaffold_3901 1 p3 (ATG)6 18 430 447 
potentially 
variable 

PHG9_Scaffold_3902 5 p2 (AT)7 14 7062 7075 
potentially 
variable 

PHG9_Scaffold_3902 7 p2 (AT)7 14 9846 9859 
potentially 
variable 

PHG9_Scaffold_3903 9 p2 (TA)7 14 23946 23959 
potentially 
variable 

PHG9_Scaffold_3906 1 p3 (GAG)5 15 2906 2920 
potentially 
variable 

PHG9_Scaffold_3917 3 p2 (AT)9 18 17865 17882 
potentially 
variable 

PHG9_Scaffold_3917 4 p2 (AT)6 12 29133 29144   

PHG9_Scaffold_3917 10 p3 (TTA)5 15 55038 55052 
potentially 
variable 

PHG9_Scaffold_3917 12 p2 (TA)6 12 55564 55575   
PHG9_Scaffold_3917 13 p2 (GA)6 12 56089 56100   



PHG9_Scaffold_3917 14 p3 (TAT)6 18 58572 58589 
potentially 
variable 

PHG9_Scaffold_3917 15 p2 (GA)6 12 59130 59141   

PHG9_Scaffold_3917 21 p2 (TA)7 14 75005 75018 
potentially 
variable 

PHG9_Scaffold_3917 26 p2 (AT)6 12 81325 81336   

PHG9_Scaffold_3917 33 p3 (GCT)5 15 100262 100276 
potentially 
variable 

PHG9_Scaffold_3917 43 p2 (AT)6 12 196080 196091   

PHG9_Scaffold_3918 1 p2 (AT)7 14 2558 2571 
potentially 
variable 

PHG9_Scaffold_3921 1 p2 (TG)6 12 5944 5955   
PHG9_Scaffold_3921 6 p2 (AC)6 12 29483 29494   

PHG9_Scaffold_3921 9 p2 (AC)7 14 50819 50832 
potentially 
variable 

PHG9_Scaffold_3921 17 p3 (AAT)5 15 65654 65668 
potentially 
variable 

PHG9_Scaffold_3921 20 p2 (AT)6 12 68818 68829   

PHG9_Scaffold_3921 30 p3 (ATA)5 15 108028 108042 
potentially 
variable 

PHG9_Scaffold_3921 40 p2 (GT)8 16 133452 133467 
potentially 
variable 

PHG9_Scaffold_3921 43 p3 (ATA)5 15 139537 139551 
potentially 
variable 

PHG9_Scaffold_3922 2 p2 (TA)7 14 3466 3479 
potentially 
variable 

PHG9_Scaffold_3922 3 p2 (TA)8 16 4184 4199 
potentially 
variable 

PHG9_Scaffold_3945 1 p2 (CA)8 16 2987 3002 
potentially 
variable 



PHG9_Scaffold_3947 4 p2 (AT)6 12 30103 30114   

PHG9_Scaffold_3948 1 p2 (TG)9 18 1160 1177 
potentially 
variable 

PHG9_Scaffold_3951 1 p2 (TA)8 16 3696 3711 
potentially 
variable 

PHG9_Scaffold_3953 2 p3 (TGG)5 15 10127 10141 
potentially 
variable 

PHG9_Scaffold_3953 24 p2 (AG)6 12 62990 63001   

PHG9_Scaffold_3953 28 p3 (TCA)5 15 80987 81001 
potentially 
variable 

PHG9_Scaffold_3954 1 p2 (TA)8 16 7320 7335 
potentially 
variable 

PHG9_Scaffold_3964 1 p2 (TA)6 12 2405 2416   

PHG9_Scaffold_3965 2 p2 (AT)7 14 1864 1877 
potentially 
variable 

PHG9_Scaffold_3965 6 p2 (TC)8 16 14606 14621 
potentially 
variable 

PHG9_Scaffold_3965 11 p2 (TC)6 12 23661 23672   

PHG9_Scaffold_3965 12 p2 (AT)7 14 28936 28949 
potentially 
variable 

PHG9_Scaffold_3967 1 p3 (ATT)5 15 3601 3615 
potentially 
variable 

PHG9_Scaffold_3968 5 p2 (GA)9 18 29910 29927 
potentially 
variable 

PHG9_Scaffold_3968 8 p2 (TA)7 14 33833 33846 
potentially 
variable 

PHG9_Scaffold_3981 2 p2 (AT)7 14 547 560 
potentially 
variable 

PHG9_Scaffold_3981 6 p3 (AAT)5 15 2981 2995 
potentially 
variable 



PHG9_Scaffold_3984 1 p2 (AT)6 12 200 211   

PHG9_Scaffold_3984 11 p2 (TA)7 14 16099 16112 
potentially 
variable 

PHG9_Scaffold_3984 12 p2 (TC)9 18 16542 16559 
potentially 
variable 

PHG9_Scaffold_3984 13 p2 (TA)6 12 22640 22651   
PHG9_Scaffold_3987 1 p2 (AT)6 12 3425 3436   

PHG9_Scaffold_3988 2 p2 (TC)7 14 978 991 
potentially 
variable 

PHG9_Scaffold_3991 1 p2 (TA)6 12 2915 2926   
PHG9_Scaffold_3997 3 p2 (AT)6 12 3212 3223   
PHG9_Scaffold_4001 4 p2 (CT)6 12 11802 11813   

PHG9_Scaffold_4002 2 p3 (ATC)5 15 1090 1104 
potentially 
variable 

PHG9_Scaffold_4008 4 p2 (TA)6 12 6597 6608   

PHG9_Scaffold_4008 7 p2 (AT)8 16 14673 14688 
potentially 
variable 

PHG9_Scaffold_4012 7 p2 (AT)6 12 27672 27683   
PHG9_Scaffold_4016 1 p2 (AT)6 12 2801 2812   
PHG9_Scaffold_4016 14 p2 (GT)6 12 40019 40030   
PHG9_Scaffold_4026 2 p2 (AT)6 12 4482 4493   

PHG9_Scaffold_4026 3 p2 (TC)8 16 20900 20915 
potentially 
variable 

PHG9_Scaffold_4031 1 p2 (TC)6 12 164 175   
PHG9_Scaffold_4045 3 p2 (AT)6 12 3225 3236   

PHG9_Scaffold_4051 4 p3 (AAC)5 15 4193 4207 
potentially 
variable 

PHG9_Scaffold_4051 9 p2 (AG)6 12 17349 17360   
PHG9_Scaffold_4051 16 p3 (TAA)6 18 38704 38721 potentially 



variable 

PHG9_Scaffold_4053 2 p2 (TA)7 14 1109 1122 
potentially 
variable 

PHG9_Scaffold_4053 3 p2 (AT)7 14 3831 3844 
potentially 
variable 

PHG9_Scaffold_4054 2 p2 (TA)8 16 1089 1104 
potentially 
variable 

PHG9_Scaffold_4054 10 p2 (TC)7 14 32227 32240 
potentially 
variable 

PHG9_Scaffold_4054 11 p2 (GA)6 12 35190 35201   

PHG9_Scaffold_4056 2 p2 (TA)8 16 5496 5511 
potentially 
variable 

PHG9_Scaffold_4059 1 p3 (ATA)6 18 1120 1137 
potentially 
variable 

PHG9_Scaffold_4060 1 p2 (TA)6 12 25 36   

PHG9_Scaffold_4061 5 p3 (TAA)5 15 10305 10319 
potentially 
variable 

PHG9_Scaffold_4065 3 p2 (TA)6 12 6488 6499   

PHG9_Scaffold_4066 1 p2 (CA)7 14 1208 1221 
potentially 
variable 

PHG9_Scaffold_4067 3 p2 (CT)6 12 18262 18273   
PHG9_Scaffold_4067 10 p2 (CT)6 12 47670 47681   
PHG9_Scaffold_4067 11 p2 (AT)6 12 48307 48318   
PHG9_Scaffold_4068 2 p2 (AG)6 12 6324 6335   
PHG9_Scaffold_4068 3 p2 (AT)6 12 8437 8448   

PHG9_Scaffold_4072 3 p2 (TA)8 16 2876 2891 
potentially 
variable 

PHG9_Scaffold_4075 5 p2 (TA)7 14 9574 9587 
potentially 
variable 



PHG9_Scaffold_4077 3 p2 (AT)7 14 3125 3138 
potentially 
variable 

PHG9_Scaffold_4082 2 p2 (TG)7 14 4681 4694 
potentially 
variable 

PHG9_Scaffold_4083 4 p2 (TA)8 16 8295 8310 
potentially 
variable 

PHG9_Scaffold_4084 3 p3 (TAA)5 15 8590 8604 
potentially 
variable 

PHG9_Scaffold_4087 1 p3 (GGA)5 15 859 873 
potentially 
variable 

PHG9_Scaffold_4089 1 p2 (CA)6 12 146 157   

PHG9_Scaffold_4089 2 p3 (TGT)5 15 776 790 
potentially 
variable 

PHG9_Scaffold_4089 3 p3 (AAT)6 18 5599 5616 
potentially 
variable 

PHG9_Scaffold_4108 1 p2 (AG)9 18 1331 1348 
potentially 
variable 

PHG9_Scaffold_4108 6 p2 (AT)9 18 5725 5742 
potentially 
variable 

PHG9_Scaffold_4108 8 p2 (TA)6 12 7856 7867   

PHG9_Scaffold_4109 2 p2 (AT)7 14 5223 5236 
potentially 
variable 

PHG9_Scaffold_4111 2 p2 (TA)6 12 4054 4065   

PHG9_Scaffold_4113 1 p3 (CCT)5 15 1336 1350 
potentially 
variable 

PHG9_Scaffold_4114 4 p2 (TA)8 16 2305 2320 
potentially 
variable 

PHG9_Scaffold_4120 4 p3 (TTC)5 15 39338 39352 
potentially 
variable 

PHG9_Scaffold_4120 5 p2 (AT)6 12 39752 39763   



PHG9_Scaffold_4123 11 p2 (AG)6 12 34580 34591   

PHG9_Scaffold_4123 30 p2 (TA)8 16 100225 100240 
potentially 
variable 

PHG9_Scaffold_4123 31 p2 (AT)8 16 101698 101713 
potentially 
variable 

PHG9_Scaffold_4123 37 p3 (ATC)5 15 110425 110439 
potentially 
variable 

PHG9_Scaffold_4123 38 p3 (AAT)5 15 113549 113563 
potentially 
variable 

PHG9_Scaffold_4126 4 p2 (TA)7 14 20820 20833 
potentially 
variable 

PHG9_Scaffold_4126 5 p3 (TTA)5 15 23276 23290 
potentially 
variable 

PHG9_Scaffold_4126 12 p2 (TA)8 16 62597 62612 
potentially 
variable 

PHG9_Scaffold_4126 14 p3 (TAT)5 15 64134 64148 
potentially 
variable 

PHG9_Scaffold_4126 17 p2 (TC)6 12 98953 98964   

PHG9_Scaffold_4134 1 p3 (TCC)5 15 1170 1184 
potentially 
variable 

PHG9_Scaffold_4134 10 p3 (GAA)6 18 39765 39782 
potentially 
variable 

PHG9_Scaffold_4134 11 p2 (TC)8 16 40826 40841 
potentially 
variable 

PHG9_Scaffold_4134 16 p2 (CT)6 12 49957 49968   

PHG9_Scaffold_4134 19 p2 (AT)7 14 62522 62535 
potentially 
variable 

PHG9_Scaffold_4134 20 p3 (CTC)5 15 63292 63306 
potentially 
variable 

PHG9_Scaffold_4134 26 p3 (TTG)5 15 75294 75308 potentially 



variable 

PHG9_Scaffold_4134 44 p2 (CT)7 14 115963 115976 
potentially 
variable 

PHG9_Scaffold_4134 45 p2 (AT)9 18 123730 123747 
potentially 
variable 

PHG9_Scaffold_4134 46 p2 (AT)8 16 128514 128529 
potentially 
variable 

PHG9_Scaffold_4134 47 p2 (AT)6 12 129481 129492   

PHG9_Scaffold_4134 57 p3 (CAT)5 15 157679 157693 
potentially 
variable 

PHG9_Scaffold_4140 3 p2 (CT)6 12 4922 4933   

PHG9_Scaffold_4142 1 p2 (AT)7 14 2375 2388 
potentially 
variable 

PHG9_Scaffold_4150 2 p3 (TAA)5 15 5818 5832 
potentially 
variable 

PHG9_Scaffold_4155 1 p2 (CT)6 12 1585 1596   
PHG9_Scaffold_4156 2 p2 (TA)6 12 3159 3170   

PHG9_Scaffold_4158 1 p2 (AT)9 18 3022 3039 
potentially 
variable 

PHG9_Scaffold_4161 2 p2 (CA)7 14 8425 8438 
potentially 
variable 

PHG9_Scaffold_4161 11 p2 (TC)8 16 34049 34064 
potentially 
variable 

PHG9_Scaffold_4161 12 p3 (TTA)5 15 39345 39359 
potentially 
variable 

PHG9_Scaffold_4161 13 p2 (GA)8 16 42580 42595 
potentially 
variable 

PHG9_Scaffold_4161 31 p3 (TCT)5 15 86227 86241 
potentially 
variable 

PHG9_Scaffold_4161 33 p2 (AT)6 12 97153 97164   



PHG9_Scaffold_4161 34 p2 (AG)7 14 98762 98775 
potentially 
variable 

PHG9_Scaffold_4161 38 p2 (TA)6 12 103826 103837   

PHG9_Scaffold_4161 41 p2 (AT)8 16 117236 117251 
potentially 
variable 

PHG9_Scaffold_4161 44 p3 (ATA)5 15 141759 141773 
potentially 
variable 

PHG9_Scaffold_4161 45 p3 (AGA)5 15 143477 143491 
potentially 
variable 

PHG9_Scaffold_4161 51 p2 (AT)7 14 158848 158861 
potentially 
variable 

PHG9_Scaffold_4171 1 p2 (AT)6 12 1667 1678   

PHG9_Scaffold_4172 3 p3 (TTA)6 18 9208 9225 
potentially 
variable 

PHG9_Scaffold_4175 1 p2 (TA)6 12 1127 1138   
PHG9_Scaffold_4178 2 p2 (TA)6 12 2332 2343   

PHG9_Scaffold_4179 1 p2 (TA)9 18 316 333 
potentially 
variable 

PHG9_Scaffold_4187 1 p2 (TA)6 12 1416 1427   

PHG9_Scaffold_4189 1 p2 (AT)7 14 8379 8392 
potentially 
variable 

PHG9_Scaffold_4189 12 p3 (TCA)6 18 49559 49576 
potentially 
variable 

PHG9_Scaffold_4189 13 p2 (AT)8 16 58172 58187 
potentially 
variable 

PHG9_Scaffold_4189 14 p3 (TAA)6 18 60836 60853 
potentially 
variable 

PHG9_Scaffold_4189 15 p3 (TAA)6 18 61892 61909 
potentially 
variable 

PHG9_Scaffold_4189 17 p2 (AT)8 16 72201 72216 potentially 



variable 

PHG9_Scaffold_4189 21 p2 (AT)8 16 95546 95561 
potentially 
variable 

PHG9_Scaffold_4191 2 p2 (AT)6 12 2696 2707   
PHG9_Scaffold_4192 1 p2 (TC)6 12 421 432   
PHG9_Scaffold_4192 2 p2 (CT)6 12 2944 2955   
PHG9_Scaffold_4194 6 p2 (AT)6 12 25473 25484   

PHG9_Scaffold_4194 17 p2 (TC)7 14 83961 83974 
potentially 
variable 

PHG9_Scaffold_4194 20 p2 (AT)6 12 88976 88987   
PHG9_Scaffold_4204 4 p2 (AG)6 12 6379 6390   

PHG9_Scaffold_4210 3 p3 (AGG)5 15 4856 4870 
potentially 
variable 

PHG9_Scaffold_4217 2 p3 (TAT)5 15 11799 11813 
potentially 
variable 

PHG9_Scaffold_4218 1 p2 (TA)7 14 6906 6919 
potentially 
variable 

PHG9_Scaffold_4218 2 p2 (GA)6 12 7180 7191   

PHG9_Scaffold_4224 3 p2 (CT)7 14 867 880 
potentially 
variable 

PHG9_Scaffold_4243 3 p3 (ATG)5 15 4314 4328 
potentially 
variable 

PHG9_Scaffold_4244 1 p3 (GAA)5 15 3537 3551 
potentially 
variable 

PHG9_Scaffold_4249 1 p2 (AT)9 18 4305 4322 
potentially 
variable 

PHG9_Scaffold_4251 2 p2 (TA)7 14 210 223 
potentially 
variable 

PHG9_Scaffold_4256 1 p2 (TA)7 14 5 18 potentially 



variable 

PHG9_Scaffold_4257 7 p3 (ATT)6 18 24730 24747 
potentially 
variable 

PHG9_Scaffold_4259 7 p2 (AT)8 16 79404 79419 
potentially 
variable 

PHG9_Scaffold_4259 10 p3 (ATA)6 18 138349 138366 
potentially 
variable 

PHG9_Scaffold_4259 12 p2 (AT)6 12 146629 146640   
PHG9_Scaffold_4259 19 p2 (AT)6 12 213664 213675   

PHG9_Scaffold_4260 11 p2 (AC)7 14 35399 35412 
potentially 
variable 

PHG9_Scaffold_4265 4 p2 (AT)8 16 2988 3003 
potentially 
variable 

PHG9_Scaffold_4272 1 p2 (GA)9 18 459 476 
potentially 
variable 

PHG9_Scaffold_4272 2 p2 (AT)6 12 1210 1221   
PHG9_Scaffold_4273 1 p2 (TA)6 12 3963 3974   

PHG9_Scaffold_4276 1 p3 (TGA)5 15 318 332 
potentially 
variable 

PHG9_Scaffold_4281 1 p2 (TA)6 12 148 159   
PHG9_Scaffold_4281 4 p2 (GA)6 12 6617 6628   

PHG9_Scaffold_4282 1 p2 (AT)7 14 5223 5236 
potentially 
variable 

PHG9_Scaffold_4284 1 p2 (TA)6 12 3525 3536   

PHG9_Scaffold_4293 1 p2 (TG)8 16 2130 2145 
potentially 
variable 

PHG9_Scaffold_4293 2 p3 (CTT)5 15 2502 2516 
potentially 
variable 

PHG9_Scaffold_4295 3 p2 (AT)6 12 8404 8415   



PHG9_Scaffold_4299 2 p2 (TG)9 18 1675 1692 
potentially 
variable 

PHG9_Scaffold_4301 1 p3 (ATT)5 15 554 568 
potentially 
variable 

PHG9_Scaffold_4303 2 p3 (CAT)5 15 2766 2780 
potentially 
variable 

PHG9_Scaffold_4312 1 p2 (TA)7 14 2331 2344 
potentially 
variable 

PHG9_Scaffold_4313 2 p2 (CA)7 14 1382 1395 
potentially 
variable 

PHG9_Scaffold_4318 1 p2 (TA)7 14 371 384 
potentially 
variable 

PHG9_Scaffold_4318 6 p2 (AT)6 12 8302 8313   
PHG9_Scaffold_4322 4 p2 (TA)6 12 13987 13998   
PHG9_Scaffold_4325 1 p2 (AC)6 12 1810 1821   
PHG9_Scaffold_4334 1 p2 (TA)6 12 2659 2670   

PHG9_Scaffold_4335 2 p2 (AG)7 14 13790 13803 
potentially 
variable 

PHG9_Scaffold_4335 5 p2 (CA)8 16 22694 22709 
potentially 
variable 

PHG9_Scaffold_4336 2 p2 (CT)7 14 2729 2742 
potentially 
variable 

PHG9_Scaffold_4338 1 p3 (TCA)6 18 890 907 
potentially 
variable 

PHG9_Scaffold_4341 2 p2 (TA)6 12 1884 1895   

PHG9_Scaffold_4346 1 p3 (ATT)5 15 2757 2771 
potentially 
variable 

PHG9_Scaffold_4346 4 p2 (AT)7 14 10233 10246 
potentially 
variable 

PHG9_Scaffold_4346 6 p2 (TA)6 12 11519 11530   



PHG9_Scaffold_4348 1 p3 (ATA)5 15 451 465 
potentially 
variable 

PHG9_Scaffold_4351 1 p2 (AT)6 12 2351 2362   

PHG9_Scaffold_4358 3 p2 (GA)7 14 4622 4635 
potentially 
variable 

PHG9_Scaffold_4363 1 p2 (TA)8 16 16907 16922 
potentially 
variable 

PHG9_Scaffold_4363 5 p3 (CGC)5 15 36744 36758 
potentially 
variable 

PHG9_Scaffold_4363 15 p2 (AT)7 14 119196 119209 
potentially 
variable 

PHG9_Scaffold_4365 3 p2 (AT)8 16 5593 5608 
potentially 
variable 

PHG9_Scaffold_4365 10 p3 (AGA)5 15 18317 18331 
potentially 
variable 

PHG9_Scaffold_4365 26 p2 (TA)9 18 56302 56319 
potentially 
variable 

PHG9_Scaffold_4365 29 p3 (ATA)5 15 67850 67864 
potentially 
variable 

PHG9_Scaffold_4365 34 p2 (TA)8 16 83974 83989 
potentially 
variable 

PHG9_Scaffold_4365 35 p3 (ATT)6 18 84137 84154 
potentially 
variable 

PHG9_Scaffold_4365 37 p2 (AT)7 14 93571 93584 
potentially 
variable 

PHG9_Scaffold_4365 39 p3 (TAT)5 15 94265 94279 
potentially 
variable 

PHG9_Scaffold_4365 46 p2 (AT)8 16 121479 121494 
potentially 
variable 

PHG9_Scaffold_4399 2 p2 (GA)7 14 4796 4809 potentially 



variable 

PHG9_Scaffold_4406 7 p2 (TA)8 16 24889 24904 
potentially 
variable 

PHG9_Scaffold_4406 8 p3 (TTG)5 15 31971 31985 
potentially 
variable 

PHG9_Scaffold_4406 12 p2 (AT)7 14 46399 46412 
potentially 
variable 

PHG9_Scaffold_4406 21 p2 (TC)6 12 54574 54585   
PHG9_Scaffold_4406 26 p2 (AT)6 12 72249 72260   
PHG9_Scaffold_4407 6 p2 (TA)6 12 15975 15986   

PHG9_Scaffold_4407 8 p2 (AT)9 18 18026 18043 
potentially 
variable 

PHG9_Scaffold_4412 1 p3 (TTA)5 15 1055 1069 
potentially 
variable 

PHG9_Scaffold_4420 2 p2 (TA)7 14 4480 4493 
potentially 
variable 

PHG9_Scaffold_4420 4 p2 (AT)7 14 10631 10644 
potentially 
variable 

PHG9_Scaffold_4420 6 p2 (AT)7 14 13812 13825 
potentially 
variable 

PHG9_Scaffold_4420 9 p2 (TA)6 12 22424 22435   

PHG9_Scaffold_4420 11 p3 (TAA)5 15 31592 31606 
potentially 
variable 

PHG9_Scaffold_4422 1 p2 (TA)6 12 1413 1424   

PHG9_Scaffold_4425 1 p3 (TAA)5 15 857 871 
potentially 
variable 

PHG9_Scaffold_4432 1 p2 (AT)8 16 586 601 
potentially 
variable 

PHG9_Scaffold_4432 2 p2 (TA)8 16 1981 1996 
potentially 
variable 



PHG9_Scaffold_4437 9 p2 (TA)9 18 23099 23116 
potentially 
variable 

PHG9_Scaffold_4437 10 p3 (GAA)5 15 28170 28184 
potentially 
variable 

PHG9_Scaffold_4437 24 p2 (AG)6 12 101756 101767   
PHG9_Scaffold_4437 29 p2 (TG)6 12 119622 119633   
PHG9_Scaffold_4437 34 p2 (TA)6 12 141715 141726   

PHG9_Scaffold_4437 38 p2 (TA)9 18 162907 162924 
potentially 
variable 

PHG9_Scaffold_4437 39 p3 (TAT)5 15 163105 163119 
potentially 
variable 

PHG9_Scaffold_4437 41 p2 (AG)8 16 177871 177886 
potentially 
variable 

PHG9_Scaffold_4437 42 p2 (TC)6 12 178019 178030   

PHG9_Scaffold_4437 43 p3 (TTG)5 15 178578 178592 
potentially 
variable 

PHG9_Scaffold_4437 44 p3 (GGT)5 15 181161 181175 
potentially 
variable 

PHG9_Scaffold_4437 52 p2 (AG)7 14 211885 211898 
potentially 
variable 

PHG9_Scaffold_4437 58 p2 (TA)6 12 228469 228480   
PHG9_Scaffold_4437 60 p2 (TA)6 12 230205 230216   

PHG9_Scaffold_4437 70 p3 (ATG)5 15 262954 262968 
potentially 
variable 

PHG9_Scaffold_4440 2 p2 (GA)6 12 2198 2209   

PHG9_Scaffold_4444 1 p2 (AT)8 16 880 895 
potentially 
variable 

PHG9_Scaffold_4445 6 p3 (AAT)6 18 19965 19982 
potentially 
variable 



PHG9_Scaffold_4451 1 p3 (CCG)5 15 2577 2591 
potentially 
variable 

PHG9_Scaffold_4462 5 p6 (ATGAAC)8 48 9990 10037 Hypervariable 

PHG9_Scaffold_4462 6 p3 (TTC)5 15 11681 11695 
potentially 
variable 

PHG9_Scaffold_4462 12 p2 (TC)6 12 29722 29733   
PHG9_Scaffold_4462 13 p2 (TA)6 12 30895 30906   
PHG9_Scaffold_4462 17 p2 (AT)6 12 38571 38582   
PHG9_Scaffold_4473 9 p2 (GA)6 12 22555 22566   

PHG9_Scaffold_4473 14 p2 (AC)8 16 35724 35739 
potentially 
variable 

PHG9_Scaffold_4473 20 p2 (AC)6 12 56665 56676   

PHG9_Scaffold_4473 25 p2 (AT)7 14 72207 72220 
potentially 
variable 

PHG9_Scaffold_4473 29 p2 (AC)6 12 88804 88815   

PHG9_Scaffold_4473 35 p2 (TA)8 16 109765 109780 
potentially 
variable 

PHG9_Scaffold_4473 38 p3 (TAA)5 15 119049 119063 
potentially 
variable 

PHG9_Scaffold_4473 40 p2 (AT)6 12 123629 123640   

PHG9_Scaffold_4473 44 p3 (TAT)6 18 134261 134278 
potentially 
variable 

PHG9_Scaffold_4473 47 p2 (TA)6 12 165171 165182   

PHG9_Scaffold_4473 48 p3 (CAA)6 18 171825 171842 
potentially 
variable 

PHG9_Scaffold_4473 51 p2 (TA)6 12 185813 185824   

PHG9_Scaffold_4474 3 p2 (AT)7 14 4810 4823 
potentially 
variable 

PHG9_Scaffold_4475 1 p2 (AT)8 16 383 398 potentially 



variable 
PHG9_Scaffold_4479 1 p2 (AG)6 12 653 664   

PHG9_Scaffold_4492 1 p2 (TA)8 16 1450 1465 
potentially 
variable 

PHG9_Scaffold_4492 7 p3 (ATA)6 18 12019 12036 
potentially 
variable 

PHG9_Scaffold_4492 11 p2 (TA)8 16 18737 18752 
potentially 
variable 

PHG9_Scaffold_4492 27 p2 (AT)6 12 74471 74482   

PHG9_Scaffold_4492 36 p2 (TC)7 14 100192 100205 
potentially 
variable 

PHG9_Scaffold_4492 43 p3 (ATT)5 15 139198 139212 
potentially 
variable 

PHG9_Scaffold_4499 1 p3 (ATA)5 15 2862 2876 
potentially 
variable 

PHG9_Scaffold_4501 2 p2 (TA)6 12 531 542   
PHG9_Scaffold_4502 2 p2 (TA)6 12 2054 2065   

PHG9_Scaffold_4507 1 p3 (CTT)5 15 1406 1420 
potentially 
variable 

PHG9_Scaffold_4518 1 p2 (AC)8 16 1232 1247 
potentially 
variable 

PHG9_Scaffold_4518 2 p2 (GA)6 12 3456 3467   

PHG9_Scaffold_4518 3 p3 (CAT)5 15 3934 3948 
potentially 
variable 

PHG9_Scaffold_4518 4 p3 (TCA)5 15 4104 4118 
potentially 
variable 

PHG9_Scaffold_4518 11 p2 (AG)7 14 27351 27364 
potentially 
variable 

PHG9_Scaffold_4518 12 p6 (TTGCAT)5 30 27681 27710 Hypervariable 



PHG9_Scaffold_4518 13 p2 (CA)7 14 28015 28028 
potentially 
variable 

PHG9_Scaffold_4518 16 p3 (CTT)6 18 49035 49052 
potentially 
variable 

PHG9_Scaffold_4518 22 p3 (GAA)5 15 66075 66089 
potentially 
variable 

PHG9_Scaffold_4518 23 p2 (AT)6 12 68941 68952   

PHG9_Scaffold_4518 24 p2 (TC)9 18 78111 78128 
potentially 
variable 

PHG9_Scaffold_4518 25 p6 (GGTGTT)5 30 79121 79150 Hypervariable 

PHG9_Scaffold_4518 26 p2 (AT)9 18 80350 80367 
potentially 
variable 

PHG9_Scaffold_4518 27 p3 (TAA)5 15 82022 82036 
potentially 
variable 

PHG9_Scaffold_4518 28 p2 (TC)6 12 83979 83990   
PHG9_Scaffold_4518 29 p2 (TA)6 12 86380 86391   

PHG9_Scaffold_4518 32 p3 (CTT)5 15 110658 110672 
potentially 
variable 

PHG9_Scaffold_4518 38 p3 (GAA)5 15 122710 122724 
potentially 
variable 

PHG9_Scaffold_4518 39 p2 (CT)6 12 123291 123302   

PHG9_Scaffold_4518 40 p2 (GA)7 14 129623 129636 
potentially 
variable 

PHG9_Scaffold_4518 41 p2 (CT)7 14 129829 129842 
potentially 
variable 

PHG9_Scaffold_4518 42 p2 (TC)8 16 138038 138053 
potentially 
variable 

PHG9_Scaffold_4518 43 p3 (TCG)5 15 138398 138412 
potentially 
variable 

PHG9_Scaffold_4518 46 p2 (CT)7 14 151403 151416 potentially 



variable 

PHG9_Scaffold_4518 48 p2 (TC)8 16 152962 152977 
potentially 
variable 

PHG9_Scaffold_4518 49 p3 (ATT)5 15 154326 154340 
potentially 
variable 

PHG9_Scaffold_4518 50 p2 (AT)7 14 156196 156209 
potentially 
variable 

PHG9_Scaffold_4518 51 p2 (TA)8 16 163366 163381 
potentially 
variable 

PHG9_Scaffold_4522 2 p3 (TCT)6 18 758 775 
potentially 
variable 

PHG9_Scaffold_4522 3 p2 (GT)6 12 6453 6464   

PHG9_Scaffold_4525 1 p2 (TA)7 14 3085 3098 
potentially 
variable 

PHG9_Scaffold_4528 1 p2 (TA)6 12 20149 20160   
PHG9_Scaffold_4529 3 p2 (AT)6 12 3235 3246   
PHG9_Scaffold_4529 5 p2 (TA)6 12 7550 7561   

PHG9_Scaffold_4532 1 p3 (AGA)5 15 6269 6283 
potentially 
variable 

PHG9_Scaffold_4542 9 p2 (AT)6 12 84954 84965   
PHG9_Scaffold_4542 12 p2 (AT)6 12 104567 104578   

PHG9_Scaffold_4542 19 p3 (TAA)6 18 149110 149127 
potentially 
variable 

PHG9_Scaffold_4543 6 p3 (ATA)5 15 23159 23173 
potentially 
variable 

PHG9_Scaffold_4543 19 p2 (AG)6 12 67043 67054   

PHG9_Scaffold_4543 26 p3 (TTA)5 15 84422 84436 
potentially 
variable 

PHG9_Scaffold_4543 29 p3 (TTA)5 15 93072 93086 potentially 



variable 
PHG9_Scaffold_4543 31 p2 (AC)6 12 103282 103293   

PHG9_Scaffold_4543 44 p2 (AT)8 16 128071 128086 
potentially 
variable 

PHG9_Scaffold_4543 46 p3 (ATA)5 15 131035 131049 
potentially 
variable 

PHG9_Scaffold_4543 50 p2 (AT)6 12 138597 138608   
PHG9_Scaffold_4543 56 p2 (TC)6 12 167366 167377   

PHG9_Scaffold_4543 57 p2 (AT)7 14 168149 168162 
potentially 
variable 

PHG9_Scaffold_4545 5 p3 (TTA)6 18 19891 19908 
potentially 
variable 

PHG9_Scaffold_4545 7 p2 (TA)6 12 35837 35848   
PHG9_Scaffold_4545 12 p2 (AG)6 12 44340 44351   

PHG9_Scaffold_4545 14 p3 (GAA)5 15 58751 58765 
potentially 
variable 

PHG9_Scaffold_4545 20 p2 (TG)7 14 65954 65967 
potentially 
variable 

PHG9_Scaffold_4545 23 p2 (AT)6 12 79514 79525   
PHG9_Scaffold_4547 10 p2 (TA)6 12 62399 62410   
PHG9_Scaffold_4547 27 p2 (AT)6 12 145554 145565   

PHG9_Scaffold_4547 28 p2 (GA)8 16 146292 146307 
potentially 
variable 

PHG9_Scaffold_4547 29 p2 (AT)6 12 147223 147234   

PHG9_Scaffold_4547 38 p3 (TAA)5 15 206549 206563 
potentially 
variable 

PHG9_Scaffold_4548 1 p3 (AAT)5 15 16 30 
potentially 
variable 

PHG9_Scaffold_4548 6 p2 (TA)8 16 18421 18436 potentially 



variable 

PHG9_Scaffold_4548 7 p3 (AGT)5 15 20185 20199 
potentially 
variable 

PHG9_Scaffold_4548 17 p2 (TA)7 14 80737 80750 
potentially 
variable 

PHG9_Scaffold_4550 7 p2 (CT)7 14 25409 25422 
potentially 
variable 

PHG9_Scaffold_4550 12 p2 (TA)7 14 31545 31558 
potentially 
variable 

PHG9_Scaffold_4553 4 p2 (AT)8 16 2328 2343 
potentially 
variable 

PHG9_Scaffold_4553 19 p2 (AT)7 14 72187 72200 
potentially 
variable 

PHG9_Scaffold_4553 28 p2 (AT)8 16 87688 87703 
potentially 
variable 

PHG9_Scaffold_4553 38 p2 (AT)6 12 110502 110513   
PHG9_Scaffold_4553 41 p2 (TA)6 12 125409 125420   

PHG9_Scaffold_4553 45 p2 (AT)9 18 129960 129977 
potentially 
variable 

PHG9_Scaffold_4553 47 p2 (TA)8 16 132266 132281 
potentially 
variable 

PHG9_Scaffold_4553 53 p2 (AT)6 12 149772 149783   

PHG9_Scaffold_4553 61 p2 (TA)7 14 182103 182116 
potentially 
variable 

PHG9_Scaffold_4553 65 p3 (CTC)6 18 189856 189873 
potentially 
variable 

PHG9_Scaffold_4553 67 p2 (TA)6 12 193939 193950   

PHG9_Scaffold_4553 71 p3 (CTT)6 18 222601 222618 
potentially 
variable 

PHG9_Scaffold_4553 72 p2 (AT)7 14 223425 223438 potentially 



variable 

PHG9_Scaffold_4553 75 p2 (AC)8 16 231355 231370 
potentially 
variable 

PHG9_Scaffold_4553 78 p2 (TA)8 16 241053 241068 
potentially 
variable 

PHG9_Scaffold_4553 87 p3 (CAC)6 18 292871 292888 
potentially 
variable 

PHG9_Scaffold_4553 88 p3 (CAC)5 15 294726 294740 
potentially 
variable 

PHG9_Scaffold_4553 92 p2 (AC)6 12 309258 309269   

PHG9_Scaffold_4553 97 p2 (TA)7 14 322453 322466 
potentially 
variable 

PHG9_Scaffold_4553 99 p2 (TA)9 18 326687 326704 
potentially 
variable 

PHG9_Scaffold_4553 102 p2 (AT)9 18 340787 340804 
potentially 
variable 

PHG9_Scaffold_4553 103 p2 (AT)8 16 341265 341280 
potentially 
variable 

PHG9_Scaffold_4553 109 p2 (TA)7 14 359557 359570 
potentially 
variable 

PHG9_Scaffold_4553 111 p3 (GAA)5 15 360442 360456 
potentially 
variable 

PHG9_Scaffold_4553 113 p6 (TGGGCT)6 36 363448 363483 Hypervariable 

PHG9_Scaffold_4553 114 p3 (TAT)5 15 369015 369029 
potentially 
variable 

PHG9_Scaffold_4553 115 p2 (TA)7 14 369317 369330 
potentially 
variable 

PHG9_Scaffold_4553 116 p2 (AT)8 16 372005 372020 
potentially 
variable 

PHG9_Scaffold_4553 126 p3 (ATA)5 15 404924 404938 potentially 



variable 

PHG9_Scaffold_4553 129 p2 (GA)7 14 424784 424797 
potentially 
variable 

PHG9_Scaffold_4553 139 p2 (AT)6 12 469188 469199   

PHG9_Scaffold_4553 144 p2 (TA)9 18 491158 491175 
potentially 
variable 

PHG9_Scaffold_4553 147 p2 (AT)9 18 509032 509049 
potentially 
variable 

PHG9_Scaffold_4553 158 p3 (AAT)6 18 544761 544778 
potentially 
variable 

PHG9_Scaffold_4553 161 p2 (TC)9 18 551016 551033 
potentially 
variable 

PHG9_Scaffold_4553 166 p2 (AT)6 12 568666 568677   
PHG9_Scaffold_4553 177 p2 (GA)6 12 592485 592496   

PHG9_Scaffold_4553 182 p3 (AGA)6 18 612134 612151 
potentially 
variable 

PHG9_Scaffold_4553 184 p3 (TGC)5 15 614302 614316 
potentially 
variable 

PHG9_Scaffold_4553 190 p2 (AT)6 12 636290 636301   
PHG9_Scaffold_4554 8 p2 (TA)6 12 33647 33658   
PHG9_Scaffold_4554 14 p2 (TA)6 12 59075 59086   
PHG9_Scaffold_4554 18 p2 (AG)6 12 74609 74620   

PHG9_Scaffold_4554 20 p2 (TA)8 16 82189 82204 
potentially 
variable 

PHG9_Scaffold_4554 22 p2 (AT)6 12 85562 85573   

PHG9_Scaffold_4554 23 p2 (AT)7 14 90287 90300 
potentially 
variable 

PHG9_Scaffold_4555 3 p3 (TTC)5 15 1692 1706 
potentially 
variable 



PHG9_Scaffold_4555 15 p2 (AG)8 16 46518 46533 
potentially 
variable 

PHG9_Scaffold_4555 17 p3 (TAT)6 18 70553 70570 
potentially 
variable 

PHG9_Scaffold_4557 1 p2 (AG)7 14 1372 1385 
potentially 
variable 

PHG9_Scaffold_4557 3 p2 (TA)6 12 1921 1932   

PHG9_Scaffold_4557 13 p2 (TA)7 14 27890 27903 
potentially 
variable 

PHG9_Scaffold_4557 20 p3 (TTA)5 15 52273 52287 
potentially 
variable 

PHG9_Scaffold_4557 24 p2 (TA)6 12 67023 67034   

PHG9_Scaffold_4558 18 p3 (TAT)5 15 83935 83949 
potentially 
variable 

PHG9_Scaffold_4558 28 p2 (AT)6 12 125165 125176   
PHG9_Scaffold_4560 2 p2 (TA)6 12 18522 18533   

PHG9_Scaffold_4560 4 p2 (AT)8 16 22817 22832 
potentially 
variable 

PHG9_Scaffold_4560 5 p3 (TTA)5 15 40841 40855 
potentially 
variable 

PHG9_Scaffold_4560 8 p3 (ATA)6 18 42331 42348 
potentially 
variable 

PHG9_Scaffold_4561 7 p3 (TTA)5 15 22148 22162 
potentially 
variable 

PHG9_Scaffold_4561 9 p2 (AT)7 14 27734 27747 
potentially 
variable 

PHG9_Scaffold_4561 12 p3 (ATT)5 15 32091 32105 
potentially 
variable 

PHG9_Scaffold_4561 19 p3 (TAA)6 18 51233 51250 
potentially 
variable 



PHG9_Scaffold_4561 24 p2 (TA)7 14 68991 69004 
potentially 
variable 

PHG9_Scaffold_4561 25 p2 (TA)6 12 69707 69718   
PHG9_Scaffold_4561 26 p2 (AT)6 12 70723 70734   

PHG9_Scaffold_4561 42 p2 (TA)7 14 139982 139995 
potentially 
variable 

PHG9_Scaffold_4561 54 p2 (AG)9 18 179569 179586 
potentially 
variable 

PHG9_Scaffold_4561 56 p3 (TCA)5 15 180347 180361 
potentially 
variable 

PHG9_Scaffold_4561 57 p3 (GAT)5 15 181711 181725 
potentially 
variable 

PHG9_Scaffold_4561 61 p2 (AT)6 12 209377 209388   
PHG9_Scaffold_4561 64 p2 (AT)6 12 235969 235980   

PHG9_Scaffold_4561 65 p3 (TCA)5 15 237383 237397 
potentially 
variable 

PHG9_Scaffold_4561 70 p3 (TGC)5 15 295026 295040 
potentially 
variable 

PHG9_Scaffold_4561 71 p2 (AG)6 12 299256 299267   
PHG9_Scaffold_4561 79 p2 (CA)6 12 345303 345314   

PHG9_Scaffold_4561 84 p2 (TA)9 18 380369 380386 
potentially 
variable 

PHG9_Scaffold_4561 92 p2 (TA)6 12 418922 418933   

PHG9_Scaffold_4561 97 p3 (CAT)5 15 438762 438776 
potentially 
variable 

PHG9_Scaffold_4562 3 p2 (GT)7 14 18849 18862 
potentially 
variable 

PHG9_Scaffold_4562 14 p3 (AGA)5 15 41418 41432 
potentially 
variable 



PHG9_Scaffold_4562 15 p2 (AT)6 12 42314 42325   
PHG9_Scaffold_4562 27 p2 (AT)6 12 69187 69198   
PHG9_Scaffold_4563 2 p2 (AT)6 12 21997 22008   

PHG9_Scaffold_4564 7 p2 (TA)9 18 11581 11598 
potentially 
variable 

PHG9_Scaffold_4565 8 p3 (AAT)5 15 5972 5986 
potentially 
variable 

PHG9_Scaffold_4565 9 p3 (ATC)5 15 7514 7528 
potentially 
variable 

PHG9_Scaffold_4565 10 p2 (AG)6 12 8029 8040   

PHG9_Scaffold_4565 24 p2 (TA)8 16 36353 36368 
potentially 
variable 

PHG9_Scaffold_4566 1 p2 (AT)8 16 1048 1063 
potentially 
variable 

PHG9_Scaffold_4566 5 p3 (GAT)6 18 25100 25117 
potentially 
variable 

PHG9_Scaffold_4566 13 p2 (TA)6 12 48837 48848   

PHG9_Scaffold_4566 21 p2 (CT)7 14 77868 77881 
potentially 
variable 

PHG9_Scaffold_4566 22 p2 (AT)7 14 80627 80640 
potentially 
variable 

PHG9_Scaffold_4566 27 p3 (GAT)5 15 86827 86841 
potentially 
variable 

PHG9_Scaffold_4566 29 p2 (TC)7 14 89900 89913 
potentially 
variable 

PHG9_Scaffold_4566 30 p2 (AT)6 12 90604 90615   

PHG9_Scaffold_4566 31 p2 (AT)7 14 91030 91043 
potentially 
variable 

PHG9_Scaffold_4566 34 p2 (AT)6 12 98881 98892   



PHG9_Scaffold_4566 38 p2 (AT)8 16 104364 104379 
potentially 
variable 

PHG9_Scaffold_4567 2 p3 (AGA)5 15 10323 10337 
potentially 
variable 

PHG9_Scaffold_4567 4 p3 (TCT)5 15 14574 14588 
potentially 
variable 

PHG9_Scaffold_4570 4 p3 (GTT)6 18 4798 4815 
potentially 
variable 

PHG9_Scaffold_4570 5 p2 (AG)7 14 5041 5054 
potentially 
variable 

PHG9_Scaffold_4570 11 p2 (AT)6 12 15687 15698   

PHG9_Scaffold_4570 13 p2 (AG)8 16 18388 18403 
potentially 
variable 

PHG9_Scaffold_4570 16 p2 (TA)6 12 21899 21910   

PHG9_Scaffold_4570 29 p2 (TC)7 14 57445 57458 
potentially 
variable 

PHG9_Scaffold_4570 36 p2 (CG)6 12 71778 71789   

PHG9_Scaffold_4571 4 p2 (TA)7 14 27592 27605 
potentially 
variable 

PHG9_Scaffold_4571 9 p3 (GAA)5 15 39128 39142 
potentially 
variable 

PHG9_Scaffold_4571 23 p2 (TA)7 14 116828 116841 
potentially 
variable 

PHG9_Scaffold_4571 24 p2 (AG)6 12 127683 127694   
PHG9_Scaffold_4574 1 p2 (TA)6 12 4584 4595   
PHG9_Scaffold_4576 2 p2 (TG)6 12 5960 5971   

PHG9_Scaffold_4576 18 p2 (AT)7 14 45111 45124 
potentially 
variable 

PHG9_Scaffold_4576 26 p2 (AT)6 12 67682 67693   



PHG9_Scaffold_4576 28 p2 (TA)6 12 84100 84111   
PHG9_Scaffold_4576 29 p2 (AT)6 12 84430 84441   

PHG9_Scaffold_4577 9 p2 (GA)8 16 20371 20386 
potentially 
variable 

PHG9_Scaffold_4577 11 p2 (TA)6 12 25870 25881   
PHG9_Scaffold_4577 18 p2 (TA)6 12 47214 47225   
PHG9_Scaffold_4581 6 p2 (AT)6 12 9075 9086   
PHG9_Scaffold_4581 9 p2 (TA)6 12 20778 20789   

PHG9_Scaffold_4581 11 p2 (TC)8 16 21998 22013 
potentially 
variable 

PHG9_Scaffold_4581 12 p2 (CA)7 14 22403 22416 
potentially 
variable 

PHG9_Scaffold_4581 13 p2 (TC)7 14 22800 22813 
potentially 
variable 

PHG9_Scaffold_4581 15 p3 (ATT)5 15 27026 27040 
potentially 
variable 

PHG9_Scaffold_4582 8 p2 (AT)8 16 21363 21378 
potentially 
variable 

PHG9_Scaffold_4582 9 p2 (AG)9 18 27238 27255 
potentially 
variable 

PHG9_Scaffold_4582 23 p2 (CA)6 12 79069 79080   

PHG9_Scaffold_4583 4 p2 (AG)8 16 7315 7330 
potentially 
variable 

PHG9_Scaffold_4583 6 p3 (GGT)5 15 12913 12927 
potentially 
variable 

PHG9_Scaffold_4583 10 p3 (ATA)5 15 18756 18770 
potentially 
variable 

PHG9_Scaffold_4585 15 p2 (GA)6 12 46744 46755   
PHG9_Scaffold_4586 11 p2 (TC)6 12 22138 22149   



PHG9_Scaffold_4586 12 p3 (GGT)5 15 23352 23366 
potentially 
variable 

PHG9_Scaffold_4586 13 p2 (AT)6 12 24656 24667   
PHG9_Scaffold_4588 2 p2 (TA)6 12 12427 12438   

PHG9_Scaffold_4588 12 p3 (ATT)6 18 50781 50798 
potentially 
variable 

PHG9_Scaffold_4589 6 p2 (GA)9 18 38730 38747 
potentially 
variable 

PHG9_Scaffold_4589 7 p2 (AT)6 12 39327 39338   
PHG9_Scaffold_4590 4 p2 (TA)6 12 14693 14704   

PHG9_Scaffold_4590 9 p2 (GA)7 14 32024 32037 
potentially 
variable 

PHG9_Scaffold_4590 13 p2 (TG)8 16 68937 68952 
potentially 
variable 

PHG9_Scaffold_4590 23 p3 (CTT)5 15 92749 92763 
potentially 
variable 

PHG9_Scaffold_4590 43 p3 (TCT)5 15 160966 160980 
potentially 
variable 

PHG9_Scaffold_4590 46 p3 (CAA)5 15 174098 174112 
potentially 
variable 

PHG9_Scaffold_4590 47 p3 (TAT)6 18 175008 175025 
potentially 
variable 

PHG9_Scaffold_4590 52 p3 (GAA)5 15 186775 186789 
potentially 
variable 

PHG9_Scaffold_4590 53 p2 (CA)6 12 198982 198993   
PHG9_Scaffold_4591 3 p2 (AT)6 12 11563 11574   

PHG9_Scaffold_4591 12 p2 (TA)7 14 30981 30994 
potentially 
variable 

PHG9_Scaffold_4592 7 p2 (CT)6 12 24304 24315   



PHG9_Scaffold_4593 2 p2 (AT)6 12 710 721   

PHG9_Scaffold_4593 4 p2 (TA)7 14 2834 2847 
potentially 
variable 

PHG9_Scaffold_4593 13 p2 (AG)6 12 16200 16211   

PHG9_Scaffold_4593 15 p2 (TA)8 16 22017 22032 
potentially 
variable 

PHG9_Scaffold_4594 4 p2 (CA)6 12 7122 7133   
PHG9_Scaffold_4594 8 p2 (AT)6 12 25347 25358   

PHG9_Scaffold_4595 14 p3 (TTC)5 15 32789 32803 
potentially 
variable 

PHG9_Scaffold_4595 15 p2 (AG)6 12 34786 34797   

PHG9_Scaffold_4596 3 p2 (AT)7 14 729 742 
potentially 
variable 

PHG9_Scaffold_4596 4 p3 (AAT)5 15 1723 1737 
potentially 
variable 

PHG9_Scaffold_4596 6 p2 (AT)6 12 3207 3218   

PHG9_Scaffold_4596 11 p2 (TA)7 14 16177 16190 
potentially 
variable 

PHG9_Scaffold_4596 18 p2 (AT)6 12 27481 27492   
PHG9_Scaffold_4596 26 p2 (TG)6 12 62935 62946   

PHG9_Scaffold_4596 36 p2 (TA)7 14 108885 108898 
potentially 
variable 

PHG9_Scaffold_4596 47 p3 (ATT)5 15 147494 147508 
potentially 
variable 

PHG9_Scaffold_4596 60 p3 (TAT)5 15 174930 174944 
potentially 
variable 

PHG9_Scaffold_4596 65 p2 (TA)10 20 186850 186869 Hypervariable 

PHG9_Scaffold_4596 66 p2 (TA)8 16 187232 187247 
potentially 
variable 



PHG9_Scaffold_4596 75 p2 (AG)6 12 214332 214343   

PHG9_Scaffold_4596 80 p2 (TA)7 14 229819 229832 
potentially 
variable 

PHG9_Scaffold_4598 3 p3 (CAC)5 15 7237 7251 
potentially 
variable 

PHG9_Scaffold_4598 12 p3 (ACC)5 15 30903 30917 
potentially 
variable 

PHG9_Scaffold_4598 17 p2 (TA)8 16 47378 47393 
potentially 
variable 

PHG9_Scaffold_4598 24 p3 (AGA)5 15 60679 60693 
potentially 
variable 

PHG9_Scaffold_4598 26 p2 (TA)6 12 64650 64661   

PHG9_Scaffold_4598 27 p3 (GGA)5 15 65267 65281 
potentially 
variable 

PHG9_Scaffold_4598 29 p2 (TC)7 14 75448 75461 
potentially 
variable 

PHG9_Scaffold_4598 42 p3 (AAT)5 15 117930 117944 
potentially 
variable 

PHG9_Scaffold_4602 5 p2 (CT)6 12 7136 7147   

PHG9_Scaffold_4602 7 p3 (AAT)6 18 11208 11225 
potentially 
variable 

PHG9_Scaffold_4602 10 p2 (TA)6 12 17160 17171   

PHG9_Scaffold_4602 14 p2 (TA)7 14 22946 22959 
potentially 
variable 

PHG9_Scaffold_4602 22 p3 (ATA)5 15 31828 31842 
potentially 
variable 

PHG9_Scaffold_4608 5 p3 (AAT)5 15 17628 17642 
potentially 
variable 

PHG9_Scaffold_4608 6 p2 (AT)9 18 18430 18447 
potentially 
variable 



PHG9_Scaffold_4609 1 p2 (AT)7 14 3179 3192 
potentially 
variable 

PHG9_Scaffold_4609 5 p3 (TTA)5 15 16150 16164 
potentially 
variable 

PHG9_Scaffold_4609 9 p2 (TA)7 14 31515 31528 
potentially 
variable 

PHG9_Scaffold_4609 10 p2 (AT)6 12 33776 33787   
PHG9_Scaffold_4611 7 p6 (CATAAA)5 30 19777 19806 Hypervariable 

PHG9_Scaffold_4611 9 p3 (GAA)5 15 30095 30109 
potentially 
variable 

PHG9_Scaffold_4611 10 p2 (AG)6 12 31168 31179   
PHG9_Scaffold_4611 16 p2 (AG)6 12 53689 53700   

PHG9_Scaffold_4611 17 p2 (TC)8 16 57230 57245 
potentially 
variable 

PHG9_Scaffold_4612 4 p2 (TC)7 14 17026 17039 
potentially 
variable 

PHG9_Scaffold_4612 8 p2 (TA)8 16 28649 28664 
potentially 
variable 

PHG9_Scaffold_4615 11 p2 (AT)8 16 46868 46883 
potentially 
variable 

PHG9_Scaffold_4616 1 p3 (AGA)5 15 2878 2892 
potentially 
variable 

PHG9_Scaffold_4617 2 p2 (AT)7 14 4720 4733 
potentially 
variable 

PHG9_Scaffold_4619 2 p2 (TC)9 18 5434 5451 
potentially 
variable 

PHG9_Scaffold_4619 3 p2 (TA)6 12 8286 8297   

PHG9_Scaffold_4619 7 p2 (AT)8 16 15254 15269 
potentially 
variable 

PHG9_Scaffold_4621 1 p3 (TAT)5 15 531 545 potentially 



variable 
PHG9_Scaffold_4622 5 p2 (AT)6 12 8254 8265   

PHG9_Scaffold_4622 10 p2 (GA)7 14 27520 27533 
potentially 
variable 

PHG9_Scaffold_4622 12 p3 (AGC)5 15 31126 31140 
potentially 
variable 

PHG9_Scaffold_4622 17 p3 (AAT)5 15 41908 41922 
potentially 
variable 

PHG9_Scaffold_4622 19 p2 (TA)6 12 49976 49987   

PHG9_Scaffold_4622 21 p2 (TA)8 16 50385 50400 
potentially 
variable 

PHG9_Scaffold_4627 12 p3 (AAT)5 15 81036 81050 
potentially 
variable 

PHG9_Scaffold_4629 3 p2 (AT)6 12 25741 25752   

PHG9_Scaffold_4629 12 p2 (TA)7 14 48849 48862 
potentially 
variable 

PHG9_Scaffold_4632 7 p2 (TA)7 14 3843 3856 
potentially 
variable 

PHG9_Scaffold_4632 12 p2 (TA)7 14 45824 45837 
potentially 
variable 

PHG9_Scaffold_4632 17 p2 (TG)6 12 102113 102124   
PHG9_Scaffold_4632 19 p2 (AT)6 12 112085 112096   
PHG9_Scaffold_4634 1 p2 (TA)6 12 10530 10541   
PHG9_Scaffold_4634 6 p2 (AT)6 12 31120 31131   

PHG9_Scaffold_4634 19 p2 (TA)7 14 84458 84471 
potentially 
variable 

PHG9_Scaffold_4634 22 p2 (TA)9 18 91765 91782 
potentially 
variable 

PHG9_Scaffold_4634 34 p3 (TTA)5 15 124216 124230 potentially 



variable 

PHG9_Scaffold_4634 35 p2 (TA)8 16 127036 127051 
potentially 
variable 

PHG9_Scaffold_4634 42 p2 (AT)6 12 148744 148755   

PHG9_Scaffold_4638 1 p2 (AT)8 16 10560 10575 
potentially 
variable 

PHG9_Scaffold_4638 5 p2 (CT)7 14 29850 29863 
potentially 
variable 

PHG9_Scaffold_4640 1 p3 (TCA)5 15 2000 2014 
potentially 
variable 

PHG9_Scaffold_4640 4 p2 (AT)9 18 5120 5137 
potentially 
variable 

PHG9_Scaffold_4640 7 p3 (TTA)6 18 8409 8426 
potentially 
variable 

PHG9_Scaffold_4640 25 p2 (AC)6 12 52557 52568   

PHG9_Scaffold_4641 2 p2 (AT)8 16 17454 17469 
potentially 
variable 

PHG9_Scaffold_4641 7 p2 (AT)6 12 27233 27244   
PHG9_Scaffold_4645 2 p2 (AT)6 12 9770 9781   

PHG9_Scaffold_4646 3 p2 (TA)9 18 8603 8620 
potentially 
variable 

PHG9_Scaffold_4646 4 p2 (TA)6 12 25105 25116   

PHG9_Scaffold_4651 1 p2 (TA)9 18 2046 2063 
potentially 
variable 

PHG9_Scaffold_4651 3 p2 (AT)6 12 5875 5886   

PHG9_Scaffold_4651 4 p2 (AT)9 18 6981 6998 
potentially 
variable 

PHG9_Scaffold_4651 5 p2 (AT)8 16 7744 7759 
potentially 
variable 



PHG9_Scaffold_4651 7 p2 (AT)8 16 10431 10446 
potentially 
variable 

PHG9_Scaffold_4651 10 p2 (AT)7 14 12898 12911 
potentially 
variable 

PHG9_Scaffold_4651 11 p3 (GAA)5 15 14278 14292 
potentially 
variable 

PHG9_Scaffold_4651 14 p2 (GA)6 12 27795 27806   

PHG9_Scaffold_4651 27 p2 (TA)9 18 75486 75503 
potentially 
variable 

PHG9_Scaffold_4651 28 p3 (ACT)6 18 83034 83051 
potentially 
variable 

PHG9_Scaffold_4655 5 p3 (AGC)5 15 23454 23468 
potentially 
variable 

PHG9_Scaffold_4656 3 p2 (AT)6 12 14710 14721   

PHG9_Scaffold_4656 18 p2 (TA)8 16 108524 108539 
potentially 
variable 

PHG9_Scaffold_4656 22 p2 (AG)6 12 120280 120291   

PHG9_Scaffold_4656 38 p3 (ACA)5 15 172110 172124 
potentially 
variable 

PHG9_Scaffold_4656 41 p2 (CA)6 12 198395 198406   
PHG9_Scaffold_4656 43 p2 (AT)6 12 223682 223693   

PHG9_Scaffold_4659 2 p2 (TA)7 14 840 853 
potentially 
variable 

PHG9_Scaffold_4659 7 p3 (TAC)5 15 28891 28905 
potentially 
variable 

PHG9_Scaffold_4659 8 p3 (CCA)5 15 55183 55197 
potentially 
variable 

PHG9_Scaffold_4659 12 p2 (GA)7 14 63968 63981 
potentially 
variable 

PHG9_Scaffold_4660 4 p2 (AT)7 14 7072 7085 potentially 



variable 

PHG9_Scaffold_4660 8 p3 (AAC)6 18 20972 20989 
potentially 
variable 

PHG9_Scaffold_4666 4 p2 (AG)6 12 15860 15871   
PHG9_Scaffold_4666 5 p2 (AG)6 12 17570 17581   

PHG9_Scaffold_4666 18 p3 (CAT)6 18 77171 77188 
potentially 
variable 

PHG9_Scaffold_4666 21 p3 (ATT)5 15 82027 82041 
potentially 
variable 

PHG9_Scaffold_4666 32 p2 (TA)6 12 115108 115119   

PHG9_Scaffold_4666 33 p2 (AG)8 16 119794 119809 
potentially 
variable 

PHG9_Scaffold_4666 34 p3 (AGC)5 15 126423 126437 
potentially 
variable 

PHG9_Scaffold_4666 37 p2 (AT)6 12 127905 127916   

PHG9_Scaffold_4666 43 p3 (TTA)5 15 147255 147269 
potentially 
variable 

PHG9_Scaffold_4666 44 p2 (TC)7 14 159446 159459 
potentially 
variable 

PHG9_Scaffold_4667 4 p2 (AT)6 12 8429 8440   

PHG9_Scaffold_4667 11 p2 (TA)7 14 29910 29923 
potentially 
variable 

PHG9_Scaffold_4667 20 p2 (TA)7 14 47531 47544 
potentially 
variable 

PHG9_Scaffold_4667 21 p3 (TTG)6 18 51136 51153 
potentially 
variable 

PHG9_Scaffold_4667 35 p2 (TA)8 16 90173 90188 
potentially 
variable 

PHG9_Scaffold_4667 36 p3 (TGG)5 15 94647 94661 
potentially 
variable 



PHG9_Scaffold_4667 39 p3 (TTC)5 15 99159 99173 
potentially 
variable 

PHG9_Scaffold_4667 42 p2 (AT)9 18 113750 113767 
potentially 
variable 

PHG9_Scaffold_4667 48 p6 (TGTTGG)5 30 133557 133586 Hypervariable 
PHG9_Scaffold_4667 50 p2 (TG)6 12 139640 139651   
PHG9_Scaffold_4667 51 p2 (CT)6 12 149255 149266   

PHG9_Scaffold_4667 55 p3 (TTA)5 15 160532 160546 
potentially 
variable 

PHG9_Scaffold_4667 56 p3 (CGG)5 15 162043 162057 
potentially 
variable 

PHG9_Scaffold_4670 6 p2 (AT)7 14 14042 14055 
potentially 
variable 

PHG9_Scaffold_4670 7 p2 (TA)6 12 18258 18269   

PHG9_Scaffold_4671 3 p2 (TA)8 16 13516 13531 
potentially 
variable 

PHG9_Scaffold_4671 5 p2 (TA)6 12 25538 25549   

PHG9_Scaffold_4671 9 p2 (AT)7 14 47343 47356 
potentially 
variable 

PHG9_Scaffold_4671 15 p2 (AT)6 12 60606 60617   

PHG9_Scaffold_4671 19 p3 (CAA)5 15 74893 74907 
potentially 
variable 

PHG9_Scaffold_4671 25 p3 (TAT)5 15 93761 93775 
potentially 
variable 

PHG9_Scaffold_4678 3 p2 (TG)6 12 13143 13154   
PHG9_Scaffold_4679 3 p2 (AT)6 12 10946 10957   

PHG9_Scaffold_4679 23 p3 (CTG)5 15 76271 76285 
potentially 
variable 

PHG9_Scaffold_4679 24 p3 (TTC)5 15 79084 79098 potentially 



variable 
PHG9_Scaffold_4680 1 p2 (CA)6 12 3833 3844   
PHG9_Scaffold_4690 4 p2 (CA)6 12 12666 12677   

PHG9_Scaffold_4690 5 p2 (TA)7 14 13364 13377 
potentially 
variable 

PHG9_Scaffold_4690 6 p2 (TA)6 12 13537 13548   
PHG9_Scaffold_4706 4 p2 (TA)6 12 16484 16495   
PHG9_Scaffold_4706 17 p2 (TG)6 12 80565 80576   

PHG9_Scaffold_4722 1 p2 (TA)7 14 259 272 
potentially 
variable 

PHG9_Scaffold_4722 2 p3 (ATA)5 15 928 942 
potentially 
variable 

PHG9_Scaffold_4726 1 p2 (TA)6 12 258 269   
PHG9_Scaffold_4727 4 p2 (AT)6 12 260427 260438   

PHG9_Scaffold_4727 19 p2 (TA)7 14 436643 436656 
potentially 
variable 

PHG9_Scaffold_4727 21 p3 (TTA)5 15 443889 443903 
potentially 
variable 

PHG9_Scaffold_4728 3 p2 (AT)8 16 645234 645249 
potentially 
variable 

PHG9_Scaffold_4728 7 p2 (TA)8 16 676640 676655 
potentially 
variable 

PHG9_Scaffold_4732 7 p2 (AT)7 14 52609 52622 
potentially 
variable 

PHG9_Scaffold_4734 1 p3 (ATT)5 15 619 633 
potentially 
variable 

PHG9_Scaffold_4735 3 p2 (TA)6 12 42639 42650   

PHG9_Scaffold_4735 6 p2 (TA)8 16 109638 109653 
potentially 
variable 



PHG9_Scaffold_4745 1 p2 (AT)9 18 46979 46996 
potentially 
variable 

PHG9_Scaffold_4745 12 p2 (TA)7 14 134119 134132 
potentially 
variable 

PHG9_Scaffold_4745 16 p3 (AGG)6 18 154583 154600 
potentially 
variable 

PHG9_Scaffold_4745 20 p3 (TGT)5 15 166851 166865 
potentially 
variable 

PHG9_Scaffold_4745 22 p2 (AT)7 14 195243 195256 
potentially 
variable 

PHG9_Scaffold_4745 23 p2 (TC)6 12 209812 209823   
PHG9_Scaffold_4746 4 p2 (AT)6 12 53852 53863   
PHG9_Scaffold_4746 7 p2 (TA)6 12 73384 73395   

PHG9_Scaffold_4749 14 p3 (TTA)5 15 28093 28107 
potentially 
variable 

PHG9_Scaffold_4749 23 p3 (TCT)5 15 55518 55532 
potentially 
variable 

PHG9_Scaffold_4749 25 p2 (TA)6 12 60691 60702   

PHG9_Scaffold_4749 35 p3 (ATG)6 18 75324 75341 
potentially 
variable 

PHG9_Scaffold_4749 52 p2 (TA)6 12 112010 112021   

PHG9_Scaffold_4749 61 p2 (AT)7 14 146315 146328 
potentially 
variable 

PHG9_Scaffold_4749 64 p3 (ATT)5 15 149131 149145 
potentially 
variable 

PHG9_Scaffold_4749 76 p2 (TA)6 12 213920 213931   

PHG9_Scaffold_4749 80 p3 (GCT)5 15 226411 226425 
potentially 
variable 

PHG9_Scaffold_4749 85 p2 (AT)9 18 243810 243827 
potentially 
variable 



PHG9_Scaffold_4749 86 p2 (AT)6 12 249975 249986   

PHG9_Scaffold_4749 88 p3 (ACA)6 18 261984 262001 
potentially 
variable 

PHG9_Scaffold_4749 92 p2 (TA)7 14 267905 267918 
potentially 
variable 

PHG9_Scaffold_4749 99 p3 (TAT)6 18 294107 294124 
potentially 
variable 

PHG9_Scaffold_4749 106 p2 (TA)8 16 320246 320261 
potentially 
variable 

PHG9_Scaffold_4751 1 p2 (TC)6 12 12146 12157   

PHG9_Scaffold_4751 2 p2 (TA)7 14 18731 18744 
potentially 
variable 

PHG9_Scaffold_4751 19 p2 (CT)7 14 80058 80071 
potentially 
variable 

PHG9_Scaffold_4751 20 p2 (CT)6 12 80434 80445   

PHG9_Scaffold_4751 21 p2 (AT)8 16 85915 85930 
potentially 
variable 

PHG9_Scaffold_4751 26 p2 (AT)6 12 112499 112510   

PHG9_Scaffold_4751 35 p2 (CT)9 18 145392 145409 
potentially 
variable 

PHG9_Scaffold_4751 49 p3 (AAT)5 15 172993 173007 
potentially 
variable 

PHG9_Scaffold_4751 54 p2 (TC)6 12 194021 194032   
PHG9_Scaffold_4751 56 p2 (TG)6 12 199217 199228   

PHG9_Scaffold_4751 58 p2 (GA)7 14 202240 202253 
potentially 
variable 

PHG9_Scaffold_4752 4 p2 (TA)7 14 161858 161871 
potentially 
variable 

PHG9_Scaffold_4754 3 p2 (CT)7 14 9172 9185 
potentially 
variable 



PHG9_Scaffold_4754 4 p3 (TAG)5 15 15668 15682 
potentially 
variable 

PHG9_Scaffold_4754 10 p3 (AAT)5 15 36569 36583 
potentially 
variable 

PHG9_Scaffold_4754 13 p2 (AT)6 12 38228 38239   

PHG9_Scaffold_4754 14 p3 (TTA)5 15 39350 39364 
potentially 
variable 

PHG9_Scaffold_4754 15 p3 (TTA)5 15 41407 41421 
potentially 
variable 

PHG9_Scaffold_4754 22 p2 (AG)6 12 64566 64577   

PHG9_Scaffold_4754 25 p2 (TC)7 14 82798 82811 
potentially 
variable 

PHG9_Scaffold_4754 26 p2 (AT)7 14 83925 83938 
potentially 
variable 

PHG9_Scaffold_4754 27 p2 (TA)8 16 85081 85096 
potentially 
variable 

PHG9_Scaffold_4754 30 p2 (TA)6 12 109049 109060   

PHG9_Scaffold_4754 35 p3 (GAT)5 15 126570 126584 
potentially 
variable 

PHG9_Scaffold_4754 48 p2 (TC)9 18 158696 158713 
potentially 
variable 

PHG9_Scaffold_4754 51 p2 (AT)6 12 164884 164895   

PHG9_Scaffold_4754 52 p3 (TAT)6 18 165877 165894 
potentially 
variable 

PHG9_Scaffold_4754 53 p2 (TC)7 14 173274 173287 
potentially 
variable 

PHG9_Scaffold_4755 15 p3 (CTT)5 15 57421 57435 
potentially 
variable 

PHG9_Scaffold_4755 16 p3 (CAT)5 15 58639 58653 
potentially 
variable 



PHG9_Scaffold_4755 35 p2 (AG)7 14 117211 117224 
potentially 
variable 

PHG9_Scaffold_4755 51 p2 (AT)8 16 172113 172128 
potentially 
variable 

PHG9_Scaffold_4755 62 p3 (TAA)5 15 200940 200954 
potentially 
variable 

PHG9_Scaffold_4758 9 p3 (ATA)6 18 11416 11433 
potentially 
variable 

PHG9_Scaffold_4758 17 p2 (TC)7 14 106595 106608 
potentially 
variable 

PHG9_Scaffold_4758 22 p2 (AT)9 18 173127 173144 
potentially 
variable 

PHG9_Scaffold_4759 4 p2 (AT)9 18 18678 18695 
potentially 
variable 

PHG9_Scaffold_4760 4 p2 (AT)8 16 67214 67229 
potentially 
variable 

PHG9_Scaffold_4760 9 p3 (TGT)5 15 116567 116581 
potentially 
variable 

PHG9_Scaffold_4760 10 p2 (CT)7 14 116924 116937 
potentially 
variable 

PHG9_Scaffold_4760 22 p3 (ATG)5 15 161899 161913 
potentially 
variable 

PHG9_Scaffold_4761 4 p2 (AT)7 14 19502 19515 
potentially 
variable 

PHG9_Scaffold_4761 12 p2 (GT)6 12 77627 77638   

PHG9_Scaffold_4763 8 p2 (AT)9 18 14475 14492 
potentially 
variable 

PHG9_Scaffold_4763 28 p3 (TTA)5 15 79521 79535 
potentially 
variable 

PHG9_Scaffold_4763 40 p2 (AG)7 14 121687 121700 potentially 



variable 

PHG9_Scaffold_4763 41 p2 (AT)8 16 122734 122749 
potentially 
variable 

PHG9_Scaffold_4763 45 p2 (GT)7 14 135982 135995 
potentially 
variable 

PHG9_Scaffold_4763 54 p2 (AT)7 14 167922 167935 
potentially 
variable 

PHG9_Scaffold_4764 7 p2 (AG)9 18 26569 26586 
potentially 
variable 

PHG9_Scaffold_4764 9 p2 (CA)6 12 27561 27572   

PHG9_Scaffold_4764 10 p3 (AAT)5 15 28433 28447 
potentially 
variable 

PHG9_Scaffold_4764 15 p2 (TA)7 14 38204 38217 
potentially 
variable 

PHG9_Scaffold_4764 16 p2 (TA)6 12 38723 38734   
PHG9_Scaffold_4764 17 p2 (AG)6 12 39032 39043   
PHG9_Scaffold_4764 22 p2 (AG)6 12 55230 55241   

PHG9_Scaffold_4764 26 p2 (CA)9 18 62127 62144 
potentially 
variable 

PHG9_Scaffold_4764 27 p2 (CT)9 18 63610 63627 
potentially 
variable 

PHG9_Scaffold_4764 28 p2 (AT)7 14 65945 65958 
potentially 
variable 

PHG9_Scaffold_4764 31 p3 (TGC)5 15 69959 69973 
potentially 
variable 

PHG9_Scaffold_4764 41 p2 (AT)6 12 94803 94814   

PHG9_Scaffold_4764 47 p2 (TA)8 16 115753 115768 
potentially 
variable 

PHG9_Scaffold_4764 56 p2 (AT)8 16 144387 144402 
potentially 
variable 



PHG9_Scaffold_4764 66 p2 (AG)9 18 172822 172839 
potentially 
variable 

PHG9_Scaffold_4764 69 p2 (GA)7 14 186109 186122 
potentially 
variable 

PHG9_Scaffold_4764 73 p2 (GA)7 14 200794 200807 
potentially 
variable 

PHG9_Scaffold_4764 82 p2 (TA)6 12 229835 229846   

PHG9_Scaffold_4764 90 p2 (TA)9 18 244462 244479 
potentially 
variable 

PHG9_Scaffold_4764 98 p3 (ATA)5 15 252804 252818 
potentially 
variable 

PHG9_Scaffold_4764 100 p2 (AT)8 16 268397 268412 
potentially 
variable 

PHG9_Scaffold_4765 3 p3 (ATT)5 15 31150 31164 
potentially 
variable 

PHG9_Scaffold_4765 7 p2 (TA)6 12 54953 54964   

PHG9_Scaffold_4765 16 p3 (AAT)5 15 100846 100860 
potentially 
variable 

PHG9_Scaffold_4765 20 p2 (AT)6 12 105661 105672   

PHG9_Scaffold_4765 28 p2 (TA)7 14 130655 130668 
potentially 
variable 

PHG9_Scaffold_4765 32 p2 (AT)6 12 134418 134429   

PHG9_Scaffold_4769 3 p3 (AAT)5 15 20766 20780 
potentially 
variable 

PHG9_Scaffold_4769 5 p2 (AT)9 18 44218 44235 
potentially 
variable 

PHG9_Scaffold_4771 8 p3 (TGC)5 15 23227 23241 
potentially 
variable 

PHG9_Scaffold_4771 13 p2 (AG)6 12 47779 47790   
PHG9_Scaffold_4771 16 p3 (AAT)5 15 56616 56630 potentially 



variable 
PHG9_Scaffold_4771 17 p2 (TA)6 12 57701 57712   
PHG9_Scaffold_4771 23 p2 (TG)6 12 65621 65632   
PHG9_Scaffold_4771 24 p2 (AT)6 12 74432 74443   

PHG9_Scaffold_4771 26 p2 (AT)7 14 87504 87517 
potentially 
variable 

PHG9_Scaffold_4771 33 p2 (AC)9 18 102809 102826 
potentially 
variable 

PHG9_Scaffold_4771 44 p3 (TTA)5 15 135122 135136 
potentially 
variable 

PHG9_Scaffold_4771 49 p2 (AT)7 14 145631 145644 
potentially 
variable 

PHG9_Scaffold_4771 50 p2 (TA)8 16 147138 147153 
potentially 
variable 

PHG9_Scaffold_4772 3 p3 (TAA)5 15 1556 1570 
potentially 
variable 

PHG9_Scaffold_4772 5 p2 (AT)6 12 6752 6763   

PHG9_Scaffold_4772 15 p2 (AT)8 16 58215 58230 
potentially 
variable 

PHG9_Scaffold_4772 22 p2 (TA)6 12 63180 63191   

PHG9_Scaffold_4772 29 p2 (TA)8 16 78603 78618 
potentially 
variable 

PHG9_Scaffold_4772 33 p2 (TC)9 18 87596 87613 
potentially 
variable 

PHG9_Scaffold_4772 34 p3 (TTA)6 18 93173 93190 
potentially 
variable 

PHG9_Scaffold_4772 35 p3 (CAT)6 18 96572 96589 
potentially 
variable 

PHG9_Scaffold_4772 44 p3 (TAT)5 15 127855 127869 
potentially 
variable 



PHG9_Scaffold_4772 45 p2 (AT)6 12 128939 128950   

PHG9_Scaffold_4772 46 p3 (TTG)6 18 129968 129985 
potentially 
variable 

PHG9_Scaffold_4772 49 p3 (TCA)5 15 136014 136028 
potentially 
variable 

PHG9_Scaffold_4772 50 p3 (CAA)5 15 136324 136338 
potentially 
variable 

PHG9_Scaffold_4772 55 p2 (CT)9 18 147891 147908 
potentially 
variable 

PHG9_Scaffold_4772 56 p2 (TA)7 14 150917 150930 
potentially 
variable 

PHG9_Scaffold_4772 60 p2 (AT)7 14 164040 164053 
potentially 
variable 

PHG9_Scaffold_4774 4 p2 (TA)8 16 15740 15755 
potentially 
variable 

PHG9_Scaffold_4774 9 p2 (TA)6 12 64446 64457   

PHG9_Scaffold_4774 12 p3 (GGT)5 15 81373 81387 
potentially 
variable 

PHG9_Scaffold_4774 13 p2 (AT)7 14 83413 83426 
potentially 
variable 

PHG9_Scaffold_4774 16 p2 (TA)6 12 87963 87974   
PHG9_Scaffold_4774 18 p2 (TA)6 12 99877 99888   

PHG9_Scaffold_4777 1 p2 (TA)7 14 14221 14234 
potentially 
variable 

PHG9_Scaffold_4778 7 p2 (TA)8 16 18098 18113 
potentially 
variable 

PHG9_Scaffold_4778 12 p2 (GA)7 14 34589 34602 
potentially 
variable 

PHG9_Scaffold_4778 13 p3 (TAT)5 15 36662 36676 
potentially 
variable 



PHG9_Scaffold_4778 14 p3 (TAT)5 15 37479 37493 
potentially 
variable 

PHG9_Scaffold_4778 25 p2 (TA)7 14 56984 56997 
potentially 
variable 

PHG9_Scaffold_4778 30 p2 (TA)9 18 65594 65611 
potentially 
variable 

PHG9_Scaffold_4778 32 p2 (AG)6 12 69092 69103   

PHG9_Scaffold_4778 34 p3 (ATT)5 15 71605 71619 
potentially 
variable 

PHG9_Scaffold_4778 39 p2 (AT)7 14 79455 79468 
potentially 
variable 

PHG9_Scaffold_4778 40 p3 (GGT)5 15 84257 84271 
potentially 
variable 

PHG9_Scaffold_4781 1 p3 (AAG)5 15 32533 32547 
potentially 
variable 

PHG9_Scaffold_4781 2 p3 (AAG)5 15 49059 49073 
potentially 
variable 

PHG9_Scaffold_4783 10 p2 (TA)9 18 105452 105469 
potentially 
variable 

PHG9_Scaffold_4784 3 p2 (AT)6 12 12771 12782   
PHG9_Scaffold_4784 4 p2 (TC)6 12 19881 19892   

PHG9_Scaffold_4784 9 p3 (CTT)5 15 33152 33166 
potentially 
variable 

PHG9_Scaffold_4784 14 p3 (ATA)5 15 45826 45840 
potentially 
variable 

PHG9_Scaffold_4784 21 p3 (TAT)5 15 69800 69814 
potentially 
variable 

PHG9_Scaffold_4784 39 p3 (ACT)5 15 105773 105787 
potentially 
variable 

PHG9_Scaffold_4784 45 p2 (AG)8 16 138989 139004 potentially 



variable 

PHG9_Scaffold_4784 47 p2 (TC)9 18 155665 155682 
potentially 
variable 

PHG9_Scaffold_4784 51 p3 (ATT)5 15 166016 166030 
potentially 
variable 

PHG9_Scaffold_4784 62 p2 (TA)9 18 201671 201688 
potentially 
variable 

PHG9_Scaffold_4784 66 p3 (CTC)5 15 206759 206773 
potentially 
variable 

PHG9_Scaffold_4784 67 p2 (CT)6 12 207744 207755   

PHG9_Scaffold_4784 68 p3 (GAA)5 15 210367 210381 
potentially 
variable 

PHG9_Scaffold_4784 69 p3 (CTT)6 18 211113 211130 
potentially 
variable 

PHG9_Scaffold_4784 74 p2 (AT)7 14 222706 222719 
potentially 
variable 

PHG9_Scaffold_4785 2 p2 (AC)7 14 10775 10788 
potentially 
variable 

PHG9_Scaffold_4785 3 p2 (TA)7 14 13785 13798 
potentially 
variable 

PHG9_Scaffold_4785 11 p2 (TA)6 12 36207 36218   
PHG9_Scaffold_4785 24 p2 (AT)6 12 104534 104545   

PHG9_Scaffold_4786 4 p3 (AAG)5 15 18477 18491 
potentially 
variable 

PHG9_Scaffold_4786 8 p2 (AT)6 12 27209 27220   

PHG9_Scaffold_4786 12 p3 (ATT)5 15 52557 52571 
potentially 
variable 

PHG9_Scaffold_4786 13 p2 (TA)8 16 69141 69156 
potentially 
variable 

PHG9_Scaffold_4786 14 p2 (TC)8 16 70595 70610 potentially 



variable 

PHG9_Scaffold_4786 28 p2 (AT)8 16 142621 142636 
potentially 
variable 

PHG9_Scaffold_4788 8 p2 (TA)6 12 21626 21637   

PHG9_Scaffold_4788 19 p2 (AT)7 14 38507 38520 
potentially 
variable 

PHG9_Scaffold_4788 33 p2 (TG)8 16 72321 72336 
potentially 
variable 

PHG9_Scaffold_4788 34 p2 (TA)7 14 73643 73656 
potentially 
variable 

PHG9_Scaffold_4788 38 p2 (TG)6 12 86145 86156   
PHG9_Scaffold_4788 48 p2 (TA)6 12 114718 114729   

PHG9_Scaffold_4788 50 p2 (TA)9 18 121670 121687 
potentially 
variable 

PHG9_Scaffold_4788 60 p2 (TA)6 12 136743 136754   

PHG9_Scaffold_4788 62 p2 (TC)7 14 147363 147376 
potentially 
variable 

PHG9_Scaffold_4788 67 p2 (AT)6 12 152058 152069   

PHG9_Scaffold_4789 2 p3 (AAT)5 15 5769 5783 
potentially 
variable 

PHG9_Scaffold_4789 6 p2 (TG)7 14 17443 17456 
potentially 
variable 

PHG9_Scaffold_4789 13 p3 (TGC)5 15 38300 38314 
potentially 
variable 

PHG9_Scaffold_4789 18 p2 (GA)7 14 52965 52978 
potentially 
variable 

PHG9_Scaffold_4789 32 p3 (TAT)5 15 90312 90326 
potentially 
variable 

PHG9_Scaffold_4790 9 p2 (AT)6 12 34907 34918   



PHG9_Scaffold_4790 10 p2 (AG)7 14 41584 41597 
potentially 
variable 

PHG9_Scaffold_4790 13 p2 (TA)7 14 143231 143244 
potentially 
variable 

PHG9_Scaffold_4791 5 p3 (TAA)5 15 36429 36443 
potentially 
variable 

PHG9_Scaffold_4791 17 p2 (TA)7 14 82090 82103 
potentially 
variable 

PHG9_Scaffold_4791 21 p2 (GA)7 14 105924 105937 
potentially 
variable 

PHG9_Scaffold_4791 23 p2 (TA)6 12 113876 113887   

PHG9_Scaffold_4792 3 p3 (TAT)6 18 6956 6973 
potentially 
variable 

PHG9_Scaffold_4792 12 p2 (AT)6 12 105919 105930   

PHG9_Scaffold_4792 18 p3 (AAT)5 15 126192 126206 
potentially 
variable 

PHG9_Scaffold_4792 19 p2 (TC)6 12 131391 131402   
PHG9_Scaffold_4792 21 p2 (TA)6 12 140903 140914   
PHG9_Scaffold_4792 31 p2 (TC)6 12 237803 237814   
PHG9_Scaffold_4792 34 p2 (AT)6 12 253035 253046   
PHG9_Scaffold_4792 38 p2 (AT)6 12 273625 273636   
PHG9_Scaffold_4793 1 p2 (TA)6 12 208 219   

PHG9_Scaffold_4793 2 p2 (TA)7 14 458 471 
potentially 
variable 

PHG9_Scaffold_4793 5 p2 (GA)6 12 9934 9945   

PHG9_Scaffold_4793 14 p2 (TA)7 14 24222 24235 
potentially 
variable 

PHG9_Scaffold_4793 22 p2 (TA)7 14 39140 39153 
potentially 
variable 



PHG9_Scaffold_4793 28 p2 (TA)8 16 61794 61809 
potentially 
variable 

PHG9_Scaffold_4793 32 p2 (GA)6 12 67152 67163   

PHG9_Scaffold_4795 2 p3 (ATC)5 15 2023 2037 
potentially 
variable 

PHG9_Scaffold_4796 3 p3 (AGA)5 15 5725 5739 
potentially 
variable 

PHG9_Scaffold_4796 9 p3 (TTC)5 15 14682 14696 
potentially 
variable 

PHG9_Scaffold_4796 11 p3 (TTC)5 15 16835 16849 
potentially 
variable 

PHG9_Scaffold_4796 18 p2 (AT)6 12 35713 35724   
PHG9_Scaffold_4796 20 p2 (TA)6 12 46129 46140   

PHG9_Scaffold_4797 1 p3 (TAA)5 15 2261 2275 
potentially 
variable 

PHG9_Scaffold_4797 4 p2 (TA)9 18 7730 7747 
potentially 
variable 

PHG9_Scaffold_4797 6 p3 (GGA)5 15 12038 12052 
potentially 
variable 

PHG9_Scaffold_4797 8 p2 (TC)6 12 14498 14509   

PHG9_Scaffold_4797 13 p3 (TCT)6 18 23318 23335 
potentially 
variable 

PHG9_Scaffold_4797 16 p2 (GA)6 12 24172 24183   

PHG9_Scaffold_4797 18 p2 (AG)8 16 43577 43592 
potentially 
variable 

PHG9_Scaffold_4797 19 p2 (AT)6 12 44712 44723   
PHG9_Scaffold_4797 31 p2 (TC)6 12 79359 79370   

PHG9_Scaffold_4797 34 p3 (CAT)5 15 84194 84208 
potentially 
variable 



PHG9_Scaffold_4797 41 p2 (AT)7 14 117161 117174 
potentially 
variable 

PHG9_Scaffold_4797 45 p2 (TA)7 14 132678 132691 
potentially 
variable 

PHG9_Scaffold_4799 5 p3 (TTA)6 18 26577 26594 
potentially 
variable 

PHG9_Scaffold_4799 6 p2 (AG)8 16 29717 29732 
potentially 
variable 

PHG9_Scaffold_4799 25 p2 (TA)6 12 71331 71342   

PHG9_Scaffold_4799 26 p2 (TA)8 16 71562 71577 
potentially 
variable 

PHG9_Scaffold_4799 33 p2 (TA)9 18 98199 98216 
potentially 
variable 

PHG9_Scaffold_4799 42 p2 (TA)6 12 116161 116172   

PHG9_Scaffold_4799 43 p2 (TA)8 16 123660 123675 
potentially 
variable 

PHG9_Scaffold_4799 47 p2 (AT)6 12 145903 145914   

PHG9_Scaffold_4799 58 p2 (AT)9 18 166977 166994 
potentially 
variable 

PHG9_Scaffold_4799 66 p2 (GA)6 12 231320 231331   

PHG9_Scaffold_4799 73 p3 (TAA)5 15 239862 239876 
potentially 
variable 

PHG9_Scaffold_4799 81 p3 (ATA)5 15 253968 253982 
potentially 
variable 

PHG9_Scaffold_4799 83 p2 (CT)6 12 275838 275849   
PHG9_Scaffold_4800 10 p2 (AT)6 12 25108 25119   
PHG9_Scaffold_4800 20 p2 (AT)6 12 68656 68667   
PHG9_Scaffold_4800 26 p2 (GA)6 12 98456 98467   
PHG9_Scaffold_4801 10 p3 (TGC)5 15 24669 24683 potentially 



variable 

PHG9_Scaffold_4801 13 p3 (ATT)6 18 29072 29089 
potentially 
variable 

PHG9_Scaffold_4801 16 p2 (TA)6 12 48228 48239   

PHG9_Scaffold_4801 23 p3 (TAA)5 15 65721 65735 
potentially 
variable 

PHG9_Scaffold_4801 28 p2 (AC)6 12 79828 79839   

PHG9_Scaffold_4801 35 p2 (CT)8 16 112876 112891 
potentially 
variable 

PHG9_Scaffold_4802 4 p2 (TA)7 14 15972 15985 
potentially 
variable 

PHG9_Scaffold_4802 14 p2 (AT)6 12 104681 104692   
PHG9_Scaffold_4802 28 p2 (TG)6 12 167375 167386   

PHG9_Scaffold_4802 37 p2 (AT)8 16 201559 201574 
potentially 
variable 

PHG9_Scaffold_4802 40 p2 (TA)6 12 216624 216635   
PHG9_Scaffold_4802 45 p2 (CA)6 12 253110 253121   
PHG9_Scaffold_4802 47 p2 (TA)6 12 271650 271661   

PHG9_Scaffold_4802 54 p2 (TA)7 14 340532 340545 
potentially 
variable 

PHG9_Scaffold_4806 12 p3 (TTG)5 15 19836 19850 
potentially 
variable 

PHG9_Scaffold_4806 15 p2 (AT)7 14 27641 27654 
potentially 
variable 

PHG9_Scaffold_4806 18 p2 (TA)7 14 47526 47539 
potentially 
variable 

PHG9_Scaffold_4806 22 p2 (TA)8 16 79396 79411 
potentially 
variable 

PHG9_Scaffold_4807 2 p2 (AC)6 12 14083 14094   



PHG9_Scaffold_4807 3 p2 (TA)7 14 16226 16239 
potentially 
variable 

PHG9_Scaffold_4807 4 p2 (AT)9 18 20173 20190 
potentially 
variable 

PHG9_Scaffold_4807 10 p2 (TA)9 18 48164 48181 
potentially 
variable 

PHG9_Scaffold_4808 2 p3 (TGA)6 18 4051 4068 
potentially 
variable 

PHG9_Scaffold_4808 9 p2 (AT)6 12 31374 31385   

PHG9_Scaffold_4808 10 p2 (TA)7 14 36129 36142 
potentially 
variable 

PHG9_Scaffold_4808 11 p2 (TC)9 18 38933 38950 
potentially 
variable 

PHG9_Scaffold_4808 19 p3 (TCT)5 15 70868 70882 
potentially 
variable 

PHG9_Scaffold_4811 1 p3 (TCT)5 15 2235 2249 
potentially 
variable 

PHG9_Scaffold_4811 8 p2 (CA)6 12 42058 42069   

PHG9_Scaffold_4811 11 p2 (GA)7 14 51373 51386 
potentially 
variable 

PHG9_Scaffold_4811 13 p3 (GCT)5 15 53644 53658 
potentially 
variable 

PHG9_Scaffold_4811 16 p3 (GAA)5 15 67024 67038 
potentially 
variable 

PHG9_Scaffold_4811 18 p2 (AG)6 12 74244 74255   

PHG9_Scaffold_4811 22 p2 (TA)8 16 104163 104178 
potentially 
variable 

PHG9_Scaffold_4811 34 p2 (AT)8 16 131586 131601 
potentially 
variable 

PHG9_Scaffold_4811 37 p2 (TA)6 12 138735 138746   



PHG9_Scaffold_4811 47 p2 (AT)7 14 165010 165023 
potentially 
variable 

PHG9_Scaffold_4811 51 p2 (AT)9 18 189624 189641 
potentially 
variable 

PHG9_Scaffold_4812 2 p3 (TTA)6 18 5176 5193 
potentially 
variable 

PHG9_Scaffold_4812 5 p2 (TA)9 18 8001 8018 
potentially 
variable 

PHG9_Scaffold_4813 20 p3 (AAT)5 15 54664 54678 
potentially 
variable 

PHG9_Scaffold_4813 32 p6 (GAAAAC)5 30 82475 82504 Hypervariable 

PHG9_Scaffold_4813 51 p2 (TA)8 16 116351 116366 
potentially 
variable 

PHG9_Scaffold_4813 54 p2 (AT)6 12 123366 123377   
PHG9_Scaffold_4814 1 p2 (AT)6 12 8085 8096   
PHG9_Scaffold_4814 3 p2 (AT)6 12 21112 21123   

PHG9_Scaffold_4814 4 p3 (CTT)5 15 22649 22663 
potentially 
variable 

PHG9_Scaffold_4814 14 p3 (ATA)5 15 52204 52218 
potentially 
variable 

PHG9_Scaffold_4814 17 p2 (TA)7 14 60219 60232 
potentially 
variable 

PHG9_Scaffold_4814 18 p2 (TA)7 14 63214 63227 
potentially 
variable 

PHG9_Scaffold_4814 22 p2 (TA)6 12 65216 65227   
PHG9_Scaffold_4814 25 p2 (AT)6 12 70093 70104   
PHG9_Scaffold_4814 26 p2 (AG)6 12 74106 74117   
PHG9_Scaffold_4814 27 p2 (AT)6 12 86313 86324   
PHG9_Scaffold_4814 28 p2 (TA)7 14 86826 86839 potentially 



variable 

PHG9_Scaffold_4814 30 p2 (AG)7 14 97601 97614 
potentially 
variable 

PHG9_Scaffold_4815 5 p2 (AT)7 14 29186 29199 
potentially 
variable 

PHG9_Scaffold_4815 7 p6 (ATTTCT)5 30 39844 39873 Hypervariable 
PHG9_Scaffold_4816 1 p2 (AT)6 12 1152 1163   

PHG9_Scaffold_4816 6 p2 (AT)8 16 15909 15924 
potentially 
variable 

PHG9_Scaffold_4816 9 p2 (AT)7 14 36224 36237 
potentially 
variable 

PHG9_Scaffold_4816 11 p3 (TGT)5 15 44658 44672 
potentially 
variable 

PHG9_Scaffold_4816 13 p2 (TA)7 14 46445 46458 
potentially 
variable 

PHG9_Scaffold_4816 27 p3 (ATT)5 15 80209 80223 
potentially 
variable 

PHG9_Scaffold_4816 30 p2 (AG)8 16 95700 95715 
potentially 
variable 

PHG9_Scaffold_4816 39 p2 (TA)6 12 117010 117021   

PHG9_Scaffold_4817 11 p2 (TA)7 14 26126 26139 
potentially 
variable 

PHG9_Scaffold_4817 15 p2 (AT)6 12 29601 29612   
PHG9_Scaffold_4818 5 p2 (AG)6 12 25268 25279   

PHG9_Scaffold_4818 18 p2 (TA)9 18 157162 157179 
potentially 
variable 

PHG9_Scaffold_4819 15 p3 (TTG)5 15 57569 57583 
potentially 
variable 

PHG9_Scaffold_4821 5 p2 (AT)8 16 83317 83332 
potentially 
variable 



PHG9_Scaffold_4822 1 p3 (TAT)5 15 220 234 
potentially 
variable 

PHG9_Scaffold_4822 2 p3 (TTA)6 18 6507 6524 
potentially 
variable 

PHG9_Scaffold_4822 9 p2 (TC)6 12 19781 19792   

PHG9_Scaffold_4822 12 p2 (GT)7 14 25798 25811 
potentially 
variable 

PHG9_Scaffold_4822 16 p2 (AC)6 12 42142 42153   

PHG9_Scaffold_4822 17 p3 (TCC)5 15 60188 60202 
potentially 
variable 

PHG9_Scaffold_4822 19 p2 (AC)6 12 69558 69569   

PHG9_Scaffold_4822 20 p2 (AT)9 18 75877 75894 
potentially 
variable 

PHG9_Scaffold_4823 13 p2 (TA)6 12 25409 25420   
PHG9_Scaffold_4823 15 p2 (AT)6 12 29402 29413   
PHG9_Scaffold_4823 18 p2 (CA)6 12 31862 31873   
PHG9_Scaffold_4823 25 p2 (AT)6 12 58466 58477   

PHG9_Scaffold_4823 45 p2 (TC)7 14 113023 113036 
potentially 
variable 

PHG9_Scaffold_4823 48 p2 (AT)8 16 130013 130028 
potentially 
variable 

PHG9_Scaffold_4823 49 p3 (TTC)5 15 132305 132319 
potentially 
variable 

PHG9_Scaffold_4823 54 p2 (AG)6 12 151158 151169   

PHG9_Scaffold_4823 56 p3 (AGA)5 15 167604 167618 
potentially 
variable 

PHG9_Scaffold_4825 3 p2 (CA)9 18 4297 4314 
potentially 
variable 

PHG9_Scaffold_4825 5 p2 (GA)9 18 7139 7156 potentially 



variable 
PHG9_Scaffold_4825 9 p2 (TA)6 12 21169 21180   

PHG9_Scaffold_4825 17 p3 (ATT)6 18 38309 38326 
potentially 
variable 

PHG9_Scaffold_4826 1 p2 (CT)6 12 3170 3181   

PHG9_Scaffold_4826 2 p3 (AGC)5 15 8062 8076 
potentially 
variable 

PHG9_Scaffold_4826 4 p2 (TA)8 16 25596 25611 
potentially 
variable 

PHG9_Scaffold_4826 6 p2 (AT)8 16 34234 34249 
potentially 
variable 

PHG9_Scaffold_4826 11 p3 (TTA)5 15 43063 43077 
potentially 
variable 

PHG9_Scaffold_4826 13 p2 (AT)6 12 55276 55287   
PHG9_Scaffold_4826 14 p2 (TA)6 12 56918 56929   
PHG9_Scaffold_4826 27 p2 (AG)6 12 93334 93345   
PHG9_Scaffold_4826 28 p2 (AG)6 12 93964 93975   

PHG9_Scaffold_4827 8 p3 (AAG)5 15 28262 28276 
potentially 
variable 

PHG9_Scaffold_4827 12 p2 (AT)6 12 57400 57411   
PHG9_Scaffold_4827 22 p2 (AT)6 12 120464 120475   
PHG9_Scaffold_4827 25 p2 (TA)6 12 122613 122624   

PHG9_Scaffold_4829 8 p3 (AAG)5 15 40125 40139 
potentially 
variable 

PHG9_Scaffold_4829 19 p2 (GA)6 12 67852 67863   

PHG9_Scaffold_4829 21 p2 (AT)8 16 75000 75015 
potentially 
variable 

PHG9_Scaffold_4829 25 p3 (TTA)5 15 106913 106927 
potentially 
variable 



PHG9_Scaffold_4829 26 p2 (AT)8 16 113624 113639 
potentially 
variable 

PHG9_Scaffold_4829 35 p3 (ATG)5 15 130917 130931 
potentially 
variable 

PHG9_Scaffold_4829 38 p3 (AAT)5 15 142262 142276 
potentially 
variable 

PHG9_Scaffold_4829 43 p2 (TA)7 14 174932 174945 
potentially 
variable 

PHG9_Scaffold_4829 44 p3 (ATA)5 15 175073 175087 
potentially 
variable 

PHG9_Scaffold_4830 4 p3 (AAT)5 15 10760 10774 
potentially 
variable 

PHG9_Scaffold_4830 21 p2 (AT)8 16 112190 112205 
potentially 
variable 

PHG9_Scaffold_4831 9 p2 (AC)6 12 37368 37379   
PHG9_Scaffold_4831 33 p2 (GA)6 12 123557 123568   

PHG9_Scaffold_4831 37 p3 (ATA)5 15 131895 131909 
potentially 
variable 

PHG9_Scaffold_4831 39 p2 (TC)6 12 142900 142911   

PHG9_Scaffold_4831 41 p3 (TTA)5 15 148029 148043 
potentially 
variable 

PHG9_Scaffold_4831 48 p3 (TTC)6 18 162891 162908 
potentially 
variable 

PHG9_Scaffold_4831 54 p2 (AC)6 12 176923 176934   
PHG9_Scaffold_4831 56 p2 (AG)6 12 181347 181358   
PHG9_Scaffold_4834 2 p2 (AT)6 12 2765 2776   
PHG9_Scaffold_4834 3 p2 (AT)6 12 8011 8022   

PHG9_Scaffold_4834 16 p2 (TA)8 16 46492 46507 
potentially 
variable 



PHG9_Scaffold_4834 23 p2 (CA)6 12 68334 68345   

PHG9_Scaffold_4834 24 p2 (AT)7 14 75482 75495 
potentially 
variable 

PHG9_Scaffold_4834 25 p3 (AGC)6 18 76347 76364 
potentially 
variable 

PHG9_Scaffold_4835 1 p3 (CAC)5 15 4612 4626 
potentially 
variable 

PHG9_Scaffold_4835 2 p2 (AG)6 12 9990 10001   

PHG9_Scaffold_4835 4 p3 (GAA)5 15 13951 13965 
potentially 
variable 

PHG9_Scaffold_4835 9 p2 (AT)7 14 24753 24766 
potentially 
variable 

PHG9_Scaffold_4835 42 p2 (AT)8 16 143779 143794 
potentially 
variable 

PHG9_Scaffold_4836 2 p2 (AT)8 16 14764 14779 
potentially 
variable 

PHG9_Scaffold_4836 6 p3 (AAT)5 15 47373 47387 
potentially 
variable 

PHG9_Scaffold_4837 1 p2 (AT)6 12 3436 3447   
PHG9_Scaffold_4837 5 p2 (AT)6 12 25110 25121   

PHG9_Scaffold_4838 5 p2 (AT)9 18 14223 14240 
potentially 
variable 

PHG9_Scaffold_4838 6 p2 (TA)6 12 15782 15793   

PHG9_Scaffold_4838 13 p3 (AGA)5 15 29691 29705 
potentially 
variable 

PHG9_Scaffold_4838 14 p3 (ATT)6 18 30562 30579 
potentially 
variable 

PHG9_Scaffold_4838 18 p2 (TA)9 18 38491 38508 
potentially 
variable 

PHG9_Scaffold_4838 20 p2 (TA)8 16 40088 40103 potentially 



variable 
PHG9_Scaffold_4838 31 p2 (TA)6 12 70503 70514   
PHG9_Scaffold_4839 4 p2 (TA)6 12 11759 11770   

PHG9_Scaffold_4839 6 p3 (TTA)5 15 12713 12727 
potentially 
variable 

PHG9_Scaffold_4839 7 p3 (CAC)5 15 13869 13883 
potentially 
variable 

PHG9_Scaffold_4839 17 p2 (AT)6 12 39200 39211   

PHG9_Scaffold_4839 23 p2 (CA)7 14 53470 53483 
potentially 
variable 

PHG9_Scaffold_4839 24 p2 (AT)7 14 54426 54439 
potentially 
variable 

PHG9_Scaffold_4840 1 p6 (TGAAGA)5 30 616 645 Hypervariable 

PHG9_Scaffold_4840 16 p3 (ACC)5 15 30235 30249 
potentially 
variable 

PHG9_Scaffold_4840 28 p3 (TGG)6 18 71353 71370 
potentially 
variable 

PHG9_Scaffold_4840 30 p2 (TA)6 12 77854 77865   

PHG9_Scaffold_4840 36 p2 (AT)9 18 94751 94768 
potentially 
variable 

PHG9_Scaffold_4840 46 p2 (TA)6 12 115972 115983   

PHG9_Scaffold_4840 49 p3 (AAT)5 15 119289 119303 
potentially 
variable 

PHG9_Scaffold_4840 52 p2 (TA)6 12 132174 132185   

PHG9_Scaffold_4841 9 p3 (ATA)5 15 21141 21155 
potentially 
variable 

PHG9_Scaffold_4841 11 p2 (TA)7 14 22786 22799 
potentially 
variable 

PHG9_Scaffold_4841 13 p2 (TA)8 16 33190 33205 potentially 



variable 
PHG9_Scaffold_4841 18 p2 (TA)6 12 34902 34913   
PHG9_Scaffold_4841 23 p2 (TC)6 12 59560 59571   
PHG9_Scaffold_4842 4 p2 (AT)6 12 28265 28276   

PHG9_Scaffold_4842 6 p2 (AT)9 18 34230 34247 
potentially 
variable 

PHG9_Scaffold_4842 17 p2 (AT)8 16 66977 66992 
potentially 
variable 

PHG9_Scaffold_4843 4 p2 (AT)7 14 40606 40619 
potentially 
variable 

PHG9_Scaffold_4843 9 p2 (AT)7 14 75999 76012 
potentially 
variable 

PHG9_Scaffold_4844 2 p2 (TA)8 16 1732 1747 
potentially 
variable 

PHG9_Scaffold_4844 8 p2 (AT)6 12 11083 11094   
PHG9_Scaffold_4844 10 p2 (TG)6 12 17619 17630   

PHG9_Scaffold_4844 14 p3 (TGT)5 15 34288 34302 
potentially 
variable 

PHG9_Scaffold_4844 22 p3 (TAA)5 15 56528 56542 
potentially 
variable 

PHG9_Scaffold_4846 2 p2 (TA)6 12 7393 7404   

PHG9_Scaffold_4846 3 p2 (GA)7 14 7637 7650 
potentially 
variable 

PHG9_Scaffold_4846 7 p2 (AG)6 12 13572 13583   

PHG9_Scaffold_4846 8 p3 (ATT)5 15 14647 14661 
potentially 
variable 

PHG9_Scaffold_4846 13 p2 (CA)9 18 21079 21096 
potentially 
variable 

PHG9_Scaffold_4846 15 p2 (TA)7 14 24309 24322 potentially 



variable 
PHG9_Scaffold_4846 16 p2 (TA)6 12 31804 31815   

PHG9_Scaffold_4846 17 p3 (TTA)5 15 39084 39098 
potentially 
variable 

PHG9_Scaffold_4846 20 p2 (AT)8 16 64490 64505 
potentially 
variable 

PHG9_Scaffold_4846 24 p2 (GA)7 14 81915 81928 
potentially 
variable 

PHG9_Scaffold_4846 26 p2 (TA)8 16 95607 95622 
potentially 
variable 

PHG9_Scaffold_4849 1 p2 (CT)6 12 3385 3396   
PHG9_Scaffold_4849 14 p2 (CT)6 12 45296 45307   

PHG9_Scaffold_4849 15 p3 (ATA)5 15 46706 46720 
potentially 
variable 

PHG9_Scaffold_4849 16 p2 (TA)9 18 47151 47168 
potentially 
variable 

PHG9_Scaffold_4849 23 p2 (CA)9 18 66129 66146 
potentially 
variable 

PHG9_Scaffold_4849 24 p3 (TAA)5 15 72766 72780 
potentially 
variable 

PHG9_Scaffold_4849 29 p2 (CA)6 12 83321 83332   
PHG9_Scaffold_4849 42 p2 (GA)6 12 134052 134063   
PHG9_Scaffold_4851 7 p2 (TA)6 12 25721 25732   

PHG9_Scaffold_4851 17 p2 (AG)7 14 61349 61362 
potentially 
variable 

PHG9_Scaffold_4852 6 p3 (TAT)5 15 12029 12043 
potentially 
variable 

PHG9_Scaffold_4852 27 p2 (AT)8 16 78110 78125 
potentially 
variable 



PHG9_Scaffold_4853 12 p2 (AT)6 12 48069 48080   
PHG9_Scaffold_4853 22 p2 (CT)6 12 82718 82729   
PHG9_Scaffold_4854 1 p2 (AT)6 12 1264 1275   

PHG9_Scaffold_4855 1 p3 (TAA)5 15 568 582 
potentially 
variable 

PHG9_Scaffold_4855 2 p2 (TA)7 14 4031 4044 
potentially 
variable 

PHG9_Scaffold_4855 24 p2 (AT)6 12 48333 48344   
PHG9_Scaffold_4855 27 p2 (TA)6 12 64778 64789   

PHG9_Scaffold_4855 30 p2 (AT)7 14 71597 71610 
potentially 
variable 

PHG9_Scaffold_4857 6 p2 (TA)6 12 15026 15037   

PHG9_Scaffold_4857 7 p2 (AT)7 14 17517 17530 
potentially 
variable 

PHG9_Scaffold_4857 10 p3 (GTA)6 18 25935 25952 
potentially 
variable 

PHG9_Scaffold_4857 11 p2 (CT)9 18 27827 27844 
potentially 
variable 

PHG9_Scaffold_4858 12 p2 (AT)7 14 85785 85798 
potentially 
variable 

PHG9_Scaffold_4861 2 p2 (TC)7 14 11167 11180 
potentially 
variable 

PHG9_Scaffold_4861 6 p2 (TC)6 12 32142 32153   
PHG9_Scaffold_4861 11 p2 (TA)6 12 49166 49177   

PHG9_Scaffold_4861 19 p3 (GAA)5 15 88482 88496 
potentially 
variable 

PHG9_Scaffold_4862 4 p2 (TA)6 12 12559 12570   

PHG9_Scaffold_4862 14 p3 (TAC)6 18 41098 41115 
potentially 
variable 



PHG9_Scaffold_4862 17 p2 (GA)6 12 46225 46236   

PHG9_Scaffold_4862 18 p3 (AAT)6 18 48059 48076 
potentially 
variable 

PHG9_Scaffold_4862 26 p3 (TAA)5 15 66872 66886 
potentially 
variable 

PHG9_Scaffold_4863 3 p2 (TA)6 12 3483 3494   

PHG9_Scaffold_4863 7 p3 (TGA)6 18 23326 23343 
potentially 
variable 

PHG9_Scaffold_4864 6 p3 (TAT)5 15 16993 17007 
potentially 
variable 

PHG9_Scaffold_4865 2 p3 (TGC)5 15 2786 2800 
potentially 
variable 

PHG9_Scaffold_4865 3 p2 (CT)8 16 3284 3299 
potentially 
variable 

PHG9_Scaffold_4865 14 p2 (TA)6 12 17097 17108   
PHG9_Scaffold_4865 20 p2 (CT)6 12 46945 46956   

PHG9_Scaffold_4866 13 p3 (TTG)5 15 31118 31132 
potentially 
variable 

PHG9_Scaffold_4866 16 p3 (TAT)6 18 44963 44980 
potentially 
variable 

PHG9_Scaffold_4866 20 p2 (TA)6 12 56131 56142   

PHG9_Scaffold_4866 28 p3 (CTG)5 15 64936 64950 
potentially 
variable 

PHG9_Scaffold_4866 29 p2 (TC)8 16 65674 65689 
potentially 
variable 

PHG9_Scaffold_4866 31 p2 (AG)6 12 66472 66483   
PHG9_Scaffold_4866 36 p2 (AT)6 12 78853 78864   

PHG9_Scaffold_4866 40 p3 (CTT)5 15 84116 84130 
potentially 
variable 



PHG9_Scaffold_4866 43 p2 (AT)7 14 86287 86300 
potentially 
variable 

PHG9_Scaffold_4866 44 p2 (AT)7 14 89207 89220 
potentially 
variable 

PHG9_Scaffold_4866 49 p2 (GA)8 16 97211 97226 
potentially 
variable 

PHG9_Scaffold_4868 2 p2 (AT)6 12 3552 3563   

PHG9_Scaffold_4870 2 p2 (AT)8 16 6950 6965 
potentially 
variable 

PHG9_Scaffold_4870 5 p2 (TA)8 16 12321 12336 
potentially 
variable 

PHG9_Scaffold_4870 9 p2 (AG)6 12 27560 27571   
PHG9_Scaffold_4870 12 p2 (TA)6 12 32139 32150   

PHG9_Scaffold_4870 14 p3 (TGA)5 15 36617 36631 
potentially 
variable 

PHG9_Scaffold_4870 17 p3 (AGA)5 15 51835 51849 
potentially 
variable 

PHG9_Scaffold_4870 28 p2 (TA)7 14 70417 70430 
potentially 
variable 

PHG9_Scaffold_4871 1 p2 (TC)7 14 2164 2177 
potentially 
variable 

PHG9_Scaffold_4871 4 p3 (TAA)5 15 11500 11514 
potentially 
variable 

PHG9_Scaffold_4871 7 p3 (AAG)5 15 14621 14635 
potentially 
variable 

PHG9_Scaffold_4871 13 p2 (CT)6 12 34661 34672   

PHG9_Scaffold_4871 19 p2 (AT)7 14 51802 51815 
potentially 
variable 

PHG9_Scaffold_4871 28 p2 (AT)9 18 83964 83981 
potentially 
variable 



PHG9_Scaffold_4871 29 p2 (TA)9 18 84125 84142 
potentially 
variable 

PHG9_Scaffold_4871 30 p2 (AT)7 14 89980 89993 
potentially 
variable 

PHG9_Scaffold_4871 39 p3 (AGA)5 15 105376 105390 
potentially 
variable 

PHG9_Scaffold_4871 41 p2 (TC)6 12 106749 106760   
PHG9_Scaffold_4871 42 p2 (TC)6 12 109058 109069   

PHG9_Scaffold_4871 43 p2 (TA)9 18 109623 109640 
potentially 
variable 

PHG9_Scaffold_4871 47 p2 (GT)6 12 119471 119482   
PHG9_Scaffold_4871 48 p2 (TC)6 12 119607 119618   

PHG9_Scaffold_4871 51 p2 (AT)7 14 131465 131478 
potentially 
variable 

PHG9_Scaffold_4871 56 p2 (TA)7 14 151392 151405 
potentially 
variable 

PHG9_Scaffold_4871 61 p3 (TTA)6 18 171248 171265 
potentially 
variable 

PHG9_Scaffold_4871 66 p3 (TTA)5 15 175426 175440 
potentially 
variable 

PHG9_Scaffold_4871 76 p2 (TA)6 12 201173 201184   
PHG9_Scaffold_4873 8 p2 (TA)6 12 33225 33236   

PHG9_Scaffold_4873 12 p2 (AT)8 16 64824 64839 
potentially 
variable 

PHG9_Scaffold_4876 4 p2 (AT)7 14 9308 9321 
potentially 
variable 

PHG9_Scaffold_4876 13 p2 (AT)6 12 42244 42255   

PHG9_Scaffold_4876 14 p2 (AT)8 16 42921 42936 
potentially 
variable 



PHG9_Scaffold_4876 20 p2 (TC)6 12 52521 52532   
PHG9_Scaffold_4876 24 p2 (GT)6 12 62632 62643   

PHG9_Scaffold_4876 25 p3 (TTA)6 18 66207 66224 
potentially 
variable 

PHG9_Scaffold_4876 30 p2 (TA)7 14 72999 73012 
potentially 
variable 

PHG9_Scaffold_4877 6 p3 (AAT)5 15 23567 23581 
potentially 
variable 

PHG9_Scaffold_4877 13 p2 (GA)9 18 52395 52412 
potentially 
variable 

PHG9_Scaffold_4877 21 p2 (TA)8 16 74894 74909 
potentially 
variable 

PHG9_Scaffold_4877 34 p2 (TA)8 16 124961 124976 
potentially 
variable 

PHG9_Scaffold_4877 35 p2 (TA)8 16 129375 129390 
potentially 
variable 

PHG9_Scaffold_4877 43 p3 (AAT)5 15 147844 147858 
potentially 
variable 

PHG9_Scaffold_4878 2 p2 (AT)8 16 516 531 
potentially 
variable 

PHG9_Scaffold_4878 3 p2 (TA)6 12 3787 3798   

PHG9_Scaffold_4878 5 p2 (TA)9 18 8577 8594 
potentially 
variable 

PHG9_Scaffold_4878 8 p2 (TG)8 16 19951 19966 
potentially 
variable 

PHG9_Scaffold_4878 9 p2 (TA)7 14 21353 21366 
potentially 
variable 

PHG9_Scaffold_4878 12 p2 (AT)6 12 26420 26431   

PHG9_Scaffold_4878 20 p2 (TA)8 16 37316 37331 
potentially 
variable 



PHG9_Scaffold_4878 27 p3 (AAT)6 18 50007 50024 
potentially 
variable 

PHG9_Scaffold_4878 38 p3 (ATT)5 15 70851 70865 
potentially 
variable 

PHG9_Scaffold_4878 46 p2 (AT)6 12 90119 90130   

PHG9_Scaffold_4878 48 p3 (ATG)5 15 91820 91834 
potentially 
variable 

PHG9_Scaffold_4879 5 p2 (AT)6 12 15140 15151   
PHG9_Scaffold_4879 7 p2 (AC)6 12 19025 19036   

PHG9_Scaffold_4879 13 p3 (ATA)5 15 34588 34602 
potentially 
variable 

PHG9_Scaffold_4879 16 p3 (ATA)6 18 43777 43794 
potentially 
variable 

PHG9_Scaffold_4879 25 p2 (TA)8 16 72916 72931 
potentially 
variable 

PHG9_Scaffold_4879 31 p2 (TA)6 12 89098 89109   

PHG9_Scaffold_4879 34 p3 (GCT)5 15 93256 93270 
potentially 
variable 

PHG9_Scaffold_4880 17 p2 (CT)6 12 47358 47369   

PHG9_Scaffold_4880 22 p2 (TA)9 18 52748 52765 
potentially 
variable 

PHG9_Scaffold_4880 28 p2 (AT)6 12 62325 62336   

PHG9_Scaffold_4880 29 p3 (ATA)5 15 64288 64302 
potentially 
variable 

PHG9_Scaffold_4882 4 p2 (GA)6 12 3128 3139   

PHG9_Scaffold_4882 8 p3 (AGA)6 18 41858 41875 
potentially 
variable 

PHG9_Scaffold_4882 16 p2 (TC)6 12 68813 68824   
PHG9_Scaffold_4882 20 p2 (TA)7 14 87790 87803 potentially 



variable 

PHG9_Scaffold_4882 22 p3 (ATT)5 15 97324 97338 
potentially 
variable 

PHG9_Scaffold_4882 24 p2 (TA)6 12 106120 106131   
PHG9_Scaffold_4883 3 p2 (AC)6 12 18462 18473   

PHG9_Scaffold_4883 13 p2 (TA)8 16 33489 33504 
potentially 
variable 

PHG9_Scaffold_4883 18 p2 (CT)7 14 48563 48576 
potentially 
variable 

PHG9_Scaffold_4883 22 p2 (TC)7 14 68503 68516 
potentially 
variable 

PHG9_Scaffold_4884 3 p2 (TA)6 12 19190 19201   

PHG9_Scaffold_4885 12 p2 (TA)7 14 74379 74392 
potentially 
variable 

PHG9_Scaffold_4885 17 p2 (AT)9 18 87315 87332 
potentially 
variable 

PHG9_Scaffold_4887 3 p2 (AT)6 12 17628 17639   

PHG9_Scaffold_4888 3 p2 (AG)7 14 5914 5927 
potentially 
variable 

PHG9_Scaffold_4888 6 p3 (TAT)5 15 9400 9414 
potentially 
variable 

PHG9_Scaffold_4888 12 p2 (TA)9 18 40205 40222 
potentially 
variable 

PHG9_Scaffold_4893 8 p2 (TA)6 12 28579 28590   

PHG9_Scaffold_4893 12 p2 (TA)8 16 38677 38692 
potentially 
variable 

PHG9_Scaffold_4893 13 p3 (GAA)5 15 46209 46223 
potentially 
variable 

PHG9_Scaffold_4893 16 p2 (AT)9 18 53953 53970 
potentially 
variable 



PHG9_Scaffold_4895 2 p2 (AT)6 12 25758 25769   

PHG9_Scaffold_4896 3 p3 (ATT)5 15 4697 4711 
potentially 
variable 

PHG9_Scaffold_4896 18 p3 (ATA)6 18 47132 47149 
potentially 
variable 

PHG9_Scaffold_4896 20 p3 (TAT)5 15 50553 50567 
potentially 
variable 

PHG9_Scaffold_4896 23 p2 (AC)7 14 59736 59749 
potentially 
variable 

PHG9_Scaffold_4896 39 p2 (TC)9 18 101500 101517 
potentially 
variable 

PHG9_Scaffold_4896 41 p3 (TCT)5 15 109607 109621 
potentially 
variable 

PHG9_Scaffold_4896 44 p3 (AAT)5 15 115156 115170 
potentially 
variable 

PHG9_Scaffold_4896 45 p2 (TA)8 16 121674 121689 
potentially 
variable 

PHG9_Scaffold_4896 51 p2 (TA)8 16 134975 134990 
potentially 
variable 

PHG9_Scaffold_4896 52 p2 (TA)6 12 135774 135785   
PHG9_Scaffold_4896 56 p2 (AT)6 12 142654 142665   
PHG9_Scaffold_4896 57 p2 (TA)6 12 143670 143681   

PHG9_Scaffold_4896 61 p2 (TA)8 16 153063 153078 
potentially 
variable 

PHG9_Scaffold_4896 63 p2 (TA)7 14 157611 157624 
potentially 
variable 

PHG9_Scaffold_4897 2 p2 (TA)7 14 30846 30859 
potentially 
variable 

PHG9_Scaffold_4897 3 p2 (TA)7 14 31590 31603 
potentially 
variable 



PHG9_Scaffold_4897 7 p2 (AT)8 16 43671 43686 
potentially 
variable 

PHG9_Scaffold_4898 3 p3 (GAA)5 15 4304 4318 
potentially 
variable 

PHG9_Scaffold_4898 12 p2 (TA)9 18 34374 34391 
potentially 
variable 

PHG9_Scaffold_4898 13 p2 (AT)7 14 36884 36897 
potentially 
variable 

PHG9_Scaffold_4898 15 p6 (GATGAA)5 30 40020 40049 Hypervariable 

PHG9_Scaffold_4898 17 p3 (AAG)5 15 46600 46614 
potentially 
variable 

PHG9_Scaffold_4898 19 p3 (TCT)5 15 59232 59246 
potentially 
variable 

PHG9_Scaffold_4899 3 p2 (AG)7 14 9966 9979 
potentially 
variable 

PHG9_Scaffold_4899 10 p3 (GAT)6 18 41422 41439 
potentially 
variable 

PHG9_Scaffold_4899 15 p3 (TAT)6 18 59938 59955 
potentially 
variable 

PHG9_Scaffold_4900 1 p3 (TTA)5 15 758 772 
potentially 
variable 

PHG9_Scaffold_4900 2 p3 (TCT)5 15 3591 3605 
potentially 
variable 

PHG9_Scaffold_4902 3 p2 (TA)8 16 68198 68213 
potentially 
variable 

PHG9_Scaffold_4903 18 p2 (AG)7 14 63098 63111 
potentially 
variable 

PHG9_Scaffold_4903 20 p2 (TA)9 18 65399 65416 
potentially 
variable 

PHG9_Scaffold_4903 21 p3 (CTT)5 15 66656 66670 potentially 



variable 

PHG9_Scaffold_4904 2 p3 (TAA)5 15 76276 76290 
potentially 
variable 

PHG9_Scaffold_4908 3 p2 (TA)6 12 7557 7568   

PHG9_Scaffold_4908 11 p3 (TTC)6 18 41047 41064 
potentially 
variable 

PHG9_Scaffold_4911 1 p2 (AT)8 16 24 39 
potentially 
variable 

PHG9_Scaffold_4913 19 p3 (CCA)5 15 69958 69972 
potentially 
variable 

PHG9_Scaffold_4913 27 p3 (CTT)5 15 102965 102979 
potentially 
variable 

PHG9_Scaffold_4913 32 p2 (TA)6 12 144960 144971   

PHG9_Scaffold_4913 35 p2 (AT)9 18 155903 155920 
potentially 
variable 

PHG9_Scaffold_4913 36 p2 (TA)7 14 158749 158762 
potentially 
variable 

PHG9_Scaffold_4913 46 p2 (CA)9 18 199911 199928 
potentially 
variable 

PHG9_Scaffold_4913 53 p2 (GT)7 14 238921 238934 
potentially 
variable 

PHG9_Scaffold_4913 55 p2 (AT)6 12 247674 247685   
PHG9_Scaffold_4913 57 p2 (TA)6 12 249328 249339   

PHG9_Scaffold_4913 59 p2 (TA)7 14 257583 257596 
potentially 
variable 

PHG9_Scaffold_4914 3 p2 (CT)8 16 8592 8607 
potentially 
variable 

PHG9_Scaffold_4914 12 p2 (TA)6 12 29773 29784   
PHG9_Scaffold_4914 21 p2 (AT)6 12 55557 55568   



PHG9_Scaffold_4914 24 p2 (AT)8 16 73525 73540 
potentially 
variable 

PHG9_Scaffold_4915 5 p3 (ATC)5 15 19659 19673 
potentially 
variable 

PHG9_Scaffold_4915 8 p3 (TGT)5 15 28355 28369 
potentially 
variable 

PHG9_Scaffold_4915 10 p2 (TA)6 12 31406 31417   

PHG9_Scaffold_4915 18 p2 (TA)9 18 62012 62029 
potentially 
variable 

PHG9_Scaffold_4915 21 p3 (GTT)5 15 71680 71694 
potentially 
variable 

PHG9_Scaffold_4915 22 p3 (AAG)5 15 72135 72149 
potentially 
variable 

PHG9_Scaffold_4918 1 p2 (CT)6 12 130 141   

PHG9_Scaffold_4918 12 p2 (AT)9 18 25444 25461 
potentially 
variable 

PHG9_Scaffold_4918 23 p2 (AG)7 14 56275 56288 
potentially 
variable 

PHG9_Scaffold_4919 2 p3 (AGA)6 18 1651 1668 
potentially 
variable 

PHG9_Scaffold_4919 3 p2 (TC)9 18 2567 2584 
potentially 
variable 

PHG9_Scaffold_4919 6 p2 (TA)7 14 16779 16792 
potentially 
variable 

PHG9_Scaffold_4921 4 p3 (CTG)5 15 2767 2781 
potentially 
variable 

PHG9_Scaffold_4921 8 p2 (GA)8 16 11492 11507 
potentially 
variable 

PHG9_Scaffold_4921 11 p2 (TA)8 16 15986 16001 
potentially 
variable 



PHG9_Scaffold_4921 12 p2 (AT)9 18 19164 19181 
potentially 
variable 

PHG9_Scaffold_4921 24 p2 (AG)8 16 57493 57508 
potentially 
variable 

PHG9_Scaffold_4921 26 p3 (AGA)5 15 65082 65096 
potentially 
variable 

PHG9_Scaffold_4923 4 p3 (CCT)5 15 11287 11301 
potentially 
variable 

PHG9_Scaffold_4923 7 p2 (TA)6 12 15299 15310   

PHG9_Scaffold_4923 8 p2 (CT)8 16 16871 16886 
potentially 
variable 

PHG9_Scaffold_4923 10 p2 (CT)6 12 26340 26351   
PHG9_Scaffold_4923 14 p2 (TG)6 12 34509 34520   

PHG9_Scaffold_4924 2 p2 (TA)8 16 23469 23484 
potentially 
variable 

PHG9_Scaffold_4924 5 p3 (TCG)6 18 44261 44278 
potentially 
variable 

PHG9_Scaffold_4925 8 p2 (AT)6 12 50183 50194   
PHG9_Scaffold_4926 3 p2 (TA)6 12 16463 16474   
PHG9_Scaffold_4926 6 p2 (TA)6 12 21168 21179   
PHG9_Scaffold_4926 7 p2 (TA)6 12 24614 24625   
PHG9_Scaffold_4927 6 p2 (TA)6 12 34869 34880   
PHG9_Scaffold_4930 1 p2 (TA)6 12 1456 1467   

PHG9_Scaffold_4930 4 p3 (TCT)5 15 13189 13203 
potentially 
variable 

PHG9_Scaffold_4930 11 p2 (AT)6 12 33284 33295   
PHG9_Scaffold_4930 15 p2 (AT)6 12 35994 36005   

PHG9_Scaffold_4930 17 p3 (TAA)5 15 40819 40833 
potentially 
variable 



PHG9_Scaffold_4930 18 p3 (TAT)5 15 45067 45081 
potentially 
variable 

PHG9_Scaffold_4930 20 p2 (TA)7 14 57053 57066 
potentially 
variable 

PHG9_Scaffold_4933 2 p2 (TC)7 14 2346 2359 
potentially 
variable 

PHG9_Scaffold_4933 8 p2 (TA)8 16 32376 32391 
potentially 
variable 

PHG9_Scaffold_4933 11 p3 (AAT)6 18 37865 37882 
potentially 
variable 

PHG9_Scaffold_4933 13 p2 (TA)9 18 46234 46251 
potentially 
variable 

PHG9_Scaffold_4933 15 p3 (TTA)5 15 51924 51938 
potentially 
variable 

PHG9_Scaffold_4933 21 p2 (AT)6 12 76540 76551   
PHG9_Scaffold_4934 4 p2 (AG)6 12 10404 10415   

PHG9_Scaffold_4934 5 p2 (AC)7 14 11208 11221 
potentially 
variable 

PHG9_Scaffold_4934 7 p2 (TA)6 12 11980 11991   

PHG9_Scaffold_4936 2 p2 (TA)8 16 1498 1513 
potentially 
variable 

PHG9_Scaffold_4936 4 p3 (TAA)5 15 7080 7094 
potentially 
variable 

PHG9_Scaffold_4936 7 p2 (AT)8 16 33292 33307 
potentially 
variable 

PHG9_Scaffold_4936 9 p2 (TA)7 14 35000 35013 
potentially 
variable 

PHG9_Scaffold_4936 16 p2 (AT)8 16 65013 65028 
potentially 
variable 

PHG9_Scaffold_4936 17 p2 (TA)6 12 72457 72468   



PHG9_Scaffold_4937 1 p2 (TA)9 18 16013 16030 
potentially 
variable 

PHG9_Scaffold_4938 1 p2 (TA)6 12 4420 4431   

PHG9_Scaffold_4938 2 p2 (AT)8 16 6756 6771 
potentially 
variable 

PHG9_Scaffold_4938 6 p2 (AT)6 12 16482 16493   
PHG9_Scaffold_4938 7 p2 (GA)6 12 17079 17090   

PHG9_Scaffold_4938 16 p3 (TCA)5 15 29901 29915 
potentially 
variable 

PHG9_Scaffold_4938 17 p2 (TC)7 14 30318 30331 
potentially 
variable 

PHG9_Scaffold_4938 19 p2 (TA)6 12 39993 40004   

PHG9_Scaffold_4938 20 p3 (ATA)5 15 41788 41802 
potentially 
variable 

PHG9_Scaffold_4938 25 p2 (AT)6 12 53533 53544   
PHG9_Scaffold_4938 28 p2 (AT)6 12 61038 61049   
PHG9_Scaffold_4938 30 p2 (GT)6 12 63259 63270   
PHG9_Scaffold_4938 34 p2 (AG)6 12 68846 68857   
PHG9_Scaffold_4941 5 p2 (TA)6 12 64839 64850   

PHG9_Scaffold_4941 13 p2 (AT)8 16 111904 111919 
potentially 
variable 

PHG9_Scaffold_4943 1 p2 (TA)6 12 1894 1905   

PHG9_Scaffold_4943 3 p3 (TAA)5 15 2711 2725 
potentially 
variable 

PHG9_Scaffold_4943 10 p2 (TA)9 18 10751 10768 
potentially 
variable 

PHG9_Scaffold_4943 13 p2 (AT)6 12 30912 30923   

PHG9_Scaffold_4944 1 p2 (TC)9 18 2105 2122 
potentially 
variable 



PHG9_Scaffold_4944 8 p2 (AT)6 12 28014 28025   

PHG9_Scaffold_4944 11 p2 (AT)7 14 57468 57481 
potentially 
variable 

PHG9_Scaffold_4945 2 p2 (TA)6 12 3649 3660   
PHG9_Scaffold_4946 2 p2 (AT)6 12 6717 6728   
PHG9_Scaffold_4946 5 p2 (TA)6 12 14871 14882   
PHG9_Scaffold_4946 9 p2 (TA)6 12 31031 31042   
PHG9_Scaffold_4947 3 p2 (TA)6 12 10707 10718   
PHG9_Scaffold_4947 14 p2 (AT)6 12 47180 47191   

PHG9_Scaffold_4947 19 p2 (AT)9 18 79541 79558 
potentially 
variable 

PHG9_Scaffold_4947 22 p2 (TA)6 12 80596 80607   

PHG9_Scaffold_4947 24 p2 (AT)9 18 84363 84380 
potentially 
variable 

PHG9_Scaffold_4948 2 p2 (TA)9 18 7666 7683 
potentially 
variable 

PHG9_Scaffold_4948 16 p2 (TA)6 12 28586 28597   

PHG9_Scaffold_4948 22 p2 (TA)7 14 42160 42173 
potentially 
variable 

PHG9_Scaffold_4948 38 p2 (AT)6 12 78305 78316   

PHG9_Scaffold_4948 46 p2 (TC)7 14 96288 96301 
potentially 
variable 

PHG9_Scaffold_4948 47 p2 (CT)9 18 97075 97092 
potentially 
variable 

PHG9_Scaffold_4949 3 p2 (CT)7 14 18920 18933 
potentially 
variable 

PHG9_Scaffold_4949 4 p3 (TAT)5 15 19242 19256 
potentially 
variable 

PHG9_Scaffold_4949 14 p3 (GCC)5 15 24604 24618 potentially 



variable 

PHG9_Scaffold_4949 18 p3 (GGA)5 15 50897 50911 
potentially 
variable 

PHG9_Scaffold_4949 22 p3 (CAA)5 15 71093 71107 
potentially 
variable 

PHG9_Scaffold_4950 9 p2 (GT)7 14 51133 51146 
potentially 
variable 

PHG9_Scaffold_4951 1 p2 (AT)7 14 649 662 
potentially 
variable 

PHG9_Scaffold_4951 10 p3 (ATA)5 15 13226 13240 
potentially 
variable 

PHG9_Scaffold_4953 4 p3 (ACA)5 15 7740 7754 
potentially 
variable 

PHG9_Scaffold_4953 8 p2 (GT)9 18 34424 34441 
potentially 
variable 

PHG9_Scaffold_4953 9 p2 (TA)7 14 35828 35841 
potentially 
variable 

PHG9_Scaffold_4953 22 p3 (TTC)5 15 89598 89612 
potentially 
variable 

PHG9_Scaffold_4953 23 p2 (TA)9 18 92428 92445 
potentially 
variable 

PHG9_Scaffold_4953 28 p3 (AAT)5 15 105275 105289 
potentially 
variable 

PHG9_Scaffold_4953 29 p3 (AAT)5 15 105950 105964 
potentially 
variable 

PHG9_Scaffold_4954 2 p2 (TA)8 16 2246 2261 
potentially 
variable 

PHG9_Scaffold_4954 3 p2 (AT)7 14 22532 22545 
potentially 
variable 

PHG9_Scaffold_4958 1 p3 (CTT)5 15 8358 8372 potentially 



variable 

PHG9_Scaffold_4960 1 p2 (TA)7 14 8972 8985 
potentially 
variable 

PHG9_Scaffold_4960 17 p2 (AT)7 14 65401 65414 
potentially 
variable 

PHG9_Scaffold_4961 9 p2 (AT)9 18 29154 29171 
potentially 
variable 

PHG9_Scaffold_4961 14 p2 (GT)6 12 39809 39820   
PHG9_Scaffold_4961 18 p2 (GT)6 12 70220 70231   
PHG9_Scaffold_4961 19 p2 (TA)6 12 70395 70406   
PHG9_Scaffold_4962 11 p2 (TA)6 12 51727 51738   

PHG9_Scaffold_4963 6 p3 (ATT)5 15 42047 42061 
potentially 
variable 

PHG9_Scaffold_4964 5 p2 (AT)7 14 31910 31923 
potentially 
variable 

PHG9_Scaffold_4965 16 p2 (AT)6 12 46725 46736   

PHG9_Scaffold_4966 3 p3 (GGT)5 15 10360 10374 
potentially 
variable 

PHG9_Scaffold_4966 7 p2 (TA)6 12 47045 47056   

PHG9_Scaffold_4967 6 p3 (TCG)5 15 17802 17816 
potentially 
variable 

PHG9_Scaffold_4967 10 p3 (TAT)6 18 30908 30925 
potentially 
variable 

PHG9_Scaffold_4967 12 p3 (TAA)5 15 39536 39550 
potentially 
variable 

PHG9_Scaffold_4967 14 p2 (AT)6 12 50658 50669   
PHG9_Scaffold_4967 16 p2 (TA)6 12 52426 52437   

PHG9_Scaffold_4967 21 p2 (GA)7 14 74182 74195 
potentially 
variable 



PHG9_Scaffold_4968 3 p3 (TTA)5 15 11630 11644 
potentially 
variable 

PHG9_Scaffold_4968 8 p3 (GAA)6 18 27591 27608 
potentially 
variable 

PHG9_Scaffold_4968 11 p2 (AT)9 18 37612 37629 
potentially 
variable 

PHG9_Scaffold_4968 16 p2 (TA)9 18 47227 47244 
potentially 
variable 

PHG9_Scaffold_4969 1 p3 (ACC)5 15 182 196 
potentially 
variable 

PHG9_Scaffold_4969 11 p2 (TC)10 20 30486 30505 Hypervariable 

PHG9_Scaffold_4969 15 p3 (GCA)5 15 51830 51844 
potentially 
variable 

PHG9_Scaffold_4969 17 p2 (TA)7 14 55969 55982 
potentially 
variable 

PHG9_Scaffold_4972 1 p2 (GA)8 16 6629 6644 
potentially 
variable 

PHG9_Scaffold_4972 3 p2 (TA)9 18 9123 9140 
potentially 
variable 

PHG9_Scaffold_4972 5 p2 (TA)6 12 14494 14505   

PHG9_Scaffold_4972 6 p3 (GCG)6 18 17218 17235 
potentially 
variable 

PHG9_Scaffold_4972 11 p2 (TA)7 14 37774 37787 
potentially 
variable 

PHG9_Scaffold_4972 18 p3 (ATT)5 15 50644 50658 
potentially 
variable 

PHG9_Scaffold_4973 4 p2 (AC)6 12 14154 14165   

PHG9_Scaffold_4973 8 p2 (AT)9 18 34835 34852 
potentially 
variable 

PHG9_Scaffold_4973 12 p3 (TAA)5 15 48196 48210 potentially 



variable 

PHG9_Scaffold_4973 14 p3 (AGA)6 18 55924 55941 
potentially 
variable 

PHG9_Scaffold_4973 15 p2 (AT)6 12 58921 58932   

PHG9_Scaffold_4973 18 p3 (AAC)6 18 70427 70444 
potentially 
variable 

PHG9_Scaffold_4973 19 p3 (CAC)5 15 71857 71871 
potentially 
variable 

PHG9_Scaffold_4973 20 p2 (GT)7 14 72437 72450 
potentially 
variable 

PHG9_Scaffold_4973 21 p3 (ACA)5 15 75146 75160 
potentially 
variable 

PHG9_Scaffold_4974 1 p3 (CAC)5 15 565 579 
potentially 
variable 

PHG9_Scaffold_4974 9 p2 (TG)6 12 21091 21102   
PHG9_Scaffold_4974 16 p2 (TC)6 12 55678 55689   

PHG9_Scaffold_4974 21 p3 (GAT)5 15 66551 66565 
potentially 
variable 

PHG9_Scaffold_4974 29 p2 (TA)7 14 77034 77047 
potentially 
variable 

PHG9_Scaffold_4976 1 p3 (TCT)5 15 854 868 
potentially 
variable 

PHG9_Scaffold_4976 7 p3 (GGT)6 18 14163 14180 
potentially 
variable 

PHG9_Scaffold_4976 14 p3 (TCT)5 15 28709 28723 
potentially 
variable 

PHG9_Scaffold_4976 16 p3 (AAG)5 15 32992 33006 
potentially 
variable 

PHG9_Scaffold_4976 17 p2 (AT)8 16 34653 34668 
potentially 
variable 



PHG9_Scaffold_4976 28 p2 (GT)6 12 58652 58663   
PHG9_Scaffold_4977 5 p2 (AT)6 12 8325 8336   

PHG9_Scaffold_4977 10 p2 (AT)7 14 22308 22321 
potentially 
variable 

PHG9_Scaffold_4977 13 p2 (TC)7 14 24787 24800 
potentially 
variable 

PHG9_Scaffold_4977 15 p3 (TAT)5 15 29015 29029 
potentially 
variable 

PHG9_Scaffold_4977 19 p2 (AT)6 12 45887 45898   

PHG9_Scaffold_4977 24 p3 (GTT)5 15 58434 58448 
potentially 
variable 

PHG9_Scaffold_4977 26 p2 (AG)9 18 59717 59734 
potentially 
variable 

PHG9_Scaffold_4979 2 p3 (TAT)5 15 4180 4194 
potentially 
variable 

PHG9_Scaffold_4979 9 p2 (TA)7 14 25996 26009 
potentially 
variable 

PHG9_Scaffold_4981 2 p3 (TAA)6 18 1509 1526 
potentially 
variable 

PHG9_Scaffold_4981 6 p2 (AT)6 12 27355 27366   
PHG9_Scaffold_4981 15 p2 (TA)6 12 48511 48522   

PHG9_Scaffold_4982 1 p3 (TGC)5 15 3266 3280 
potentially 
variable 

PHG9_Scaffold_4982 15 p2 (TA)6 12 55693 55704   

PHG9_Scaffold_4982 36 p3 (AAT)5 15 133879 133893 
potentially 
variable 

PHG9_Scaffold_4982 38 p2 (AT)7 14 135696 135709 
potentially 
variable 

PHG9_Scaffold_4983 6 p2 (TA)6 12 5786 5797   



PHG9_Scaffold_4983 7 p2 (AT)7 14 22540 22553 
potentially 
variable 

PHG9_Scaffold_4983 8 p2 (TA)8 16 26484 26499 
potentially 
variable 

PHG9_Scaffold_4987 5 p2 (TA)6 12 16802 16813   

PHG9_Scaffold_4987 6 p2 (TA)8 16 19192 19207 
potentially 
variable 

PHG9_Scaffold_4987 8 p2 (AT)6 12 24686 24697   
PHG9_Scaffold_4987 11 p2 (AT)6 12 30556 30567   

PHG9_Scaffold_4987 15 p3 (TTA)5 15 41497 41511 
potentially 
variable 

PHG9_Scaffold_4988 1 p2 (TA)6 12 1437 1448   

PHG9_Scaffold_4988 2 p3 (TAT)6 18 1825 1842 
potentially 
variable 

PHG9_Scaffold_4988 4 p2 (GT)8 16 14212 14227 
potentially 
variable 

PHG9_Scaffold_4988 6 p2 (CT)6 12 27260 27271   

PHG9_Scaffold_4988 7 p3 (TAT)5 15 29436 29450 
potentially 
variable 

PHG9_Scaffold_4988 11 p2 (TC)9 18 47210 47227 
potentially 
variable 

PHG9_Scaffold_4988 13 p3 (AAC)5 15 58269 58283 
potentially 
variable 

PHG9_Scaffold_4990 2 p2 (AT)9 18 7033 7050 
potentially 
variable 

PHG9_Scaffold_4990 4 p2 (TA)7 14 12013 12026 
potentially 
variable 

PHG9_Scaffold_4990 5 p2 (AT)8 16 12189 12204 
potentially 
variable 

PHG9_Scaffold_4992 1 p2 (AT)6 12 836 847   



PHG9_Scaffold_4992 2 p2 (AT)7 14 7123 7136 
potentially 
variable 

PHG9_Scaffold_4992 10 p2 (TA)8 16 34902 34917 
potentially 
variable 

PHG9_Scaffold_4993 2 p3 (AGA)5 15 13952 13966 
potentially 
variable 

PHG9_Scaffold_4993 9 p2 (TA)6 12 41291 41302   
PHG9_Scaffold_4993 10 p2 (AG)6 12 41478 41489   
PHG9_Scaffold_4994 5 p2 (GA)6 12 28500 28511   

PHG9_Scaffold_4995 1 p3 (AGA)5 15 16251 16265 
potentially 
variable 

PHG9_Scaffold_4997 9 p2 (TA)9 18 16287 16304 
potentially 
variable 

PHG9_Scaffold_4997 14 p3 (ATT)5 15 33030 33044 
potentially 
variable 

PHG9_Scaffold_4997 23 p3 (AAT)5 15 45577 45591 
potentially 
variable 

PHG9_Scaffold_4999 1 p3 (AGA)5 15 1253 1267 
potentially 
variable 

PHG9_Scaffold_4999 6 p3 (AGA)5 15 9720 9734 
potentially 
variable 

PHG9_Scaffold_4999 13 p3 (TTA)5 15 40137 40151 
potentially 
variable 

PHG9_Scaffold_4999 14 p2 (TA)6 12 48403 48414   

PHG9_Scaffold_4999 18 p2 (TA)7 14 55982 55995 
potentially 
variable 

PHG9_Scaffold_5000 3 p2 (TA)7 14 36570 36583 
potentially 
variable 

PHG9_Scaffold_5000 5 p2 (TA)6 12 38217 38228   
PHG9_Scaffold_5000 11 p2 (AT)6 12 71989 72000   



PHG9_Scaffold_5000 20 p2 (AT)7 14 121708 121721 
potentially 
variable 

PHG9_Scaffold_5000 27 p2 (TA)6 12 150318 150329   
PHG9_Scaffold_5000 30 p2 (AT)6 12 151686 151697   

PHG9_Scaffold_5000 32 p2 (AG)8 16 163131 163146 
potentially 
variable 

PHG9_Scaffold_5000 35 p2 (TA)6 12 179893 179904   

PHG9_Scaffold_5000 37 p2 (AG)8 16 182241 182256 
potentially 
variable 

PHG9_Scaffold_5000 39 p2 (GT)7 14 186218 186231 
potentially 
variable 

PHG9_Scaffold_5000 40 p2 (AT)6 12 191185 191196   

PHG9_Scaffold_5000 44 p3 (TAT)6 18 203718 203735 
potentially 
variable 

PHG9_Scaffold_5002 6 p2 (TC)7 14 10736 10749 
potentially 
variable 

PHG9_Scaffold_5002 13 p2 (AT)7 14 43101 43114 
potentially 
variable 

PHG9_Scaffold_5002 14 p2 (AT)6 12 44022 44033   

PHG9_Scaffold_5002 18 p2 (TC)9 18 50256 50273 
potentially 
variable 

PHG9_Scaffold_5002 19 p2 (TA)10 20 54985 55004 Hypervariable 

PHG9_Scaffold_5002 28 p2 (AT)7 14 65404 65417 
potentially 
variable 

PHG9_Scaffold_5002 30 p3 (ATT)5 15 77437 77451 
potentially 
variable 

PHG9_Scaffold_5002 32 p2 (TC)7 14 86339 86352 
potentially 
variable 

PHG9_Scaffold_5002 33 p2 (AT)6 12 87435 87446   



PHG9_Scaffold_5002 43 p2 (AT)8 16 98968 98983 
potentially 
variable 

PHG9_Scaffold_5002 50 p2 (TA)8 16 116106 116121 
potentially 
variable 

PHG9_Scaffold_5002 56 p2 (TA)7 14 132756 132769 
potentially 
variable 

PHG9_Scaffold_5002 72 p3 (TAA)5 15 184338 184352 
potentially 
variable 

PHG9_Scaffold_5002 108 p2 (CA)6 12 262926 262937   
PHG9_Scaffold_5002 125 p2 (GA)6 12 294577 294588   

PHG9_Scaffold_5002 131 p3 (GGC)5 15 307470 307484 
potentially 
variable 

PHG9_Scaffold_5002 132 p2 (AG)6 12 309285 309296   
PHG9_Scaffold_5002 136 p2 (TA)6 12 315370 315381   
PHG9_Scaffold_5002 138 p2 (TA)6 12 323851 323862   
PHG9_Scaffold_5002 139 p2 (AT)6 12 326294 326305   
PHG9_Scaffold_5003 9 p2 (TA)6 12 12485 12496   
PHG9_Scaffold_5003 11 p2 (GA)6 12 17782 17793   

PHG9_Scaffold_5009 1 p2 (AT)9 18 4752 4769 
potentially 
variable 

PHG9_Scaffold_5009 5 p2 (AT)6 12 21186 21197   
PHG9_Scaffold_5009 10 p2 (CA)6 12 39201 39212   

PHG9_Scaffold_5009 11 p3 (TAT)5 15 39488 39502 
potentially 
variable 

PHG9_Scaffold_5009 17 p2 (TA)8 16 65539 65554 
potentially 
variable 

PHG9_Scaffold_5009 24 p2 (GA)9 18 75076 75093 
potentially 
variable 

PHG9_Scaffold_5009 25 p2 (GT)8 16 75440 75455 potentially 



variable 
PHG9_Scaffold_5009 26 p2 (TA)6 12 80063 80074   

PHG9_Scaffold_5009 27 p2 (AT)9 18 85652 85669 
potentially 
variable 

PHG9_Scaffold_5009 28 p3 (ATT)5 15 89282 89296 
potentially 
variable 

PHG9_Scaffold_5010 5 p3 (TTC)5 15 20252 20266 
potentially 
variable 

PHG9_Scaffold_5010 6 p3 (TTC)6 18 21886 21903 
potentially 
variable 

PHG9_Scaffold_5010 7 p3 (TTC)6 18 22705 22722 
potentially 
variable 

PHG9_Scaffold_5010 8 p3 (TTC)5 15 23524 23538 
potentially 
variable 

PHG9_Scaffold_5011 1 p3 (ATT)5 15 23 37 
potentially 
variable 

PHG9_Scaffold_5011 7 p2 (AG)7 14 27260 27273 
potentially 
variable 

PHG9_Scaffold_5011 14 p2 (CA)6 12 74433 74444   

PHG9_Scaffold_5012 4 p2 (AT)9 18 6871 6888 
potentially 
variable 

PHG9_Scaffold_5012 5 p2 (AT)7 14 7618 7631 
potentially 
variable 

PHG9_Scaffold_5012 19 p3 (GCC)5 15 38231 38245 
potentially 
variable 

PHG9_Scaffold_5012 26 p3 (TAA)5 15 54066 54080 
potentially 
variable 

PHG9_Scaffold_5012 29 p2 (AT)6 12 59735 59746   

PHG9_Scaffold_5012 31 p2 (AC)7 14 64394 64407 
potentially 
variable 



PHG9_Scaffold_5012 34 p2 (AT)8 16 75715 75730 
potentially 
variable 

PHG9_Scaffold_5014 2 p3 (ATA)5 15 4629 4643 
potentially 
variable 

PHG9_Scaffold_5014 4 p2 (AT)7 14 15242 15255 
potentially 
variable 

PHG9_Scaffold_5014 5 p3 (AGA)5 15 19146 19160 
potentially 
variable 

PHG9_Scaffold_5014 11 p3 (TAA)5 15 61388 61402 
potentially 
variable 

PHG9_Scaffold_5014 12 p3 (GGC)6 18 62516 62533 
potentially 
variable 

PHG9_Scaffold_5015 4 p2 (TA)6 12 4773 4784   

PHG9_Scaffold_5015 6 p3 (CTT)6 18 9849 9866 
potentially 
variable 

PHG9_Scaffold_5015 7 p2 (AT)7 14 10258 10271 
potentially 
variable 

PHG9_Scaffold_5015 19 p2 (CT)7 14 31621 31634 
potentially 
variable 

PHG9_Scaffold_5016 3 p3 (TTA)6 18 17966 17983 
potentially 
variable 

PHG9_Scaffold_5016 8 p2 (AT)7 14 43275 43288 
potentially 
variable 

PHG9_Scaffold_5016 9 p2 (AT)6 12 47322 47333   
PHG9_Scaffold_5017 1 p2 (AT)6 12 457 468   

PHG9_Scaffold_5017 4 p2 (TA)7 14 3240 3253 
potentially 
variable 

PHG9_Scaffold_5017 5 p2 (AT)8 16 4753 4768 
potentially 
variable 

PHG9_Scaffold_5017 7 p2 (TA)7 14 5874 5887 potentially 



variable 

PHG9_Scaffold_5018 1 p2 (AG)7 14 1607 1620 
potentially 
variable 

PHG9_Scaffold_5018 4 p2 (AT)6 12 18231 18242   
PHG9_Scaffold_5018 8 p6 (GAGCAT)5 30 39226 39255 Hypervariable 

PHG9_Scaffold_5020 1 p3 (CTT)5 15 4412 4426 
potentially 
variable 

PHG9_Scaffold_5022 2 p2 (TC)6 12 14436 14447   

PHG9_Scaffold_5022 3 p3 (CAT)6 18 19415 19432 
potentially 
variable 

PHG9_Scaffold_5023 1 p2 (TC)6 12 770 781   
PHG9_Scaffold_5023 2 p2 (AT)6 12 8875 8886   
PHG9_Scaffold_5023 3 p2 (TA)6 12 9544 9555   

PHG9_Scaffold_5023 9 p2 (TA)7 14 19617 19630 
potentially 
variable 

PHG9_Scaffold_5023 11 p2 (CA)8 16 43156 43171 
potentially 
variable 

PHG9_Scaffold_5024 10 p3 (ATC)5 15 37713 37727 
potentially 
variable 

PHG9_Scaffold_5025 2 p2 (AT)6 12 2832 2843   

PHG9_Scaffold_5025 4 p2 (AT)9 18 7933 7950 
potentially 
variable 

PHG9_Scaffold_5025 7 p2 (AT)6 12 24580 24591   

PHG9_Scaffold_5025 14 p3 (CCT)5 15 39245 39259 
potentially 
variable 

PHG9_Scaffold_5027 1 p3 (ATT)5 15 424 438 
potentially 
variable 

PHG9_Scaffold_5027 7 p2 (AT)8 16 19697 19712 
potentially 
variable 



PHG9_Scaffold_5028 3 p2 (AT)8 16 6925 6940 
potentially 
variable 

PHG9_Scaffold_5028 11 p2 (AT)9 18 17537 17554 
potentially 
variable 

PHG9_Scaffold_5028 13 p2 (TC)6 12 20227 20238   

PHG9_Scaffold_5028 18 p2 (TC)7 14 26343 26356 
potentially 
variable 

PHG9_Scaffold_5028 27 p2 (AG)8 16 47602 47617 
potentially 
variable 

PHG9_Scaffold_5029 1 p2 (TA)9 18 1694 1711 
potentially 
variable 

PHG9_Scaffold_5029 3 p2 (GA)7 14 5166 5179 
potentially 
variable 

PHG9_Scaffold_5029 9 p2 (AC)6 12 15757 15768   

PHG9_Scaffold_5029 11 p3 (ATT)5 15 17237 17251 
potentially 
variable 

PHG9_Scaffold_5029 17 p2 (AT)8 16 43531 43546 
potentially 
variable 

PHG9_Scaffold_5029 38 p3 (CTA)5 15 117101 117115 
potentially 
variable 

PHG9_Scaffold_5029 40 p2 (AT)7 14 125290 125303 
potentially 
variable 

PHG9_Scaffold_5031 2 p2 (GA)7 14 5018 5031 
potentially 
variable 

PHG9_Scaffold_5031 5 p2 (TA)7 14 17780 17793 
potentially 
variable 

PHG9_Scaffold_5031 8 p2 (AT)6 12 24133 24144   

PHG9_Scaffold_5031 14 p3 (TCC)5 15 31789 31803 
potentially 
variable 

PHG9_Scaffold_5031 27 p3 (GAG)5 15 64773 64787 potentially 



variable 

PHG9_Scaffold_5031 30 p2 (AT)7 14 68858 68871 
potentially 
variable 

PHG9_Scaffold_5031 32 p2 (TA)8 16 70550 70565 
potentially 
variable 

PHG9_Scaffold_5031 34 p2 (AT)8 16 72774 72789 
potentially 
variable 

PHG9_Scaffold_5032 6 p2 (TA)8 16 67573 67588 
potentially 
variable 

PHG9_Scaffold_5033 3 p2 (AT)7 14 8735 8748 
potentially 
variable 

PHG9_Scaffold_5033 16 p2 (AC)6 12 38291 38302   

PHG9_Scaffold_5033 17 p2 (TA)7 14 42598 42611 
potentially 
variable 

PHG9_Scaffold_5033 31 p2 (TA)7 14 76036 76049 
potentially 
variable 

PHG9_Scaffold_5034 3 p2 (TA)9 18 38988 39005 
potentially 
variable 

PHG9_Scaffold_5034 4 p2 (AT)7 14 40616 40629 
potentially 
variable 

PHG9_Scaffold_5034 6 p3 (ATA)5 15 51007 51021 
potentially 
variable 

PHG9_Scaffold_5034 8 p3 (AAT)6 18 68379 68396 
potentially 
variable 

PHG9_Scaffold_5034 13 p2 (TC)7 14 92373 92386 
potentially 
variable 

PHG9_Scaffold_5034 19 p2 (TA)6 12 117797 117808   

PHG9_Scaffold_5036 11 p2 (TA)9 18 58606 58623 
potentially 
variable 

PHG9_Scaffold_5037 3 p2 (AG)6 12 21513 21524   



PHG9_Scaffold_5037 4 p3 (AAT)6 18 27483 27500 
potentially 
variable 

PHG9_Scaffold_5039 3 p2 (AT)9 18 6292 6309 
potentially 
variable 

PHG9_Scaffold_5039 5 p3 (TTC)5 15 15798 15812 
potentially 
variable 

PHG9_Scaffold_5039 7 p2 (AT)6 12 16409 16420   

PHG9_Scaffold_5039 8 p2 (AT)7 14 16911 16924 
potentially 
variable 

PHG9_Scaffold_5039 9 p2 (AT)7 14 19477 19490 
potentially 
variable 

PHG9_Scaffold_5039 10 p2 (GT)9 18 23323 23340 
potentially 
variable 

PHG9_Scaffold_5039 12 p3 (AGG)5 15 24796 24810 
potentially 
variable 

PHG9_Scaffold_5041 1 p2 (CT)6 12 3779 3790   

PHG9_Scaffold_5041 8 p2 (AT)8 16 30894 30909 
potentially 
variable 

PHG9_Scaffold_5041 19 p3 (ATT)6 18 80473 80490 
potentially 
variable 

PHG9_Scaffold_5041 29 p2 (CA)7 14 131359 131372 
potentially 
variable 

PHG9_Scaffold_5041 35 p3 (ATC)5 15 150106 150120 
potentially 
variable 

PHG9_Scaffold_5041 37 p3 (TAA)5 15 155957 155971 
potentially 
variable 

PHG9_Scaffold_5041 39 p3 (CAT)6 18 156620 156637 
potentially 
variable 

PHG9_Scaffold_5043 7 p2 (AT)7 14 32360 32373 
potentially 
variable 



PHG9_Scaffold_5044 7 p2 (TA)6 12 35486 35497   
PHG9_Scaffold_5045 8 p2 (AG)6 12 32973 32984   

PHG9_Scaffold_5045 10 p3 (CGG)5 15 40199 40213 
potentially 
variable 

PHG9_Scaffold_5048 2 p3 (GAT)5 15 27814 27828 
potentially 
variable 

PHG9_Scaffold_5049 12 p2 (TA)6 12 48387 48398   

PHG9_Scaffold_5049 13 p2 (TA)7 14 57592 57605 
potentially 
variable 

PHG9_Scaffold_5049 14 p2 (AT)9 18 58774 58791 
potentially 
variable 

PHG9_Scaffold_5049 17 p2 (AT)6 12 65500 65511   

PHG9_Scaffold_5051 12 p3 (TAA)5 15 29423 29437 
potentially 
variable 

PHG9_Scaffold_5051 14 p3 (TGT)5 15 41839 41853 
potentially 
variable 

PHG9_Scaffold_5053 4 p2 (TA)7 14 4006 4019 
potentially 
variable 

PHG9_Scaffold_5053 5 p3 (TTA)5 15 7532 7546 
potentially 
variable 

PHG9_Scaffold_5053 9 p2 (AG)7 14 33142 33155 
potentially 
variable 

PHG9_Scaffold_5053 11 p3 (CTC)5 15 43588 43602 
potentially 
variable 

PHG9_Scaffold_5054 4 p3 (AAC)5 15 17155 17169 
potentially 
variable 

PHG9_Scaffold_5058 5 p3 (CAT)5 15 40037 40051 
potentially 
variable 

PHG9_Scaffold_5060 6 p2 (AT)6 12 12044 12055   
PHG9_Scaffold_5060 9 p2 (AT)7 14 16184 16197 potentially 



variable 
PHG9_Scaffold_5061 4 p2 (AT)6 12 5620 5631   

PHG9_Scaffold_5061 5 p2 (TA)9 18 5763 5780 
potentially 
variable 

PHG9_Scaffold_5061 7 p2 (AT)7 14 12868 12881 
potentially 
variable 

PHG9_Scaffold_5061 12 p3 (TTA)5 15 38005 38019 
potentially 
variable 

PHG9_Scaffold_5061 15 p2 (AT)7 14 43472 43485 
potentially 
variable 

PHG9_Scaffold_5061 19 p2 (AT)6 12 50846 50857   

PHG9_Scaffold_5061 22 p2 (TC)7 14 62927 62940 
potentially 
variable 

PHG9_Scaffold_5061 25 p2 (TA)8 16 73604 73619 
potentially 
variable 

PHG9_Scaffold_5062 10 p2 (TG)6 12 22704 22715   
PHG9_Scaffold_5062 19 p2 (AT)6 12 42333 42344   
PHG9_Scaffold_5062 26 p2 (CT)6 12 56707 56718   
PHG9_Scaffold_5062 30 p2 (TA)6 12 66438 66449   

PHG9_Scaffold_5062 31 p3 (GTT)5 15 80516 80530 
potentially 
variable 

PHG9_Scaffold_5062 38 p2 (AT)7 14 100837 100850 
potentially 
variable 

PHG9_Scaffold_5062 40 p2 (AT)6 12 105689 105700   
PHG9_Scaffold_5062 42 p2 (TA)6 12 108110 108121   
PHG9_Scaffold_5062 51 p2 (TA)6 12 121104 121115   

PHG9_Scaffold_5062 52 p2 (TA)7 14 124577 124590 
potentially 
variable 

PHG9_Scaffold_5062 66 p2 (TA)7 14 152122 152135 potentially 



variable 
PHG9_Scaffold_5062 73 p2 (TA)6 12 170738 170749   

PHG9_Scaffold_5062 78 p2 (AT)7 14 175843 175856 
potentially 
variable 

PHG9_Scaffold_5062 84 p2 (CT)6 12 183856 183867   

PHG9_Scaffold_5062 87 p3 (ATT)5 15 192111 192125 
potentially 
variable 

PHG9_Scaffold_5062 88 p3 (GGT)5 15 196280 196294 
potentially 
variable 

PHG9_Scaffold_5062 89 p2 (TG)6 12 199299 199310   

PHG9_Scaffold_5062 91 p3 (GAA)5 15 203970 203984 
potentially 
variable 

PHG9_Scaffold_5063 7 p3 (GTT)5 15 9075 9089 
potentially 
variable 

PHG9_Scaffold_5063 10 p2 (TA)7 14 17421 17434 
potentially 
variable 

PHG9_Scaffold_5064 7 p2 (GA)7 14 41453 41466 
potentially 
variable 

PHG9_Scaffold_5067 3 p2 (TA)7 14 9266 9279 
potentially 
variable 

PHG9_Scaffold_5067 5 p2 (TG)6 12 14458 14469   

PHG9_Scaffold_5068 4 p3 (TAT)6 18 5164 5181 
potentially 
variable 

PHG9_Scaffold_5068 5 p3 (ATA)5 15 5335 5349 
potentially 
variable 

PHG9_Scaffold_5068 7 p2 (AT)6 12 5841 5852   

PHG9_Scaffold_5068 9 p3 (CAA)5 15 7519 7533 
potentially 
variable 

PHG9_Scaffold_5068 19 p3 (TTC)5 15 43063 43077 
potentially 
variable 



PHG9_Scaffold_5070 1 p2 (TG)6 12 4600 4611   

PHG9_Scaffold_5071 2 p2 (CT)7 14 13816 13829 
potentially 
variable 

PHG9_Scaffold_5071 8 p2 (TA)6 12 61870 61881   

PHG9_Scaffold_5071 9 p3 (TAA)5 15 62955 62969 
potentially 
variable 

PHG9_Scaffold_5071 18 p2 (AT)6 12 118978 118989   

PHG9_Scaffold_5071 25 p2 (AG)7 14 148573 148586 
potentially 
variable 

PHG9_Scaffold_5072 9 p3 (TCA)6 18 6948 6965 
potentially 
variable 

PHG9_Scaffold_5072 21 p2 (TA)6 12 55787 55798   
PHG9_Scaffold_5072 26 p2 (TA)6 12 67065 67076   

PHG9_Scaffold_5072 31 p3 (AGA)5 15 75816 75830 
potentially 
variable 

PHG9_Scaffold_5072 32 p2 (CT)8 16 80172 80187 
potentially 
variable 

PHG9_Scaffold_5072 33 p3 (ATA)5 15 80806 80820 
potentially 
variable 

PHG9_Scaffold_5072 34 p2 (TG)6 12 83331 83342   

PHG9_Scaffold_5072 39 p2 (AG)8 16 94431 94446 
potentially 
variable 

PHG9_Scaffold_5072 50 p2 (TA)6 12 116066 116077   
PHG9_Scaffold_5074 2 p6 (GAGAAA)5 30 7287 7316 Hypervariable 
PHG9_Scaffold_5074 3 p2 (TA)6 12 8376 8387   

PHG9_Scaffold_5075 7 p2 (AT)7 14 49101 49114 
potentially 
variable 

PHG9_Scaffold_5078 6 p2 (AT)8 16 30546 30561 
potentially 
variable 



PHG9_Scaffold_5079 5 p2 (TC)6 12 11237 11248   

PHG9_Scaffold_5081 18 p2 (AG)8 16 32957 32972 
potentially 
variable 

PHG9_Scaffold_5082 5 p2 (AG)7 14 16949 16962 
potentially 
variable 

PHG9_Scaffold_5082 8 p2 (AT)6 12 30354 30365   
PHG9_Scaffold_5084 11 p2 (AT)6 12 49211 49222   
PHG9_Scaffold_5085 1 p2 (AT)6 12 13100 13111   

PHG9_Scaffold_5085 3 p2 (CT)7 14 16074 16087 
potentially 
variable 

PHG9_Scaffold_5085 5 p2 (CT)6 12 17783 17794   

PHG9_Scaffold_5085 6 p2 (AT)8 16 19006 19021 
potentially 
variable 

PHG9_Scaffold_5085 16 p2 (TA)7 14 38340 38353 
potentially 
variable 

PHG9_Scaffold_5088 7 p3 (AAT)6 18 30859 30876 
potentially 
variable 

PHG9_Scaffold_5090 9 p2 (TA)8 16 20390 20405 
potentially 
variable 

PHG9_Scaffold_5090 13 p2 (TA)7 14 27004 27017 
potentially 
variable 

PHG9_Scaffold_5090 16 p2 (TA)6 12 38506 38517   
PHG9_Scaffold_5091 2 p2 (TA)6 12 3039 3050   
PHG9_Scaffold_5091 6 p2 (GT)6 12 11775 11786   

PHG9_Scaffold_5091 12 p2 (AT)7 14 23886 23899 
potentially 
variable 

PHG9_Scaffold_5093 3 p3 (ATA)5 15 8620 8634 
potentially 
variable 

PHG9_Scaffold_5093 4 p2 (AT)6 12 16202 16213   



PHG9_Scaffold_5093 5 p2 (CT)8 16 17083 17098 
potentially 
variable 

PHG9_Scaffold_5093 6 p3 (AAT)5 15 21875 21889 
potentially 
variable 

PHG9_Scaffold_5094 4 p2 (AT)7 14 9715 9728 
potentially 
variable 

PHG9_Scaffold_5094 11 p2 (TA)6 12 39571 39582   
PHG9_Scaffold_5094 15 p2 (TA)6 12 44133 44144   
PHG9_Scaffold_5097 6 p2 (TA)6 12 16260 16271   

PHG9_Scaffold_5097 18 p3 (CGG)5 15 45959 45973 
potentially 
variable 

PHG9_Scaffold_5097 19 p3 (TCT)5 15 46404 46418 
potentially 
variable 

PHG9_Scaffold_5097 25 p2 (AT)9 18 60914 60931 
potentially 
variable 

PHG9_Scaffold_5097 26 p2 (AT)8 16 63091 63106 
potentially 
variable 

PHG9_Scaffold_5098 2 p2 (AG)6 12 23678 23689   

PHG9_Scaffold_5099 1 p2 (AT)7 14 3545 3558 
potentially 
variable 

PHG9_Scaffold_5099 3 p3 (ACA)5 15 10936 10950 
potentially 
variable 

PHG9_Scaffold_5100 1 p2 (TC)6 12 3790 3801   
PHG9_Scaffold_5100 3 p2 (CT)6 12 8235 8246   
PHG9_Scaffold_5100 8 p2 (TA)6 12 31126 31137   

PHG9_Scaffold_5100 9 p3 (GTT)5 15 31861 31875 
potentially 
variable 

PHG9_Scaffold_5100 10 p2 (TC)7 14 32133 32146 
potentially 
variable 



PHG9_Scaffold_5100 13 p2 (AT)9 18 40320 40337 
potentially 
variable 

PHG9_Scaffold_5100 15 p2 (TA)9 18 43119 43136 
potentially 
variable 

PHG9_Scaffold_5102 6 p2 (GT)9 18 39368 39385 
potentially 
variable 

PHG9_Scaffold_5102 7 p3 (GAT)5 15 41335 41349 
potentially 
variable 

PHG9_Scaffold_5105 2 p2 (TG)6 12 2014 2025   

PHG9_Scaffold_5105 10 p3 (TAA)5 15 33292 33306 
potentially 
variable 

PHG9_Scaffold_5105 12 p3 (AAG)5 15 43900 43914 
potentially 
variable 

PHG9_Scaffold_5107 9 p2 (TA)6 12 32191 32202   

PHG9_Scaffold_5107 13 p2 (TA)7 14 35595 35608 
potentially 
variable 

PHG9_Scaffold_5109 1 p2 (AT)6 12 751 762   

PHG9_Scaffold_5109 2 p2 (AC)9 18 1895 1912 
potentially 
variable 

PHG9_Scaffold_5109 12 p2 (AT)7 14 25666 25679 
potentially 
variable 

PHG9_Scaffold_5109 15 p2 (TA)8 16 32501 32516 
potentially 
variable 

PHG9_Scaffold_5109 16 p2 (TC)7 14 33041 33054 
potentially 
variable 

PHG9_Scaffold_5110 1 p2 (TA)8 16 610 625 
potentially 
variable 

PHG9_Scaffold_5110 11 p2 (TA)6 12 22792 22803   

PHG9_Scaffold_5110 14 p3 (TGC)5 15 25778 25792 
potentially 
variable 



PHG9_Scaffold_5110 17 p2 (TA)7 14 35056 35069 
potentially 
variable 

PHG9_Scaffold_5110 18 p2 (CT)6 12 35813 35824   

PHG9_Scaffold_5110 19 p2 (AT)7 14 35977 35990 
potentially 
variable 

PHG9_Scaffold_5110 20 p3 (TCA)5 15 42741 42755 
potentially 
variable 

PHG9_Scaffold_5110 25 p3 (TAT)5 15 50404 50418 
potentially 
variable 

PHG9_Scaffold_5111 8 p3 (ATT)6 18 22415 22432 
potentially 
variable 

PHG9_Scaffold_5111 12 p2 (TA)6 12 42438 42449   

PHG9_Scaffold_5112 2 p2 (TA)8 16 35196 35211 
potentially 
variable 

PHG9_Scaffold_5113 2 p3 (AAT)5 15 5244 5258 
potentially 
variable 

PHG9_Scaffold_5113 7 p2 (AG)8 16 24124 24139 
potentially 
variable 

PHG9_Scaffold_5113 10 p2 (AG)6 12 36101 36112   
PHG9_Scaffold_5113 13 p2 (AT)6 12 52984 52995   

PHG9_Scaffold_5114 6 p2 (AT)9 18 23408 23425 
potentially 
variable 

PHG9_Scaffold_5114 8 p3 (AAC)5 15 26581 26595 
potentially 
variable 

PHG9_Scaffold_5114 11 p2 (CT)6 12 29362 29373   

PHG9_Scaffold_5114 19 p3 (ATC)5 15 43745 43759 
potentially 
variable 

PHG9_Scaffold_5115 6 p3 (ATA)5 15 27038 27052 
potentially 
variable 

PHG9_Scaffold_5120 6 p2 (TA)8 16 16203 16218 potentially 



variable 

PHG9_Scaffold_5120 17 p3 (GAT)5 15 74594 74608 
potentially 
variable 

PHG9_Scaffold_5120 18 p2 (AT)6 12 78200 78211   

PHG9_Scaffold_5120 19 p2 (CA)7 14 81113 81126 
potentially 
variable 

PHG9_Scaffold_5120 20 p2 (TA)7 14 81428 81441 
potentially 
variable 

PHG9_Scaffold_5121 11 p2 (GA)7 14 34973 34986 
potentially 
variable 

PHG9_Scaffold_5121 13 p2 (AT)8 16 36878 36893 
potentially 
variable 

PHG9_Scaffold_5123 1 p3 (CTT)5 15 675 689 
potentially 
variable 

PHG9_Scaffold_5124 1 p2 (GT)6 12 824 835   

PHG9_Scaffold_5124 2 p3 (ATA)5 15 1940 1954 
potentially 
variable 

PHG9_Scaffold_5125 1 p2 (TA)7 14 400 413 
potentially 
variable 

PHG9_Scaffold_5125 3 p3 (TAA)5 15 6567 6581 
potentially 
variable 

PHG9_Scaffold_5125 6 p2 (TA)7 14 12794 12807 
potentially 
variable 

PHG9_Scaffold_5125 9 p2 (CT)6 12 23842 23853   

PHG9_Scaffold_5126 8 p2 (TA)7 14 13967 13980 
potentially 
variable 

PHG9_Scaffold_5129 2 p2 (TA)6 12 2721 2732   

PHG9_Scaffold_5133 1 p3 (GAA)5 15 6616 6630 
potentially 
variable 

PHG9_Scaffold_5134 6 p3 (TTA)6 18 14493 14510 potentially 



variable 
PHG9_Scaffold_5134 13 p2 (TC)6 12 36565 36576   

PHG9_Scaffold_5134 15 p2 (AT)7 14 37335 37348 
potentially 
variable 

PHG9_Scaffold_5134 18 p2 (TA)9 18 40558 40575 
potentially 
variable 

PHG9_Scaffold_5134 23 p3 (TGA)6 18 60887 60904 
potentially 
variable 

PHG9_Scaffold_5137 2 p3 (ATA)6 18 4820 4837 
potentially 
variable 

PHG9_Scaffold_5138 1 p3 (ATG)5 15 459 473 
potentially 
variable 

PHG9_Scaffold_5142 7 p3 (CTT)5 15 13600 13614 
potentially 
variable 

PHG9_Scaffold_5142 8 p3 (TTA)5 15 18019 18033 
potentially 
variable 

PHG9_Scaffold_5142 12 p2 (TC)7 14 24032 24045 
potentially 
variable 

PHG9_Scaffold_5143 2 p2 (AC)8 16 8048 8063 
potentially 
variable 

PHG9_Scaffold_5143 4 p2 (TA)7 14 14700 14713 
potentially 
variable 

PHG9_Scaffold_5143 12 p2 (GA)9 18 28530 28547 
potentially 
variable 

PHG9_Scaffold_5144 3 p2 (AG)6 12 5346 5357   

PHG9_Scaffold_5144 6 p2 (TA)8 16 18410 18425 
potentially 
variable 

PHG9_Scaffold_5145 1 p2 (GA)7 14 204 217 
potentially 
variable 

PHG9_Scaffold_5145 11 p2 (GA)6 12 19715 19726   



PHG9_Scaffold_5146 3 p2 (TA)6 12 8725 8736   

PHG9_Scaffold_5146 7 p2 (TA)7 14 12918 12931 
potentially 
variable 

PHG9_Scaffold_5147 5 p3 (ATC)5 15 17856 17870 
potentially 
variable 

PHG9_Scaffold_5147 7 p3 (GTG)5 15 23482 23496 
potentially 
variable 

PHG9_Scaffold_5150 1 p2 (TA)8 16 1 16 
potentially 
variable 

PHG9_Scaffold_5150 12 p2 (AT)9 18 29645 29662 
potentially 
variable 

PHG9_Scaffold_5151 6 p2 (AT)6 12 21814 21825   

PHG9_Scaffold_5153 1 p3 (ATA)6 18 3937 3954 
potentially 
variable 

PHG9_Scaffold_5153 5 p2 (TC)6 12 13081 13092   

PHG9_Scaffold_5153 10 p3 (CCA)6 18 29597 29614 
potentially 
variable 

PHG9_Scaffold_5155 16 p2 (AG)6 12 31837 31848   

PHG9_Scaffold_5158 3 p3 (TCC)5 15 6979 6993 
potentially 
variable 

PHG9_Scaffold_5158 10 p2 (GT)6 12 32847 32858   

PHG9_Scaffold_5158 11 p3 (AAG)5 15 33274 33288 
potentially 
variable 

PHG9_Scaffold_5159 7 p3 (TTA)6 18 14957 14974 
potentially 
variable 

PHG9_Scaffold_5159 10 p2 (TA)6 12 19176 19187   

PHG9_Scaffold_5161 5 p3 (CAT)5 15 17562 17576 
potentially 
variable 

PHG9_Scaffold_5162 1 p2 (TA)6 12 1997 2008   



PHG9_Scaffold_5162 5 p2 (TA)7 14 11099 11112 
potentially 
variable 

PHG9_Scaffold_5162 8 p2 (AT)6 12 17390 17401   

PHG9_Scaffold_5163 5 p2 (AT)7 14 20457 20470 
potentially 
variable 

PHG9_Scaffold_5163 7 p2 (AG)8 16 26308 26323 
potentially 
variable 

PHG9_Scaffold_5163 9 p2 (TC)7 14 35318 35331 
potentially 
variable 

PHG9_Scaffold_5166 4 p2 (TA)6 12 9278 9289   

PHG9_Scaffold_5171 1 p2 (TG)9 18 16 33 
potentially 
variable 

PHG9_Scaffold_5176 6 p2 (AG)6 12 5976 5987   

PHG9_Scaffold_5176 8 p2 (AC)9 18 9669 9686 
potentially 
variable 

PHG9_Scaffold_5178 4 p2 (AT)7 14 3133 3146 
potentially 
variable 

PHG9_Scaffold_5178 15 p3 (GTG)5 15 16083 16097 
potentially 
variable 

PHG9_Scaffold_5179 9 p2 (TC)7 14 18152 18165 
potentially 
variable 

PHG9_Scaffold_5179 14 p2 (CT)7 14 38126 38139 
potentially 
variable 

PHG9_Scaffold_5180 6 p2 (AC)6 12 11351 11362   

PHG9_Scaffold_5180 8 p3 (GGT)6 18 14056 14073 
potentially 
variable 

PHG9_Scaffold_5180 13 p3 (TGA)5 15 32244 32258 
potentially 
variable 

PHG9_Scaffold_5181 2 p2 (AT)9 18 2508 2525 
potentially 
variable 



PHG9_Scaffold_5183 3 p2 (AT)7 14 15463 15476 
potentially 
variable 

PHG9_Scaffold_5183 12 p2 (AT)7 14 85908 85921 
potentially 
variable 

PHG9_Scaffold_5183 23 p3 (TTA)5 15 186471 186485 
potentially 
variable 

PHG9_Scaffold_5183 24 p2 (CT)8 16 202879 202894 
potentially 
variable 

PHG9_Scaffold_5183 27 p2 (TC)6 12 220926 220937   
PHG9_Scaffold_5183 36 p2 (TA)6 12 258922 258933   
PHG9_Scaffold_5186 2 p2 (AG)6 12 16888 16899   
PHG9_Scaffold_5186 3 p2 (TA)6 12 17266 17277   

PHG9_Scaffold_5187 6 p3 (TAA)5 15 31249 31263 
potentially 
variable 

PHG9_Scaffold_5187 8 p3 (AGA)5 15 44489 44503 
potentially 
variable 

PHG9_Scaffold_5187 9 p2 (AT)9 18 47767 47784 
potentially 
variable 

PHG9_Scaffold_5187 11 p2 (AT)7 14 53460 53473 
potentially 
variable 

PHG9_Scaffold_5187 12 p2 (AT)6 12 55109 55120   
PHG9_Scaffold_5191 2 p2 (AT)6 12 9067 9078   

PHG9_Scaffold_5194 1 p2 (TA)7 14 486 499 
potentially 
variable 

PHG9_Scaffold_5194 5 p3 (TAT)5 15 14449 14463 
potentially 
variable 

PHG9_Scaffold_5194 7 p2 (AT)9 18 18122 18139 
potentially 
variable 

PHG9_Scaffold_5194 13 p2 (TA)6 12 50955 50966   



PHG9_Scaffold_5194 14 p2 (TA)6 12 54610 54621   

PHG9_Scaffold_5195 4 p3 (AAT)5 15 6481 6495 
potentially 
variable 

PHG9_Scaffold_5195 9 p3 (TTC)6 18 16544 16561 
potentially 
variable 

PHG9_Scaffold_5195 11 p2 (AG)6 12 21587 21598   

PHG9_Scaffold_5197 8 p3 (ATT)6 18 31344 31361 
potentially 
variable 

PHG9_Scaffold_5199 2 p2 (TA)7 14 19546 19559 
potentially 
variable 

PHG9_Scaffold_5201 3 p2 (AT)6 12 28423 28434   
PHG9_Scaffold_5204 4 p2 (AT)6 12 18103 18114   
PHG9_Scaffold_5204 6 p2 (TA)6 12 22740 22751   
PHG9_Scaffold_5204 12 p2 (TA)6 12 28518 28529   
PHG9_Scaffold_5205 2 p2 (AG)6 12 3704 3715   

PHG9_Scaffold_5208 1 p3 (GAT)5 15 2613 2627 
potentially 
variable 

PHG9_Scaffold_5209 2 p2 (GA)6 12 7146 7157   
PHG9_Scaffold_5211 8 p2 (AG)6 12 22084 22095   

PHG9_Scaffold_5211 9 p3 (TAA)5 15 22830 22844 
potentially 
variable 

PHG9_Scaffold_5211 10 p2 (TA)7 14 24072 24085 
potentially 
variable 

PHG9_Scaffold_5214 5 p2 (TA)6 12 4659 4670   

PHG9_Scaffold_5214 9 p2 (GA)7 14 15094 15107 
potentially 
variable 

PHG9_Scaffold_5214 14 p2 (TA)6 12 46878 46889   

PHG9_Scaffold_5218 1 p2 (AG)9 18 11633 11650 
potentially 
variable 



PHG9_Scaffold_5221 1 p3 (AAG)5 15 10589 10603 
potentially 
variable 

PHG9_Scaffold_5223 2 p2 (TA)6 12 7192 7203   

PHG9_Scaffold_5229 2 p2 (AT)9 18 10922 10939 
potentially 
variable 

PHG9_Scaffold_5230 1 p3 (AAT)5 15 3340 3354 
potentially 
variable 

PHG9_Scaffold_5230 3 p2 (TA)6 12 12332 12343   

PHG9_Scaffold_5231 3 p3 (CTT)5 15 3239 3253 
potentially 
variable 

PHG9_Scaffold_5231 4 p2 (TA)6 12 15975 15986   
PHG9_Scaffold_5231 5 p2 (GT)6 12 19980 19991   

PHG9_Scaffold_5231 8 p2 (TA)9 18 23909 23926 
potentially 
variable 

PHG9_Scaffold_5232 3 p3 (TTA)6 18 7347 7364 
potentially 
variable 

PHG9_Scaffold_5232 11 p2 (AT)6 12 32297 32308   

PHG9_Scaffold_5233 3 p2 (AG)8 16 14789 14804 
potentially 
variable 

PHG9_Scaffold_5233 4 p3 (AGA)5 15 15869 15883 
potentially 
variable 

PHG9_Scaffold_5237 4 p2 (AT)7 14 17158 17171 
potentially 
variable 

PHG9_Scaffold_5238 5 p2 (TA)6 12 17320 17331   

PHG9_Scaffold_5238 6 p3 (TTA)5 15 22987 23001 
potentially 
variable 

PHG9_Scaffold_5238 9 p3 (TAA)5 15 25043 25057 
potentially 
variable 

PHG9_Scaffold_5238 14 p3 (ATT)6 18 35992 36009 
potentially 
variable 



PHG9_Scaffold_5239 5 p3 (CAT)5 15 17542 17556 
potentially 
variable 

PHG9_Scaffold_5240 3 p2 (TA)7 14 11301 11314 
potentially 
variable 

PHG9_Scaffold_5241 7 p2 (AT)8 16 31064 31079 
potentially 
variable 

PHG9_Scaffold_5241 8 p2 (AT)7 14 31548 31561 
potentially 
variable 

PHG9_Scaffold_5245 3 p2 (CT)6 12 9863 9874   
PHG9_Scaffold_5246 1 p2 (TA)6 12 13979 13990   
PHG9_Scaffold_5247 2 p2 (TA)6 12 1767 1778   
PHG9_Scaffold_5247 9 p2 (AT)6 12 25174 25185   
PHG9_Scaffold_5248 9 p2 (AT)6 12 17845 17856   

PHG9_Scaffold_5251 2 p3 (TTA)5 15 7260 7274 
potentially 
variable 

PHG9_Scaffold_5251 3 p2 (AG)6 12 9078 9089   

PHG9_Scaffold_5251 7 p3 (TGT)5 15 13226 13240 
potentially 
variable 

PHG9_Scaffold_5252 2 p2 (TA)6 12 5724 5735   

PHG9_Scaffold_5254 2 p2 (TA)7 14 5801 5814 
potentially 
variable 

PHG9_Scaffold_5254 6 p2 (TA)6 12 8447 8458   

PHG9_Scaffold_5254 8 p3 (ACT)5 15 23657 23671 
potentially 
variable 

PHG9_Scaffold_5256 4 p2 (TA)7 14 6322 6335 
potentially 
variable 

PHG9_Scaffold_5256 9 p2 (AC)6 12 18820 18831   

PHG9_Scaffold_5257 4 p3 (TAT)5 15 9841 9855 
potentially 
variable 



PHG9_Scaffold_5260 4 p2 (TA)6 12 8320 8331   

PHG9_Scaffold_5263 7 p2 (AT)8 16 17159 17174 
potentially 
variable 

PHG9_Scaffold_5264 5 p2 (AG)8 16 3504 3519 
potentially 
variable 

PHG9_Scaffold_5268 7 p2 (AT)8 16 18498 18513 
potentially 
variable 

PHG9_Scaffold_5270 1 p2 (TA)7 14 487 500 
potentially 
variable 

PHG9_Scaffold_5272 1 p2 (TA)8 16 3560 3575 
potentially 
variable 

PHG9_Scaffold_5276 2 p3 (GTG)5 15 5031 5045 
potentially 
variable 

PHG9_Scaffold_5277 3 p2 (TA)6 12 10464 10475   
PHG9_Scaffold_5277 4 p2 (AT)6 12 11689 11700   
PHG9_Scaffold_5277 5 p2 (TA)6 12 12271 12282   

PHG9_Scaffold_5280 7 p2 (GA)8 16 24250 24265 
potentially 
variable 

PHG9_Scaffold_5287 3 p2 (AT)8 16 10964 10979 
potentially 
variable 

PHG9_Scaffold_5288 4 p2 (AT)6 12 10472 10483   

PHG9_Scaffold_5288 5 p3 (AAT)5 15 17497 17511 
potentially 
variable 

PHG9_Scaffold_5288 6 p3 (ATA)5 15 17755 17769 
potentially 
variable 

PHG9_Scaffold_5288 7 p2 (TA)6 12 19285 19296   
PHG9_Scaffold_5289 8 p2 (AT)10 20 17119 17138 Hypervariable 
PHG9_Scaffold_5289 9 p2 (TA)6 12 18456 18467   
PHG9_Scaffold_5289 10 p2 (AT)9 18 19258 19275 potentially 



variable 

PHG9_Scaffold_5289 11 p3 (CAC)5 15 19787 19801 
potentially 
variable 

PHG9_Scaffold_5296 5 p3 (AAT)5 15 13420 13434 
potentially 
variable 

PHG9_Scaffold_5296 7 p2 (TA)6 12 17698 17709   

PHG9_Scaffold_5297 2 p2 (AT)8 16 1214 1229 
potentially 
variable 

PHG9_Scaffold_5308 5 p2 (AG)8 16 35289 35304 
potentially 
variable 

PHG9_Scaffold_5308 7 p2 (AG)7 14 49846 49859 
potentially 
variable 

PHG9_Scaffold_5313 1 p3 (ATA)5 15 1121 1135 
potentially 
variable 

PHG9_Scaffold_5313 3 p3 (TGG)5 15 16487 16501 
potentially 
variable 

PHG9_Scaffold_5321 3 p2 (AT)8 16 4302 4317 
potentially 
variable 

PHG9_Scaffold_5327 1 p3 (ATT)5 15 135 149 
potentially 
variable 

PHG9_Scaffold_5330 2 p2 (AT)7 14 8951 8964 
potentially 
variable 

PHG9_Scaffold_5331 1 p2 (TA)7 14 7349 7362 
potentially 
variable 

PHG9_Scaffold_5341 9 p2 (AT)7 14 26348 26361 
potentially 
variable 

PHG9_Scaffold_5342 2 p2 (TA)8 16 1612 1627 
potentially 
variable 

PHG9_Scaffold_5344 3 p2 (TA)6 12 6031 6042   
PHG9_Scaffold_5351 1 p2 (TA)6 12 2385 2396   



PHG9_Scaffold_5351 2 p2 (AT)7 14 2604 2617 
potentially 
variable 

PHG9_Scaffold_5351 5 p2 (AG)7 14 13307 13320 
potentially 
variable 

PHG9_Scaffold_5355 1 p2 (TA)6 12 2945 2956   

PHG9_Scaffold_5357 1 p2 (TA)7 14 2211 2224 
potentially 
variable 

PHG9_Scaffold_5366 2 p2 (GT)6 12 15736 15747   

PHG9_Scaffold_5375 3 p2 (AT)8 16 1701 1716 
potentially 
variable 

PHG9_Scaffold_5376 1 p2 (AT)7 14 746 759 
potentially 
variable 

PHG9_Scaffold_5376 4 p2 (AG)7 14 12035 12048 
potentially 
variable 

PHG9_Scaffold_5378 1 p2 (AT)6 12 6977 6988   

PHG9_Scaffold_5380 4 p3 (ATT)5 15 6807 6821 
potentially 
variable 

PHG9_Scaffold_5380 8 p3 (ATG)5 15 8399 8413 
potentially 
variable 

PHG9_Scaffold_5382 3 p2 (AT)9 18 5759 5776 
potentially 
variable 

PHG9_Scaffold_5382 4 p2 (CT)7 14 6559 6572 
potentially 
variable 

PHG9_Scaffold_5383 2 p2 (AT)7 14 9398 9411 
potentially 
variable 

PHG9_Scaffold_5383 5 p2 (AG)9 18 12714 12731 
potentially 
variable 

PHG9_Scaffold_5388 2 p2 (AC)7 14 5336 5349 
potentially 
variable 

PHG9_Scaffold_5389 4 p2 (GA)6 12 8727 8738   



PHG9_Scaffold_5391 2 p2 (GA)7 14 1550 1563 
potentially 
variable 

PHG9_Scaffold_5392 1 p2 (TA)7 14 11946 11959 
potentially 
variable 

PHG9_Scaffold_5396 6 p2 (AC)9 18 15110 15127 
potentially 
variable 

PHG9_Scaffold_5396 11 p2 (CA)7 14 20442 20455 
potentially 
variable 

PHG9_Scaffold_5399 1 p2 (AT)8 16 3679 3694 
potentially 
variable 

PHG9_Scaffold_5399 3 p2 (TA)8 16 5536 5551 
potentially 
variable 

PHG9_Scaffold_5410 1 p3 (AGA)5 15 502 516 
potentially 
variable 

PHG9_Scaffold_5427 2 p3 (TGG)5 15 6360 6374 
potentially 
variable 

PHG9_Scaffold_5431 2 p2 (AG)6 12 2891 2902   
PHG9_Scaffold_5434 2 p2 (AT)6 12 4474 4485   

PHG9_Scaffold_5435 3 p3 (AAT)5 15 1259 1273 
potentially 
variable 

PHG9_Scaffold_5439 6 p3 (TAT)5 15 13850 13864 
potentially 
variable 

PHG9_Scaffold_5441 6 p3 (ATT)5 15 9202 9216 
potentially 
variable 

PHG9_Scaffold_5442 3 p2 (TA)7 14 6015 6028 
potentially 
variable 

PHG9_Scaffold_5442 5 p2 (AT)8 16 8192 8207 
potentially 
variable 

PHG9_Scaffold_5442 10 p2 (TC)7 14 13941 13954 
potentially 
variable 



PHG9_Scaffold_5450 1 p2 (GA)6 12 4214 4225   

PHG9_Scaffold_5452 3 p3 (TTA)6 18 9266 9283 
potentially 
variable 

PHG9_Scaffold_5460 3 p2 (AG)6 12 11633 11644   

PHG9_Scaffold_5460 4 p3 (CAA)6 18 11959 11976 
potentially 
variable 

PHG9_Scaffold_5461 1 p3 (TAA)5 15 5824 5838 
potentially 
variable 

PHG9_Scaffold_5463 2 p3 (ATC)5 15 5335 5349 
potentially 
variable 

PHG9_Scaffold_5465 2 p2 (AT)6 12 15085 15096   

PHG9_Scaffold_5509 1 p3 (TTC)5 15 11352 11366 
potentially 
variable 

PHG9_Scaffold_5514 2 p2 (AC)6 12 19992 20003   
PHG9_Scaffold_5543 3 p2 (AT)6 12 5917 5928   

PHG9_Scaffold_5543 4 p2 (AT)7 14 6261 6274 
potentially 
variable 

PHG9_Scaffold_5543 8 p6 (AAAACT)6 36 12620 12655 Hypervariable 
PHG9_Scaffold_5543 10 p2 (GA)6 12 20754 20765   
PHG9_Scaffold_5543 23 p2 (TA)6 12 52084 52095   

PHG9_Scaffold_5558 3 p3 (AAG)5 15 35589 35603 
potentially 
variable 

PHG9_Scaffold_5582 1 p3 (AAG)5 15 1174 1188 
potentially 
variable 

PHG9_Scaffold_5619 4 p3 (GAA)5 15 8751 8765 
potentially 
variable 

PHG9_Scaffold_5619 8 p3 (GTT)5 15 21778 21792 
potentially 
variable 

PHG9_Scaffold_5619 12 p2 (TA)7 14 51635 51648 potentially 



variable 
PHG9_Scaffold_5619 27 p2 (TA)6 12 97019 97030   
PHG9_Scaffold_5619 32 p2 (TA)6 12 109456 109467   

PHG9_Scaffold_5619 39 p3 (AAT)5 15 134794 134808 
potentially 
variable 

PHG9_Scaffold_5619 41 p2 (TA)9 18 139807 139824 
potentially 
variable 

PHG9_Scaffold_5619 42 p3 (GAT)6 18 142854 142871 
potentially 
variable 

PHG9_Scaffold_5619 43 p2 (TA)6 12 144929 144940   
PHG9_Scaffold_5619 44 p2 (TA)6 12 145813 145824   
PHG9_Scaffold_5619 45 p2 (CA)6 12 148724 148735   

PHG9_Scaffold_5619 46 p3 (AGA)6 18 150700 150717 
potentially 
variable 

PHG9_Scaffold_5619 57 p2 (TA)9 18 170465 170482 
potentially 
variable 

PHG9_Scaffold_5619 58 p2 (TA)6 12 170955 170966   

PHG9_Scaffold_5619 63 p2 (CT)7 14 182464 182477 
potentially 
variable 

PHG9_Scaffold_5619 64 p2 (TA)6 12 184565 184576   
PHG9_Scaffold_5619 70 p2 (AG)6 12 199102 199113   

PHG9_Scaffold_5620 2 p2 (TA)8 16 13260 13275 
potentially 
variable 

PHG9_Scaffold_5621 1 p2 (TA)6 12 1530 1541   

PHG9_Scaffold_5621 6 p2 (TA)7 14 21538 21551 
potentially 
variable 

PHG9_Scaffold_5622 2 p2 (AT)9 18 1758 1775 
potentially 
variable 

PHG9_Scaffold_5622 3 p2 (TA)8 16 2191 2206 potentially 



variable 

PHG9_Scaffold_5622 5 p2 (AT)7 14 7625 7638 
potentially 
variable 

PHG9_Scaffold_5623 9 p2 (TA)6 12 65461 65472   
PHG9_Scaffold_5623 15 p2 (TA)6 12 106599 106610   

PHG9_Scaffold_5623 17 p2 (TA)7 14 127004 127017 
potentially 
variable 

PHG9_Scaffold_5625 2 p2 (TA)6 12 28352 28363   

PHG9_Scaffold_5625 5 p2 (TA)7 14 53540 53553 
potentially 
variable 

PHG9_Scaffold_5625 12 p3 (AGG)5 15 74348 74362 
potentially 
variable 

PHG9_Scaffold_5625 13 p3 (ATA)5 15 79888 79902 
potentially 
variable 

PHG9_Scaffold_5626 1 p2 (AT)8 16 13751 13766 
potentially 
variable 

PHG9_Scaffold_5626 10 p2 (TA)6 12 74949 74960   

PHG9_Scaffold_5627 27 p2 (TA)8 16 105675 105690 
potentially 
variable 

PHG9_Scaffold_5627 32 p2 (TA)6 12 124674 124685   

PHG9_Scaffold_5627 38 p3 (ATC)5 15 139272 139286 
potentially 
variable 

PHG9_Scaffold_5627 50 p2 (AT)9 18 166715 166732 
potentially 
variable 

PHG9_Scaffold_5628 3 p2 (TA)6 12 19057 19068   
PHG9_Scaffold_5628 23 p2 (AT)6 12 228954 228965   
PHG9_Scaffold_5628 28 p2 (AT)6 12 248556 248567   

PHG9_Scaffold_5628 37 p3 (TAT)5 15 295370 295384 
potentially 
variable 



PHG9_Scaffold_5628 38 p3 (GCC)5 15 297428 297442 
potentially 
variable 

PHG9_Scaffold_5630 3 p3 (TGT)6 18 19134 19151 
potentially 
variable 

PHG9_Scaffold_5630 6 p2 (AT)6 12 22693 22704   
PHG9_Scaffold_5630 13 p2 (GA)6 12 39596 39607   

PHG9_Scaffold_5630 17 p2 (AC)7 14 84295 84308 
potentially 
variable 

PHG9_Scaffold_5630 30 p2 (TC)8 16 169814 169829 
potentially 
variable 

PHG9_Scaffold_5630 33 p3 (ATG)5 15 179312 179326 
potentially 
variable 

PHG9_Scaffold_5630 34 p2 (TA)7 14 185091 185104 
potentially 
variable 

PHG9_Scaffold_5632 4 p3 (CTT)6 18 7443 7460 
potentially 
variable 

PHG9_Scaffold_5632 17 p3 (TTA)5 15 122390 122404 
potentially 
variable 

PHG9_Scaffold_5633 3 p3 (AAT)5 15 12082 12096 
potentially 
variable 

PHG9_Scaffold_5633 5 p3 (CTT)6 18 13363 13380 
potentially 
variable 

PHG9_Scaffold_5633 7 p3 (AAT)5 15 16462 16476 
potentially 
variable 

PHG9_Scaffold_5633 9 p3 (AAG)5 15 19245 19259 
potentially 
variable 

PHG9_Scaffold_5633 10 p3 (AAT)5 15 21644 21658 
potentially 
variable 

PHG9_Scaffold_5633 12 p3 (AGA)6 18 31177 31194 
potentially 
variable 



PHG9_Scaffold_5633 14 p2 (CT)6 12 36832 36843   

PHG9_Scaffold_5633 17 p3 (GAG)5 15 43689 43703 
potentially 
variable 

PHG9_Scaffold_5633 18 p2 (AT)8 16 49224 49239 
potentially 
variable 

PHG9_Scaffold_5633 19 p2 (TA)9 18 55311 55328 
potentially 
variable 

PHG9_Scaffold_5633 22 p3 (AAG)5 15 65345 65359 
potentially 
variable 

PHG9_Scaffold_5633 23 p3 (TAG)6 18 66164 66181 
potentially 
variable 

PHG9_Scaffold_5633 26 p3 (CAT)5 15 78435 78449 
potentially 
variable 

PHG9_Scaffold_5633 31 p2 (GT)8 16 86312 86327 
potentially 
variable 

PHG9_Scaffold_5633 33 p3 (GAA)5 15 93394 93408 
potentially 
variable 

PHG9_Scaffold_5633 40 p3 (TAA)6 18 115952 115969 
potentially 
variable 

PHG9_Scaffold_5633 48 p2 (TC)7 14 139504 139517 
potentially 
variable 

PHG9_Scaffold_5633 49 p2 (GA)6 12 145706 145717   

PHG9_Scaffold_5633 54 p2 (AT)9 18 154678 154695 
potentially 
variable 

PHG9_Scaffold_5633 58 p3 (AAG)6 18 168321 168338 
potentially 
variable 

PHG9_Scaffold_5633 59 p2 (CT)9 18 168575 168592 
potentially 
variable 

PHG9_Scaffold_5633 62 p2 (TA)7 14 169584 169597 
potentially 
variable 



PHG9_Scaffold_5633 68 p3 (TAT)6 18 183131 183148 
potentially 
variable 

PHG9_Scaffold_5633 79 p2 (AT)9 18 206416 206433 
potentially 
variable 

PHG9_Scaffold_5633 82 p3 (ATG)5 15 209409 209423 
potentially 
variable 

PHG9_Scaffold_5634 5 p2 (AT)6 12 15045 15056   
PHG9_Scaffold_5634 8 p2 (TA)6 12 18889 18900   

PHG9_Scaffold_5634 18 p2 (TA)7 14 41904 41917 
potentially 
variable 

PHG9_Scaffold_5634 24 p2 (GT)6 12 74323 74334   

PHG9_Scaffold_5634 30 p2 (TA)9 18 96558 96575 
potentially 
variable 

PHG9_Scaffold_5634 31 p2 (AT)6 12 110492 110503   

PHG9_Scaffold_5634 39 p2 (AT)8 16 128203 128218 
potentially 
variable 

PHG9_Scaffold_5635 10 p2 (AT)7 14 50861 50874 
potentially 
variable 

PHG9_Scaffold_5635 13 p2 (TA)8 16 61669 61684 
potentially 
variable 

PHG9_Scaffold_5635 16 p2 (TA)7 14 65515 65528 
potentially 
variable 

PHG9_Scaffold_5635 19 p3 (TTG)5 15 76486 76500 
potentially 
variable 

PHG9_Scaffold_5635 23 p3 (AAT)5 15 89620 89634 
potentially 
variable 

PHG9_Scaffold_5635 29 p2 (TG)7 14 129144 129157 
potentially 
variable 

PHG9_Scaffold_5636 3 p2 (AT)7 14 3055 3068 
potentially 
variable 



PHG9_Scaffold_5636 13 p2 (AT)7 14 48083 48096 
potentially 
variable 

PHG9_Scaffold_5637 3 p2 (AT)6 12 5956 5967   
PHG9_Scaffold_5637 4 p2 (AT)6 12 8274 8285   

PHG9_Scaffold_5637 7 p3 (TTA)5 15 11955 11969 
potentially 
variable 

PHG9_Scaffold_5637 11 p3 (TAA)5 15 29872 29886 
potentially 
variable 

PHG9_Scaffold_5637 21 p3 (TAA)5 15 60688 60702 
potentially 
variable 

PHG9_Scaffold_5637 22 p2 (AT)6 12 61329 61340   
PHG9_Scaffold_5637 28 p2 (TC)6 12 73905 73916   
PHG9_Scaffold_5637 32 p2 (TC)6 12 90111 90122   

PHG9_Scaffold_5638 4 p2 (AT)7 14 12700 12713 
potentially 
variable 

PHG9_Scaffold_5638 5 p2 (TC)6 12 13734 13745   

PHG9_Scaffold_5638 8 p3 (GAA)5 15 20210 20224 
potentially 
variable 

PHG9_Scaffold_5638 25 p2 (AT)6 12 44407 44418   
PHG9_Scaffold_5638 26 p2 (AG)6 12 45350 45361   

PHG9_Scaffold_5638 27 p3 (TTA)5 15 46870 46884 
potentially 
variable 

PHG9_Scaffold_5638 30 p3 (AGA)5 15 62957 62971 
potentially 
variable 

PHG9_Scaffold_5638 32 p2 (TG)6 12 65345 65356   

PHG9_Scaffold_5638 41 p3 (TAA)5 15 91137 91151 
potentially 
variable 

PHG9_Scaffold_5638 45 p2 (AT)6 12 97282 97293   
PHG9_Scaffold_5638 55 p2 (TA)7 14 129100 129113 potentially 



variable 
PHG9_Scaffold_5639 4 p2 (CA)6 12 30067 30078   
PHG9_Scaffold_5640 6 p2 (AC)6 12 16626 16637   
PHG9_Scaffold_5641 3 p2 (TA)6 12 15804 15815   

PHG9_Scaffold_5641 6 p2 (TA)7 14 21591 21604 
potentially 
variable 

PHG9_Scaffold_5641 18 p3 (GTG)5 15 40121 40135 
potentially 
variable 

PHG9_Scaffold_5641 24 p3 (GTG)5 15 56681 56695 
potentially 
variable 

PHG9_Scaffold_5641 28 p2 (TA)6 12 63655 63666   
PHG9_Scaffold_5641 32 p2 (AT)6 12 87411 87422   
PHG9_Scaffold_5644 5 p2 (AT)6 12 34126 34137   

PHG9_Scaffold_5645 10 p2 (TA)7 14 60349 60362 
potentially 
variable 

PHG9_Scaffold_5645 14 p2 (TA)7 14 74949 74962 
potentially 
variable 

PHG9_Scaffold_5646 2 p2 (TA)6 12 3157 3168   

PHG9_Scaffold_5646 3 p2 (AT)8 16 4858 4873 
potentially 
variable 

PHG9_Scaffold_5646 4 p2 (AT)7 14 6579 6592 
potentially 
variable 

PHG9_Scaffold_5646 9 p2 (TC)7 14 32937 32950 
potentially 
variable 

PHG9_Scaffold_5646 17 p2 (AT)6 12 49269 49280   

PHG9_Scaffold_5647 10 p2 (CA)7 14 18527 18540 
potentially 
variable 

PHG9_Scaffold_5647 31 p2 (AT)6 12 101827 101838   
PHG9_Scaffold_5648 1 p2 (AT)8 16 1735 1750 potentially 



variable 

PHG9_Scaffold_5648 4 p3 (GGA)6 18 10193 10210 
potentially 
variable 

PHG9_Scaffold_5648 5 p2 (AT)8 16 13832 13847 
potentially 
variable 

PHG9_Scaffold_5648 19 p2 (TA)9 18 30839 30856 
potentially 
variable 

PHG9_Scaffold_5648 20 p2 (TA)6 12 31648 31659   
PHG9_Scaffold_5648 21 p2 (AG)6 12 31942 31953   
PHG9_Scaffold_5648 24 p2 (AT)6 12 39807 39818   

PHG9_Scaffold_5648 27 p2 (TA)8 16 42849 42864 
potentially 
variable 

PHG9_Scaffold_5649 10 p2 (TA)6 12 25390 25401   

PHG9_Scaffold_5651 8 p3 (AAT)6 18 28071 28088 
potentially 
variable 

PHG9_Scaffold_5653 1 p3 (CAA)5 15 10864 10878 
potentially 
variable 

PHG9_Scaffold_5654 7 p3 (GTA)5 15 27358 27372 
potentially 
variable 

PHG9_Scaffold_5655 8 p2 (CA)6 12 20661 20672   

PHG9_Scaffold_5655 11 p2 (TA)8 16 35318 35333 
potentially 
variable 

PHG9_Scaffold_5655 23 p2 (CT)8 16 82543 82558 
potentially 
variable 

PHG9_Scaffold_5655 25 p2 (AT)6 12 91534 91545   
PHG9_Scaffold_5655 28 p2 (AC)6 12 108613 108624   

PHG9_Scaffold_5655 37 p3 (CGT)5 15 141502 141516 
potentially 
variable 

PHG9_Scaffold_5655 38 p2 (AT)9 18 141710 141727 potentially 



variable 

PHG9_Scaffold_5655 41 p3 (GAA)5 15 152711 152725 
potentially 
variable 

PHG9_Scaffold_5655 44 p3 (TAG)6 18 172711 172728 
potentially 
variable 

PHG9_Scaffold_5655 49 p3 (AAT)6 18 187468 187485 
potentially 
variable 

PHG9_Scaffold_5655 51 p2 (CA)8 16 193888 193903 
potentially 
variable 

PHG9_Scaffold_5655 52 p2 (TA)7 14 197089 197102 
potentially 
variable 

PHG9_Scaffold_5655 54 p2 (TA)6 12 199334 199345   

PHG9_Scaffold_5655 55 p2 (TC)9 18 201002 201019 
potentially 
variable 

PHG9_Scaffold_5655 57 p3 (ATC)5 15 205056 205070 
potentially 
variable 

PHG9_Scaffold_5655 60 p2 (AT)7 14 214532 214545 
potentially 
variable 

PHG9_Scaffold_5655 61 p3 (AAG)5 15 218171 218185 
potentially 
variable 

PHG9_Scaffold_5655 66 p2 (TA)6 12 234294 234305   

PHG9_Scaffold_5655 75 p3 (GAA)6 18 270193 270210 
potentially 
variable 

PHG9_Scaffold_5655 77 p2 (AT)6 12 273785 273796   

PHG9_Scaffold_5657 9 p3 (GAA)5 15 33689 33703 
potentially 
variable 

PHG9_Scaffold_5657 24 p2 (AT)7 14 69250 69263 
potentially 
variable 

PHG9_Scaffold_5658 2 p2 (TA)6 12 3963 3974   
PHG9_Scaffold_5659 1 p3 (ATA)5 15 221 235 potentially 



variable 

PHG9_Scaffold_5659 3 p3 (TTC)6 18 1419 1436 
potentially 
variable 

PHG9_Scaffold_5659 12 p2 (AT)8 16 18932 18947 
potentially 
variable 

PHG9_Scaffold_5659 17 p2 (AT)6 12 23649 23660   

PHG9_Scaffold_5659 40 p3 (AAT)5 15 105938 105952 
potentially 
variable 

PHG9_Scaffold_5659 45 p2 (GT)6 12 128997 129008   
PHG9_Scaffold_5659 49 p2 (CA)6 12 148981 148992   

PHG9_Scaffold_5660 3 p2 (TA)8 16 62415 62430 
potentially 
variable 

PHG9_Scaffold_5662 1 p3 (TAT)5 15 4677 4691 
potentially 
variable 

PHG9_Scaffold_5662 8 p2 (TA)6 12 47662 47673   
PHG9_Scaffold_5662 17 p2 (AT)6 12 92354 92365   

PHG9_Scaffold_5664 3 p2 (AT)9 18 18790 18807 
potentially 
variable 

PHG9_Scaffold_5664 10 p2 (TA)7 14 42843 42856 
potentially 
variable 

PHG9_Scaffold_5664 19 p2 (AT)6 12 84346 84357   
PHG9_Scaffold_5664 23 p2 (CT)6 12 88789 88800   
PHG9_Scaffold_5665 8 p2 (AT)6 12 50987 50998   

PHG9_Scaffold_5665 10 p2 (AT)7 14 56766 56779 
potentially 
variable 

PHG9_Scaffold_5665 16 p2 (AC)7 14 65137 65150 
potentially 
variable 

PHG9_Scaffold_5665 19 p2 (TA)7 14 67520 67533 
potentially 
variable 



PHG9_Scaffold_5665 22 p3 (AAT)5 15 79819 79833 
potentially 
variable 

PHG9_Scaffold_5665 26 p3 (ACC)5 15 90439 90453 
potentially 
variable 

PHG9_Scaffold_5665 29 p2 (CT)6 12 102382 102393   
PHG9_Scaffold_5666 2 p2 (TA)6 12 15889 15900   

PHG9_Scaffold_5666 18 p2 (CT)8 16 70326 70341 
potentially 
variable 

PHG9_Scaffold_5666 22 p2 (TC)8 16 81206 81221 
potentially 
variable 

PHG9_Scaffold_5666 23 p2 (TA)7 14 81611 81624 
potentially 
variable 

PHG9_Scaffold_5666 26 p3 (ATT)5 15 107419 107433 
potentially 
variable 

PHG9_Scaffold_5666 37 p2 (AT)6 12 167129 167140   
PHG9_Scaffold_5666 54 p2 (GA)6 12 219499 219510   

PHG9_Scaffold_5667 2 p2 (TA)8 16 3417 3432 
potentially 
variable 

PHG9_Scaffold_5667 10 p2 (AT)6 12 42921 42932   

PHG9_Scaffold_5667 15 p3 (AAT)5 15 79123 79137 
potentially 
variable 

PHG9_Scaffold_5667 22 p2 (AT)9 18 107916 107933 
potentially 
variable 

PHG9_Scaffold_5667 25 p3 (ATA)6 18 120340 120357 
potentially 
variable 

PHG9_Scaffold_5667 27 p2 (TA)9 18 127304 127321 
potentially 
variable 

PHG9_Scaffold_5667 28 p2 (TG)6 12 128471 128482   
PHG9_Scaffold_5667 37 p2 (TA)6 12 154183 154194   



PHG9_Scaffold_5667 40 p2 (AT)7 14 158528 158541 
potentially 
variable 

PHG9_Scaffold_5667 41 p3 (ACT)5 15 161108 161122 
potentially 
variable 

PHG9_Scaffold_5667 62 p2 (AG)9 18 237009 237026 
potentially 
variable 

PHG9_Scaffold_5667 66 p2 (TA)6 12 255237 255248   

PHG9_Scaffold_5667 70 p3 (ATT)6 18 262129 262146 
potentially 
variable 

PHG9_Scaffold_5667 72 p3 (ACA)6 18 264924 264941 
potentially 
variable 

PHG9_Scaffold_5667 73 p2 (CT)7 14 265326 265339 
potentially 
variable 

PHG9_Scaffold_5667 75 p2 (TC)6 12 269705 269716   
PHG9_Scaffold_5667 78 p2 (TA)6 12 282362 282373   

PHG9_Scaffold_5667 79 p2 (TA)7 14 305513 305526 
potentially 
variable 

PHG9_Scaffold_5667 82 p2 (AG)8 16 312111 312126 
potentially 
variable 

PHG9_Scaffold_5667 84 p3 (AAT)5 15 313484 313498 
potentially 
variable 

PHG9_Scaffold_5668 4 p2 (TA)7 14 8161 8174 
potentially 
variable 

PHG9_Scaffold_5668 8 p2 (AT)6 12 39006 39017   
PHG9_Scaffold_5668 11 p2 (AT)6 12 50245 50256   
PHG9_Scaffold_5669 7 p2 (TC)6 12 24317 24328   

PHG9_Scaffold_5669 13 p2 (GA)8 16 32212 32227 
potentially 
variable 

PHG9_Scaffold_5669 19 p2 (CT)6 12 41607 41618   



PHG9_Scaffold_5669 20 p2 (CT)6 12 41935 41946   

PHG9_Scaffold_5669 23 p3 (AAG)5 15 49097 49111 
potentially 
variable 

PHG9_Scaffold_5669 30 p2 (TA)6 12 85785 85796   
PHG9_Scaffold_5669 31 p2 (AT)6 12 86657 86668   
PHG9_Scaffold_5669 32 p2 (TA)6 12 86834 86845   

PHG9_Scaffold_5669 36 p2 (TA)7 14 106038 106051 
potentially 
variable 

PHG9_Scaffold_5669 38 p2 (TA)6 12 115337 115348   
PHG9_Scaffold_5669 46 p2 (AT)6 12 138230 138241   

PHG9_Scaffold_5669 51 p3 (AAT)5 15 141813 141827 
potentially 
variable 

PHG9_Scaffold_5670 2 p2 (AT)6 12 2781 2792   

PHG9_Scaffold_5670 17 p3 (TAA)5 15 46495 46509 
potentially 
variable 

PHG9_Scaffold_5670 20 p2 (AT)7 14 89918 89931 
potentially 
variable 

PHG9_Scaffold_5670 27 p2 (AT)9 18 112802 112819 
potentially 
variable 

PHG9_Scaffold_5672 18 p2 (AT)6 12 38072 38083   

PHG9_Scaffold_5672 30 p3 (AAT)5 15 71044 71058 
potentially 
variable 

PHG9_Scaffold_5672 31 p2 (TA)9 18 76997 77014 
potentially 
variable 

PHG9_Scaffold_5672 34 p3 (CCA)5 15 85257 85271 
potentially 
variable 

PHG9_Scaffold_5673 1 p2 (TG)7 14 475 488 
potentially 
variable 

PHG9_Scaffold_5673 4 p2 (TA)7 14 20754 20767 potentially 



variable 

PHG9_Scaffold_5673 7 p2 (TA)9 18 29935 29952 
potentially 
variable 

PHG9_Scaffold_5673 40 p2 (TA)6 12 180790 180801   
PHG9_Scaffold_5673 43 p2 (AT)6 12 187150 187161   

PHG9_Scaffold_5673 52 p2 (AT)7 14 227616 227629 
potentially 
variable 

PHG9_Scaffold_5673 54 p2 (GA)9 18 262794 262811 
potentially 
variable 

PHG9_Scaffold_5674 1 p2 (AT)6 12 1116 1127   

PHG9_Scaffold_5674 2 p3 (ATT)5 15 21903 21917 
potentially 
variable 

PHG9_Scaffold_5674 3 p2 (AT)6 12 29413 29424   

PHG9_Scaffold_5674 4 p2 (TA)7 14 35689 35702 
potentially 
variable 

PHG9_Scaffold_5674 5 p2 (TA)8 16 38858 38873 
potentially 
variable 

PHG9_Scaffold_5674 10 p2 (TA)6 12 48080 48091   

PHG9_Scaffold_5674 12 p2 (TA)9 18 50984 51001 
potentially 
variable 

PHG9_Scaffold_5674 16 p3 (ATG)5 15 58543 58557 
potentially 
variable 

PHG9_Scaffold_5674 20 p2 (AT)7 14 65201 65214 
potentially 
variable 

PHG9_Scaffold_5675 9 p2 (TA)6 12 20134 20145   

PHG9_Scaffold_5675 11 p3 (GAT)5 15 25695 25709 
potentially 
variable 

PHG9_Scaffold_5675 13 p2 (TA)6 12 28007 28018   
PHG9_Scaffold_5675 14 p2 (TC)6 12 29482 29493   



PHG9_Scaffold_5675 15 p2 (TA)9 18 30026 30043 
potentially 
variable 

PHG9_Scaffold_5675 23 p2 (AG)6 12 53757 53768   
PHG9_Scaffold_5675 38 p2 (TA)6 12 103513 103524   
PHG9_Scaffold_5675 40 p2 (AG)6 12 105001 105012   
PHG9_Scaffold_5675 51 p2 (AG)6 12 139173 139184   
PHG9_Scaffold_5675 52 p2 (GT)6 12 139324 139335   

PHG9_Scaffold_5675 53 p3 (TTC)5 15 144087 144101 
potentially 
variable 

PHG9_Scaffold_5675 59 p2 (AT)9 18 166735 166752 
potentially 
variable 

PHG9_Scaffold_5675 63 p2 (AG)6 12 172189 172200   

PHG9_Scaffold_5675 66 p2 (AT)8 16 177421 177436 
potentially 
variable 

PHG9_Scaffold_5675 74 p3 (ATT)5 15 208861 208875 
potentially 
variable 

PHG9_Scaffold_5675 77 p2 (AT)6 12 223986 223997   

PHG9_Scaffold_5675 85 p3 (ATG)5 15 247610 247624 
potentially 
variable 

PHG9_Scaffold_5675 96 p3 (TTC)6 18 289354 289371 
potentially 
variable 

PHG9_Scaffold_5675 100 p2 (AT)6 12 291851 291862   

PHG9_Scaffold_5675 102 p3 (CTG)5 15 302032 302046 
potentially 
variable 

PHG9_Scaffold_5676 20 p2 (AT)9 18 66606 66623 
potentially 
variable 

PHG9_Scaffold_5676 22 p2 (CA)6 12 67209 67220   

PHG9_Scaffold_5676 25 p2 (TA)9 18 70669 70686 
potentially 
variable 



PHG9_Scaffold_5676 34 p2 (AT)7 14 83949 83962 
potentially 
variable 

PHG9_Scaffold_5676 42 p3 (GAA)6 18 94926 94943 
potentially 
variable 

PHG9_Scaffold_5676 46 p2 (AT)7 14 104468 104481 
potentially 
variable 

PHG9_Scaffold_5676 51 p3 (AAT)6 18 112107 112124 
potentially 
variable 

PHG9_Scaffold_5677 5 p2 (TA)7 14 12377 12390 
potentially 
variable 

PHG9_Scaffold_5677 7 p2 (AG)6 12 19073 19084   
PHG9_Scaffold_5677 12 p2 (AT)6 12 48719 48730   

PHG9_Scaffold_5677 15 p2 (AT)9 18 55060 55077 
potentially 
variable 

PHG9_Scaffold_5677 25 p2 (TA)6 12 95023 95034   

PHG9_Scaffold_5677 27 p2 (TC)7 14 101901 101914 
potentially 
variable 

PHG9_Scaffold_5677 28 p2 (CT)6 12 102053 102064   
PHG9_Scaffold_5678 5 p2 (AT)6 12 27751 27762   
PHG9_Scaffold_5678 27 p2 (AT)6 12 94800 94811   
PHG9_Scaffold_5678 36 p2 (AT)6 12 144994 145005   

PHG9_Scaffold_5679 21 p3 (TTC)5 15 50028 50042 
potentially 
variable 

PHG9_Scaffold_5679 23 p2 (TC)6 12 62504 62515   

PHG9_Scaffold_5679 28 p3 (TCT)5 15 76776 76790 
potentially 
variable 

PHG9_Scaffold_5679 32 p2 (TA)7 14 82569 82582 
potentially 
variable 

PHG9_Scaffold_5679 34 p3 (TGT)5 15 91690 91704 potentially 



variable 

PHG9_Scaffold_5679 35 p3 (TGT)5 15 92757 92771 
potentially 
variable 

PHG9_Scaffold_5679 48 p2 (TA)6 12 136305 136316   

PHG9_Scaffold_5680 5 p3 (TCA)6 18 20474 20491 
potentially 
variable 

PHG9_Scaffold_5680 15 p2 (TA)6 12 60959 60970   
PHG9_Scaffold_5680 18 p2 (TA)6 12 95530 95541   

PHG9_Scaffold_5680 22 p2 (AT)7 14 143094 143107 
potentially 
variable 

PHG9_Scaffold_5681 1 p2 (AT)9 18 33 50 
potentially 
variable 

PHG9_Scaffold_5681 4 p2 (TA)9 18 8558 8575 
potentially 
variable 

PHG9_Scaffold_5681 10 p2 (TA)6 12 22477 22488   

PHG9_Scaffold_5681 12 p3 (TTG)5 15 32458 32472 
potentially 
variable 

PHG9_Scaffold_5681 18 p3 (GAA)6 18 44948 44965 
potentially 
variable 

PHG9_Scaffold_5681 22 p3 (CGG)5 15 50892 50906 
potentially 
variable 

PHG9_Scaffold_5681 35 p2 (CT)7 14 92727 92740 
potentially 
variable 

PHG9_Scaffold_5681 36 p3 (ATG)5 15 96389 96403 
potentially 
variable 

PHG9_Scaffold_5681 48 p3 (TAT)5 15 112956 112970 
potentially 
variable 

PHG9_Scaffold_5682 2 p2 (TA)7 14 2175 2188 
potentially 
variable 

PHG9_Scaffold_5682 10 p2 (GA)7 14 58981 58994 potentially 



variable 
PHG9_Scaffold_5682 17 p2 (TA)6 12 71170 71181   

PHG9_Scaffold_5682 26 p2 (AT)8 16 117742 117757 
potentially 
variable 

PHG9_Scaffold_5683 4 p2 (AT)6 12 11713 11724   

PHG9_Scaffold_5684 5 p2 (AT)7 14 19613 19626 
potentially 
variable 

PHG9_Scaffold_5684 8 p3 (ACA)5 15 34385 34399 
potentially 
variable 

PHG9_Scaffold_5684 10 p2 (AG)7 14 38175 38188 
potentially 
variable 

PHG9_Scaffold_5684 12 p3 (TTA)5 15 47521 47535 
potentially 
variable 

PHG9_Scaffold_5684 13 p3 (ATG)5 15 51497 51511 
potentially 
variable 

PHG9_Scaffold_5684 14 p2 (CA)6 12 51907 51918   
PHG9_Scaffold_5684 21 p2 (AT)6 12 65602 65613   

PHG9_Scaffold_5684 25 p3 (ATA)5 15 72878 72892 
potentially 
variable 

PHG9_Scaffold_5684 33 p2 (AG)6 12 85936 85947   

PHG9_Scaffold_5684 34 p2 (CT)9 18 86400 86417 
potentially 
variable 

PHG9_Scaffold_5684 35 p2 (AG)9 18 91680 91697 
potentially 
variable 

PHG9_Scaffold_5684 38 p2 (TA)6 12 101274 101285   
PHG9_Scaffold_5684 39 p2 (TC)6 12 103402 103413   

PHG9_Scaffold_5684 47 p3 (TTC)5 15 125824 125838 
potentially 
variable 

PHG9_Scaffold_5685 5 p3 (ACA)5 15 11380 11394 potentially 



variable 

PHG9_Scaffold_5685 6 p3 (GAG)5 15 15084 15098 
potentially 
variable 

PHG9_Scaffold_5685 15 p2 (TA)7 14 42990 43003 
potentially 
variable 

PHG9_Scaffold_5685 16 p3 (TAT)5 15 43388 43402 
potentially 
variable 

PHG9_Scaffold_5685 21 p2 (AT)6 12 53606 53617   

PHG9_Scaffold_5686 13 p2 (TA)8 16 36431 36446 
potentially 
variable 

PHG9_Scaffold_5687 3 p2 (AT)7 14 5624 5637 
potentially 
variable 

PHG9_Scaffold_5687 7 p2 (AT)7 14 56333 56346 
potentially 
variable 

PHG9_Scaffold_5687 9 p3 (TTA)5 15 74376 74390 
potentially 
variable 

PHG9_Scaffold_5687 14 p2 (GA)7 14 148680 148693 
potentially 
variable 

PHG9_Scaffold_5689 17 p2 (TA)8 16 55627 55642 
potentially 
variable 

PHG9_Scaffold_5690 2 p3 (ATA)5 15 4719 4733 
potentially 
variable 

PHG9_Scaffold_5690 4 p2 (AT)9 18 13255 13272 
potentially 
variable 

PHG9_Scaffold_5690 5 p2 (GA)9 18 14695 14712 
potentially 
variable 

PHG9_Scaffold_5690 6 p3 (AAT)6 18 15345 15362 
potentially 
variable 

PHG9_Scaffold_5690 14 p2 (TA)7 14 35673 35686 
potentially 
variable 



PHG9_Scaffold_5690 16 p2 (AT)7 14 36912 36925 
potentially 
variable 

PHG9_Scaffold_5690 20 p2 (TG)6 12 50106 50117   

PHG9_Scaffold_5690 26 p3 (GAT)5 15 75143 75157 
potentially 
variable 

PHG9_Scaffold_5691 12 p2 (GT)6 12 29819 29830   

PHG9_Scaffold_5691 24 p2 (CT)7 14 65072 65085 
potentially 
variable 

PHG9_Scaffold_5692 14 p3 (GAG)5 15 39304 39318 
potentially 
variable 

PHG9_Scaffold_5693 5 p2 (AT)8 16 15602 15617 
potentially 
variable 

PHG9_Scaffold_5693 11 p2 (CT)8 16 26268 26283 
potentially 
variable 

PHG9_Scaffold_5693 18 p2 (TC)9 18 44780 44797 
potentially 
variable 

PHG9_Scaffold_5693 19 p3 (TAA)5 15 50683 50697 
potentially 
variable 

PHG9_Scaffold_5693 20 p3 (TAA)5 15 57545 57559 
potentially 
variable 

PHG9_Scaffold_5693 24 p3 (TAT)6 18 67932 67949 
potentially 
variable 

PHG9_Scaffold_5693 29 p2 (TA)6 12 83985 83996   

PHG9_Scaffold_5693 40 p2 (AC)7 14 101454 101467 
potentially 
variable 

PHG9_Scaffold_5693 43 p2 (TA)6 12 110097 110108   

PHG9_Scaffold_5693 45 p3 (AGA)5 15 110764 110778 
potentially 
variable 

PHG9_Scaffold_5693 52 p3 (TCT)6 18 143954 143971 
potentially 
variable 



PHG9_Scaffold_5693 54 p2 (CT)8 16 148637 148652 
potentially 
variable 

PHG9_Scaffold_5693 60 p2 (TA)8 16 171208 171223 
potentially 
variable 

PHG9_Scaffold_5693 64 p2 (AT)6 12 177451 177462   

PHG9_Scaffold_5693 68 p2 (AT)8 16 182609 182624 
potentially 
variable 

PHG9_Scaffold_5693 70 p2 (AT)9 18 183303 183320 
potentially 
variable 

PHG9_Scaffold_5693 72 p3 (GCA)5 15 199283 199297 
potentially 
variable 

PHG9_Scaffold_5693 75 p2 (CA)6 12 201497 201508   

PHG9_Scaffold_5693 91 p2 (AT)7 14 257408 257421 
potentially 
variable 

PHG9_Scaffold_5693 95 p2 (TC)7 14 265287 265300 
potentially 
variable 

PHG9_Scaffold_5693 97 p2 (TA)6 12 271778 271789   
PHG9_Scaffold_5694 4 p2 (TA)6 12 17636 17647   
PHG9_Scaffold_5694 10 p2 (CA)6 12 43074 43085   

PHG9_Scaffold_5694 21 p3 (ATT)5 15 71942 71956 
potentially 
variable 

PHG9_Scaffold_5694 26 p2 (TA)6 12 88394 88405   
PHG9_Scaffold_5694 28 p2 (TA)6 12 99036 99047   

PHG9_Scaffold_5695 4 p3 (TGA)5 15 11796 11810 
potentially 
variable 

PHG9_Scaffold_5695 8 p2 (TA)6 12 22352 22363   

PHG9_Scaffold_5695 21 p3 (TTA)5 15 57678 57692 
potentially 
variable 

PHG9_Scaffold_5695 22 p3 (ATT)5 15 60247 60261 potentially 



variable 

PHG9_Scaffold_5695 28 p3 (TAA)6 18 75806 75823 
potentially 
variable 

PHG9_Scaffold_5695 32 p2 (AT)6 12 79764 79775   
PHG9_Scaffold_5695 37 p2 (AT)6 12 92964 92975   

PHG9_Scaffold_5695 46 p3 (AGA)5 15 108991 109005 
potentially 
variable 

PHG9_Scaffold_5696 10 p2 (AT)6 12 28466 28477   

PHG9_Scaffold_5697 1 p2 (TA)8 16 11541 11556 
potentially 
variable 

PHG9_Scaffold_5698 2 p3 (TGG)5 15 3714 3728 
potentially 
variable 

PHG9_Scaffold_5698 7 p2 (TC)7 14 29429 29442 
potentially 
variable 

PHG9_Scaffold_5698 15 p2 (AG)9 18 70412 70429 
potentially 
variable 

PHG9_Scaffold_5698 19 p2 (AT)9 18 95249 95266 
potentially 
variable 

PHG9_Scaffold_5699 3 p2 (GA)7 14 9440 9453 
potentially 
variable 

PHG9_Scaffold_5699 5 p3 (TAA)5 15 12945 12959 
potentially 
variable 

PHG9_Scaffold_5699 8 p2 (AT)8 16 18210 18225 
potentially 
variable 

PHG9_Scaffold_5699 12 p3 (TAA)5 15 23150 23164 
potentially 
variable 

PHG9_Scaffold_5699 14 p2 (AT)6 12 24658 24669   

PHG9_Scaffold_5699 15 p2 (TA)8 16 27381 27396 
potentially 
variable 

PHG9_Scaffold_5700 12 p2 (TA)8 16 36367 36382 potentially 



variable 

PHG9_Scaffold_5701 1 p2 (AG)7 14 2725 2738 
potentially 
variable 

PHG9_Scaffold_5701 3 p2 (TA)9 18 6037 6054 
potentially 
variable 

PHG9_Scaffold_5701 23 p3 (AAT)5 15 39939 39953 
potentially 
variable 

PHG9_Scaffold_5701 30 p2 (TA)6 12 56414 56425   

PHG9_Scaffold_5702 2 p3 (TAA)5 15 5843 5857 
potentially 
variable 

PHG9_Scaffold_5702 5 p2 (TA)7 14 31974 31987 
potentially 
variable 

PHG9_Scaffold_5702 12 p2 (AT)8 16 60765 60780 
potentially 
variable 

PHG9_Scaffold_5703 7 p2 (TC)8 16 39237 39252 
potentially 
variable 

PHG9_Scaffold_5703 9 p3 (ATA)6 18 49419 49436 
potentially 
variable 

PHG9_Scaffold_5703 24 p2 (TC)7 14 89182 89195 
potentially 
variable 

PHG9_Scaffold_5703 36 p2 (TA)7 14 124045 124058 
potentially 
variable 

PHG9_Scaffold_5704 2 p2 (AT)6 12 2133 2144   

PHG9_Scaffold_5704 12 p3 (TGG)5 15 37386 37400 
potentially 
variable 

PHG9_Scaffold_5704 17 p2 (AG)6 12 53631 53642   
PHG9_Scaffold_5705 5 p2 (CA)6 12 13884 13895   
PHG9_Scaffold_5705 6 p2 (TA)6 12 17287 17298   

PHG9_Scaffold_5705 28 p2 (TA)9 18 81518 81535 
potentially 
variable 



PHG9_Scaffold_5705 29 p2 (AT)6 12 86455 86466   

PHG9_Scaffold_5705 32 p2 (AT)9 18 93590 93607 
potentially 
variable 

PHG9_Scaffold_5706 10 p2 (TA)7 14 32319 32332 
potentially 
variable 

PHG9_Scaffold_5706 17 p2 (AT)8 16 41451 41466 
potentially 
variable 

PHG9_Scaffold_5706 18 p2 (AT)6 12 41573 41584   
PHG9_Scaffold_5706 19 p2 (TA)6 12 42098 42109   
PHG9_Scaffold_5706 20 p2 (TA)6 12 44675 44686   

PHG9_Scaffold_5706 21 p2 (TA)8 16 46379 46394 
potentially 
variable 

PHG9_Scaffold_5707 1 p2 (AT)6 12 2301 2312   

PHG9_Scaffold_5707 6 p2 (AT)7 14 57856 57869 
potentially 
variable 

PHG9_Scaffold_5707 7 p2 (TC)6 12 65989 66000   
PHG9_Scaffold_5707 8 p2 (TC)6 12 73178 73189   
PHG9_Scaffold_5707 12 p2 (TA)6 12 210155 210166   
PHG9_Scaffold_5707 13 p2 (AT)6 12 212912 212923   

PHG9_Scaffold_5708 5 p3 (AGC)6 18 23888 23905 
potentially 
variable 

PHG9_Scaffold_5708 13 p2 (GT)7 14 52913 52926 
potentially 
variable 

PHG9_Scaffold_5708 14 p2 (AG)6 12 53329 53340   

PHG9_Scaffold_5708 20 p2 (TA)7 14 72859 72872 
potentially 
variable 

PHG9_Scaffold_5709 5 p3 (AGC)5 15 5130 5144 
potentially 
variable 

PHG9_Scaffold_5710 9 p2 (CA)6 12 13050 13061   



PHG9_Scaffold_5710 17 p2 (TC)6 12 97535 97546   
PHG9_Scaffold_5710 18 p2 (TA)6 12 98283 98294   

PHG9_Scaffold_5711 8 p3 (CAC)6 18 12944 12961 
potentially 
variable 

PHG9_Scaffold_5711 9 p2 (GT)8 16 14242 14257 
potentially 
variable 

PHG9_Scaffold_5711 17 p2 (AT)8 16 38302 38317 
potentially 
variable 

PHG9_Scaffold_5711 18 p2 (AT)9 18 40055 40072 
potentially 
variable 

PHG9_Scaffold_5711 20 p2 (TC)8 16 48581 48596 
potentially 
variable 

PHG9_Scaffold_5711 23 p2 (AT)6 12 71067 71078   

PHG9_Scaffold_5711 24 p2 (AT)9 18 72811 72828 
potentially 
variable 

PHG9_Scaffold_5711 29 p3 (GAA)6 18 99189 99206 
potentially 
variable 

PHG9_Scaffold_5711 30 p2 (TA)8 16 99754 99769 
potentially 
variable 

PHG9_Scaffold_5711 39 p2 (AT)6 12 123332 123343   

PHG9_Scaffold_5711 51 p3 (CTT)5 15 138292 138306 
potentially 
variable 

PHG9_Scaffold_5711 58 p2 (CT)6 12 162826 162837   

PHG9_Scaffold_5711 62 p3 (AAT)5 15 177103 177117 
potentially 
variable 

PHG9_Scaffold_5711 63 p2 (TA)6 12 177676 177687   

PHG9_Scaffold_5711 66 p2 (TA)7 14 181065 181078 
potentially 
variable 

PHG9_Scaffold_5711 67 p2 (AT)9 18 182169 182186 
potentially 
variable 



PHG9_Scaffold_5711 77 p2 (AT)6 12 208651 208662   

PHG9_Scaffold_5711 78 p2 (TA)8 16 208803 208818 
potentially 
variable 

PHG9_Scaffold_5711 88 p2 (AT)8 16 248399 248414 
potentially 
variable 

PHG9_Scaffold_5711 98 p6 (CATCTT)7 42 279896 279937 Hypervariable 

PHG9_Scaffold_5711 99 p3 (TGA)5 15 280334 280348 
potentially 
variable 

PHG9_Scaffold_5711 102 p2 (AT)6 12 283532 283543   

PHG9_Scaffold_5711 122 p2 (TA)7 14 335246 335259 
potentially 
variable 

PHG9_Scaffold_5711 125 p2 (TA)8 16 338180 338195 
potentially 
variable 

PHG9_Scaffold_5711 129 p2 (TA)7 14 360988 361001 
potentially 
variable 

PHG9_Scaffold_5711 134 p6 (CATCTT)7 42 380601 380642 Hypervariable 

PHG9_Scaffold_5711 135 p3 (TGA)5 15 381039 381053 
potentially 
variable 

PHG9_Scaffold_5711 152 p2 (TC)6 12 435792 435803   
PHG9_Scaffold_5711 153 p2 (AG)6 12 438136 438147   

PHG9_Scaffold_5711 159 p2 (GA)8 16 459639 459654 
potentially 
variable 

PHG9_Scaffold_5711 173 p2 (AT)8 16 492282 492297 
potentially 
variable 

PHG9_Scaffold_5711 174 p3 (TCC)5 15 498292 498306 
potentially 
variable 

PHG9_Scaffold_5711 180 p3 (ATA)5 15 521878 521892 
potentially 
variable 

PHG9_Scaffold_5711 184 p3 (AAT)6 18 528668 528685 
potentially 
variable 



PHG9_Scaffold_5711 187 p2 (TA)7 14 537003 537016 
potentially 
variable 

PHG9_Scaffold_5711 189 p2 (TA)7 14 544045 544058 
potentially 
variable 

PHG9_Scaffold_5711 197 p2 (AT)7 14 571850 571863 
potentially 
variable 

PHG9_Scaffold_5711 202 p2 (AG)6 12 576235 576246   

PHG9_Scaffold_5711 211 p2 (TA)9 18 620347 620364 
potentially 
variable 

PHG9_Scaffold_5711 213 p3 (CAT)5 15 622047 622061 
potentially 
variable 

PHG9_Scaffold_5711 214 p2 (TA)7 14 623303 623316 
potentially 
variable 

PHG9_Scaffold_5711 216 p2 (TG)7 14 631374 631387 
potentially 
variable 

PHG9_Scaffold_5712 15 p2 (TA)6 12 22851 22862   
PHG9_Scaffold_5712 22 p2 (TA)6 12 42047 42058   

PHG9_Scaffold_5712 25 p2 (AT)7 14 43151 43164 
potentially 
variable 

PHG9_Scaffold_5713 1 p2 (TA)8 16 1445 1460 
potentially 
variable 

PHG9_Scaffold_5713 20 p2 (TA)8 16 57612 57627 
potentially 
variable 

PHG9_Scaffold_5713 21 p2 (TA)7 14 60550 60563 
potentially 
variable 

PHG9_Scaffold_5713 23 p2 (TA)9 18 65566 65583 
potentially 
variable 

PHG9_Scaffold_5713 26 p2 (TG)7 14 77940 77953 
potentially 
variable 

PHG9_Scaffold_5713 27 p2 (AG)8 16 78056 78071 potentially 



variable 

PHG9_Scaffold_5713 31 p2 (AT)7 14 95835 95848 
potentially 
variable 

PHG9_Scaffold_5713 34 p2 (AT)6 12 102827 102838   

PHG9_Scaffold_5713 35 p2 (TA)7 14 106472 106485 
potentially 
variable 

PHG9_Scaffold_5713 50 p3 (CTT)6 18 204028 204045 
potentially 
variable 

PHG9_Scaffold_5714 3 p2 (AT)9 18 21596 21613 
potentially 
variable 

PHG9_Scaffold_5716 1 p2 (AT)8 16 744 759 
potentially 
variable 

PHG9_Scaffold_5716 2 p2 (TC)7 14 3734 3747 
potentially 
variable 

PHG9_Scaffold_5716 5 p2 (TA)7 14 8021 8034 
potentially 
variable 

PHG9_Scaffold_5716 7 p2 (TA)6 12 19395 19406   
PHG9_Scaffold_5716 8 p2 (TC)6 12 19800 19811   

PHG9_Scaffold_5716 9 p2 (TC)7 14 19985 19998 
potentially 
variable 

PHG9_Scaffold_5716 12 p2 (AT)8 16 25957 25972 
potentially 
variable 

PHG9_Scaffold_5716 15 p3 (ATA)5 15 42155 42169 
potentially 
variable 

PHG9_Scaffold_5716 18 p2 (CA)7 14 48244 48257 
potentially 
variable 

PHG9_Scaffold_5718 2 p2 (AT)8 16 3592 3607 
potentially 
variable 

PHG9_Scaffold_5718 6 p3 (AAT)5 15 13622 13636 
potentially 
variable 



PHG9_Scaffold_5718 13 p2 (AT)9 18 41889 41906 
potentially 
variable 

PHG9_Scaffold_5718 20 p3 (CCA)5 15 72957 72971 
potentially 
variable 

PHG9_Scaffold_5718 21 p2 (AT)8 16 74255 74270 
potentially 
variable 

PHG9_Scaffold_5718 31 p2 (TA)7 14 120420 120433 
potentially 
variable 

PHG9_Scaffold_5718 36 p2 (TG)8 16 137854 137869 
potentially 
variable 

PHG9_Scaffold_5718 41 p6 (CCAGCA)5 30 165265 165294 Hypervariable 
PHG9_Scaffold_5718 43 p2 (GA)6 12 173436 173447   

PHG9_Scaffold_5718 45 p3 (TAT)5 15 175016 175030 
potentially 
variable 

PHG9_Scaffold_5718 48 p3 (CAT)5 15 178110 178124 
potentially 
variable 

PHG9_Scaffold_5718 52 p3 (ATA)5 15 187896 187910 
potentially 
variable 

PHG9_Scaffold_5718 56 p2 (CT)6 12 195509 195520   
PHG9_Scaffold_5718 62 p2 (TA)6 12 209674 209685   
PHG9_Scaffold_5718 63 p2 (TA)6 12 211036 211047   

PHG9_Scaffold_5718 68 p2 (TA)8 16 221857 221872 
potentially 
variable 

PHG9_Scaffold_5718 72 p2 (AT)7 14 239129 239142 
potentially 
variable 

PHG9_Scaffold_5719 10 p2 (AT)7 14 33023 33036 
potentially 
variable 

PHG9_Scaffold_5720 1 p2 (TA)8 16 2723 2738 
potentially 
variable 

PHG9_Scaffold_5720 3 p2 (TA)6 12 37549 37560   



PHG9_Scaffold_5720 4 p2 (AT)9 18 38940 38957 
potentially 
variable 

PHG9_Scaffold_5721 1 p2 (CT)7 14 317 330 
potentially 
variable 

PHG9_Scaffold_5721 10 p2 (TA)7 14 18325 18338 
potentially 
variable 

PHG9_Scaffold_5721 15 p3 (AAT)6 18 26187 26204 
potentially 
variable 

PHG9_Scaffold_5721 22 p2 (AT)6 12 44827 44838   

PHG9_Scaffold_5722 1 p2 (AG)8 16 344 359 
potentially 
variable 

PHG9_Scaffold_5723 2 p2 (AC)6 12 18304 18315   

PHG9_Scaffold_5723 4 p2 (TA)8 16 20623 20638 
potentially 
variable 

PHG9_Scaffold_5724 5 p2 (AT)9 18 18448 18465 
potentially 
variable 

PHG9_Scaffold_5724 6 p3 (TAA)5 15 21980 21994 
potentially 
variable 

PHG9_Scaffold_5724 7 p2 (AT)7 14 26781 26794 
potentially 
variable 

PHG9_Scaffold_5724 8 p2 (TA)6 12 27639 27650   

PHG9_Scaffold_5724 9 p2 (AC)7 14 32939 32952 
potentially 
variable 

PHG9_Scaffold_5724 10 p3 (AAG)5 15 34778 34792 
potentially 
variable 

PHG9_Scaffold_5724 15 p2 (CT)9 18 39786 39803 
potentially 
variable 

PHG9_Scaffold_5724 19 p2 (AT)9 18 57476 57493 
potentially 
variable 

PHG9_Scaffold_5724 23 p2 (GT)7 14 60658 60671 potentially 



variable 
PHG9_Scaffold_5724 31 p2 (AT)6 12 74877 74888   

PHG9_Scaffold_5724 40 p2 (AT)9 18 89662 89679 
potentially 
variable 

PHG9_Scaffold_5725 1 p2 (AT)6 12 2750 2761   

PHG9_Scaffold_5725 5 p3 (CTC)5 15 10916 10930 
potentially 
variable 

PHG9_Scaffold_5725 6 p2 (CA)8 16 16159 16174 
potentially 
variable 

PHG9_Scaffold_5726 4 p2 (TC)7 14 9375 9388 
potentially 
variable 

PHG9_Scaffold_5726 11 p2 (AT)6 12 23382 23393   
PHG9_Scaffold_5728 11 p2 (TA)6 12 21145 21156   
PHG9_Scaffold_5730 8 p2 (TA)6 12 16388 16399   
PHG9_Scaffold_5730 11 p2 (GA)6 12 33897 33908   
PHG9_Scaffold_5730 13 p2 (TA)6 12 38884 38895   
PHG9_Scaffold_5730 16 p2 (AT)6 12 53078 53089   

PHG9_Scaffold_5732 6 p2 (AT)7 14 6670 6683 
potentially 
variable 

PHG9_Scaffold_5732 7 p3 (GAA)5 15 12314 12328 
potentially 
variable 

PHG9_Scaffold_5732 8 p2 (AT)9 18 12795 12812 
potentially 
variable 

PHG9_Scaffold_5732 9 p2 (AT)6 12 13593 13604   
PHG9_Scaffold_5732 11 p2 (TA)6 12 28139 28150   
PHG9_Scaffold_5732 14 p2 (TA)6 12 29609 29620   

PHG9_Scaffold_5732 24 p3 (ATA)5 15 54933 54947 
potentially 
variable 

PHG9_Scaffold_5732 47 p2 (AT)9 18 119019 119036 potentially 



variable 

PHG9_Scaffold_5732 48 p3 (ATT)6 18 119845 119862 
potentially 
variable 

PHG9_Scaffold_5732 49 p2 (GA)9 18 125777 125794 
potentially 
variable 

PHG9_Scaffold_5732 54 p2 (AT)6 12 140295 140306   
PHG9_Scaffold_5732 60 p2 (TA)6 12 153170 153181   

PHG9_Scaffold_5732 74 p3 (TAA)5 15 180088 180102 
potentially 
variable 

PHG9_Scaffold_5733 1 p2 (TC)7 14 440 453 
potentially 
variable 

PHG9_Scaffold_5733 3 p2 (TA)6 12 3185 3196   
PHG9_Scaffold_5733 5 p2 (AT)6 12 15828 15839   

PHG9_Scaffold_5734 1 p2 (TA)7 14 4583 4596 
potentially 
variable 

PHG9_Scaffold_5734 13 p3 (TAA)5 15 32268 32282 
potentially 
variable 

PHG9_Scaffold_5734 17 p2 (AT)6 12 43472 43483   

PHG9_Scaffold_5734 28 p2 (TA)7 14 57649 57662 
potentially 
variable 

PHG9_Scaffold_5736 2 p2 (TA)7 14 7948 7961 
potentially 
variable 

PHG9_Scaffold_5736 4 p2 (AT)6 12 18268 18279   

PHG9_Scaffold_5736 13 p2 (AC)8 16 74773 74788 
potentially 
variable 

PHG9_Scaffold_5736 17 p2 (TA)6 12 84058 84069   

PHG9_Scaffold_5737 3 p3 (AAT)5 15 16867 16881 
potentially 
variable 

PHG9_Scaffold_5737 12 p3 (TAA)5 15 52624 52638 potentially 



variable 
PHG9_Scaffold_5737 14 p2 (TA)6 12 55832 55843   
PHG9_Scaffold_5737 17 p2 (TA)6 12 70664 70675   

PHG9_Scaffold_5738 1 p2 (AT)7 14 9916 9929 
potentially 
variable 

PHG9_Scaffold_5738 2 p3 (ATT)5 15 14925 14939 
potentially 
variable 

PHG9_Scaffold_5740 5 p2 (AT)6 12 6741 6752   

PHG9_Scaffold_5740 8 p2 (TA)8 16 8359 8374 
potentially 
variable 

PHG9_Scaffold_5740 9 p2 (TC)7 14 9833 9846 
potentially 
variable 

PHG9_Scaffold_5740 16 p3 (TTC)5 15 46707 46721 
potentially 
variable 

PHG9_Scaffold_5740 20 p2 (AG)6 12 73262 73273   

PHG9_Scaffold_5740 23 p2 (TA)9 18 77812 77829 
potentially 
variable 

PHG9_Scaffold_5740 27 p2 (AT)7 14 84708 84721 
potentially 
variable 

PHG9_Scaffold_5740 33 p3 (AAT)5 15 97520 97534 
potentially 
variable 

PHG9_Scaffold_5740 42 p2 (AT)6 12 111709 111720   

PHG9_Scaffold_5740 49 p3 (TAA)5 15 121333 121347 
potentially 
variable 

PHG9_Scaffold_5740 55 p2 (AG)7 14 131949 131962 
potentially 
variable 

PHG9_Scaffold_5740 56 p3 (TAT)5 15 132719 132733 
potentially 
variable 

PHG9_Scaffold_5740 64 p2 (GA)6 12 162596 162607   



PHG9_Scaffold_5740 71 p2 (TA)8 16 186167 186182 
potentially 
variable 

PHG9_Scaffold_5740 73 p2 (AT)7 14 186645 186658 
potentially 
variable 

PHG9_Scaffold_5740 77 p3 (TAT)5 15 200574 200588 
potentially 
variable 

PHG9_Scaffold_5740 80 p2 (GA)9 18 204961 204978 
potentially 
variable 

PHG9_Scaffold_5740 83 p3 (GCA)5 15 220331 220345 
potentially 
variable 

PHG9_Scaffold_5740 84 p2 (AT)7 14 223298 223311 
potentially 
variable 

PHG9_Scaffold_5740 88 p2 (AG)6 12 246372 246383   
PHG9_Scaffold_5740 90 p2 (AT)6 12 255123 255134   
PHG9_Scaffold_5740 93 p2 (GA)6 12 263996 264007   
PHG9_Scaffold_5740 94 p2 (TA)6 12 265284 265295   
PHG9_Scaffold_5741 2 p2 (AT)6 12 30007 30018   

PHG9_Scaffold_5742 4 p3 (TAA)5 15 16700 16714 
potentially 
variable 

PHG9_Scaffold_5742 8 p2 (AT)9 18 25195 25212 
potentially 
variable 

PHG9_Scaffold_5742 16 p2 (TA)8 16 64187 64202 
potentially 
variable 

PHG9_Scaffold_5742 20 p2 (TA)7 14 67134 67147 
potentially 
variable 

PHG9_Scaffold_5742 22 p3 (AAT)5 15 70303 70317 
potentially 
variable 

PHG9_Scaffold_5742 23 p3 (CAC)5 15 70884 70898 
potentially 
variable 

PHG9_Scaffold_5743 3 p2 (AG)9 18 4804 4821 potentially 



variable 
PHG9_Scaffold_5743 7 p2 (AG)6 12 6609 6620   

PHG9_Scaffold_5743 8 p3 (ATT)6 18 8881 8898 
potentially 
variable 

PHG9_Scaffold_5743 9 p2 (AC)7 14 31638 31651 
potentially 
variable 

PHG9_Scaffold_5743 10 p2 (AT)7 14 32630 32643 
potentially 
variable 

PHG9_Scaffold_5743 11 p3 (TTG)5 15 36179 36193 
potentially 
variable 

PHG9_Scaffold_5743 13 p3 (CAT)5 15 37496 37510 
potentially 
variable 

PHG9_Scaffold_5743 29 p2 (GA)8 16 86885 86900 
potentially 
variable 

PHG9_Scaffold_5743 30 p3 (ATA)5 15 88846 88860 
potentially 
variable 

PHG9_Scaffold_5743 32 p2 (AT)6 12 90811 90822   

PHG9_Scaffold_5743 33 p2 (AG)8 16 90992 91007 
potentially 
variable 

PHG9_Scaffold_5743 34 p2 (TA)6 12 93749 93760   

PHG9_Scaffold_5743 39 p2 (CT)7 14 112994 113007 
potentially 
variable 

PHG9_Scaffold_5743 43 p2 (AT)6 12 123901 123912   

PHG9_Scaffold_5743 45 p3 (TAA)5 15 129448 129462 
potentially 
variable 

PHG9_Scaffold_5743 53 p3 (TAA)5 15 141496 141510 
potentially 
variable 

PHG9_Scaffold_5744 16 p2 (TA)9 18 99306 99323 
potentially 
variable 

PHG9_Scaffold_5745 1 p2 (TA)6 12 10448 10459   



PHG9_Scaffold_5745 2 p2 (AT)7 14 14234 14247 
potentially 
variable 

PHG9_Scaffold_5745 7 p2 (TA)6 12 32119 32130   

PHG9_Scaffold_5746 8 p2 (TA)9 18 38295 38312 
potentially 
variable 

PHG9_Scaffold_5746 10 p2 (CA)8 16 47587 47602 
potentially 
variable 

PHG9_Scaffold_5746 12 p2 (AT)6 12 72026 72037   

PHG9_Scaffold_5747 7 p2 (TG)8 16 16164 16179 
potentially 
variable 

PHG9_Scaffold_5747 10 p2 (TA)7 14 20834 20847 
potentially 
variable 

PHG9_Scaffold_5747 35 p2 (CA)6 12 95508 95519   

PHG9_Scaffold_5747 36 p3 (ATA)5 15 98152 98166 
potentially 
variable 

PHG9_Scaffold_5747 37 p2 (TA)6 12 99775 99786   
PHG9_Scaffold_5747 38 p2 (CT)6 12 104694 104705   

PHG9_Scaffold_5747 49 p2 (TA)8 16 130201 130216 
potentially 
variable 

PHG9_Scaffold_5747 54 p2 (TA)6 12 147931 147942   

PHG9_Scaffold_5747 55 p3 (AAT)5 15 149237 149251 
potentially 
variable 

PHG9_Scaffold_5747 57 p2 (AT)8 16 154694 154709 
potentially 
variable 

PHG9_Scaffold_5747 60 p2 (TA)9 18 175005 175022 
potentially 
variable 

PHG9_Scaffold_5747 62 p2 (AT)7 14 175730 175743 
potentially 
variable 

PHG9_Scaffold_5747 63 p2 (TA)8 16 176259 176274 
potentially 
variable 



PHG9_Scaffold_5747 66 p2 (GA)6 12 182394 182405   

PHG9_Scaffold_5747 67 p2 (TC)9 18 182938 182955 
potentially 
variable 

PHG9_Scaffold_5747 71 p2 (AT)9 18 187040 187057 
potentially 
variable 

PHG9_Scaffold_5747 72 p2 (GT)6 12 188381 188392   

PHG9_Scaffold_5747 73 p3 (AAT)5 15 189108 189122 
potentially 
variable 

PHG9_Scaffold_5747 76 p2 (TA)6 12 207488 207499   

PHG9_Scaffold_5747 79 p3 (TAA)6 18 215760 215777 
potentially 
variable 

PHG9_Scaffold_5747 80 p2 (TA)6 12 215911 215922   
PHG9_Scaffold_5747 94 p2 (AT)6 12 265607 265618   
PHG9_Scaffold_5747 96 p2 (AT)6 12 268595 268606   

PHG9_Scaffold_5747 100 p3 (AGA)5 15 284353 284367 
potentially 
variable 

PHG9_Scaffold_5747 101 p3 (CTC)5 15 288145 288159 
potentially 
variable 

PHG9_Scaffold_5748 3 p2 (TA)6 12 18579 18590   

PHG9_Scaffold_5748 11 p2 (AT)7 14 36360 36373 
potentially 
variable 

PHG9_Scaffold_5748 17 p2 (TC)8 16 63610 63625 
potentially 
variable 

PHG9_Scaffold_5751 2 p2 (TA)8 16 25552 25567 
potentially 
variable 

PHG9_Scaffold_5751 8 p3 (TAT)5 15 85243 85257 
potentially 
variable 

PHG9_Scaffold_5751 13 p2 (TA)7 14 168387 168400 
potentially 
variable 



PHG9_Scaffold_5751 16 p3 (AAG)5 15 171901 171915 
potentially 
variable 

PHG9_Scaffold_5751 19 p3 (CAC)5 15 181481 181495 
potentially 
variable 

PHG9_Scaffold_5751 20 p3 (CAT)6 18 181700 181717 
potentially 
variable 

PHG9_Scaffold_5753 4 p2 (TA)8 16 13224 13239 
potentially 
variable 

PHG9_Scaffold_5753 5 p2 (AT)8 16 13690 13705 
potentially 
variable 

PHG9_Scaffold_5753 6 p2 (AT)9 18 27864 27881 
potentially 
variable 

PHG9_Scaffold_5753 10 p2 (TA)7 14 34470 34483 
potentially 
variable 

PHG9_Scaffold_5753 14 p2 (TA)6 12 48632 48643   

PHG9_Scaffold_5753 16 p3 (TAA)5 15 52190 52204 
potentially 
variable 

PHG9_Scaffold_5753 23 p3 (TTC)5 15 109035 109049 
potentially 
variable 

PHG9_Scaffold_5753 30 p2 (GA)6 12 126698 126709   
PHG9_Scaffold_5753 31 p2 (AT)6 12 128026 128037   
PHG9_Scaffold_5753 41 p2 (AT)6 12 158602 158613   

PHG9_Scaffold_5753 42 p2 (AT)7 14 162019 162032 
potentially 
variable 

PHG9_Scaffold_5753 46 p3 (TTC)6 18 184006 184023 
potentially 
variable 

PHG9_Scaffold_5753 47 p2 (AT)7 14 191709 191722 
potentially 
variable 

PHG9_Scaffold_5754 3 p3 (TTA)5 15 16496 16510 
potentially 
variable 



PHG9_Scaffold_5754 10 p3 (CAT)5 15 72588 72602 
potentially 
variable 

PHG9_Scaffold_5756 4 p2 (AT)8 16 6283 6298 
potentially 
variable 

PHG9_Scaffold_5756 5 p2 (AT)7 14 6437 6450 
potentially 
variable 

PHG9_Scaffold_5756 13 p2 (TA)6 12 28613 28624   

PHG9_Scaffold_5756 26 p3 (ATC)5 15 86260 86274 
potentially 
variable 

PHG9_Scaffold_5756 29 p2 (GT)6 12 91580 91591   

PHG9_Scaffold_5756 34 p3 (AAT)5 15 108902 108916 
potentially 
variable 

PHG9_Scaffold_5756 45 p2 (AT)8 16 126701 126716 
potentially 
variable 

PHG9_Scaffold_5756 57 p3 (AAT)6 18 155767 155784 
potentially 
variable 

PHG9_Scaffold_5756 65 p3 (ATC)5 15 161393 161407 
potentially 
variable 

PHG9_Scaffold_5757 3 p2 (TC)6 12 24808 24819   

PHG9_Scaffold_5758 6 p2 (AT)7 14 16590 16603 
potentially 
variable 

PHG9_Scaffold_5758 13 p2 (TG)6 12 32309 32320   

PHG9_Scaffold_5758 29 p2 (TG)7 14 86722 86735 
potentially 
variable 

PHG9_Scaffold_5758 35 p2 (TC)6 12 100334 100345   

PHG9_Scaffold_5758 36 p2 (AG)8 16 101721 101736 
potentially 
variable 

PHG9_Scaffold_5758 38 p3 (CTC)5 15 104338 104352 
potentially 
variable 

PHG9_Scaffold_5759 5 p2 (TA)6 12 62708 62719   



PHG9_Scaffold_5759 8 p2 (TG)6 12 69868 69879   

PHG9_Scaffold_5759 12 p2 (TA)8 16 99451 99466 
potentially 
variable 

PHG9_Scaffold_5759 13 p2 (AT)7 14 99684 99697 
potentially 
variable 

PHG9_Scaffold_5759 23 p2 (TA)6 12 186308 186319   
PHG9_Scaffold_5759 25 p2 (TA)6 12 195405 195416   
PHG9_Scaffold_5760 5 p2 (AT)6 12 17351 17362   
PHG9_Scaffold_5761 7 p2 (TA)6 12 24788 24799   

PHG9_Scaffold_5761 8 p2 (TG)8 16 27081 27096 
potentially 
variable 

PHG9_Scaffold_5761 9 p3 (ATT)5 15 33271 33285 
potentially 
variable 

PHG9_Scaffold_5761 13 p3 (TGC)5 15 48281 48295 
potentially 
variable 

PHG9_Scaffold_5761 14 p2 (TA)9 18 49898 49915 
potentially 
variable 

PHG9_Scaffold_5761 21 p2 (AT)7 14 66496 66509 
potentially 
variable 

PHG9_Scaffold_5761 23 p3 (TGT)5 15 68615 68629 
potentially 
variable 

PHG9_Scaffold_5761 34 p3 (TCT)6 18 105142 105159 
potentially 
variable 

PHG9_Scaffold_5761 39 p2 (AT)6 12 125849 125860   

PHG9_Scaffold_5761 47 p3 (AAT)6 18 153758 153775 
potentially 
variable 

PHG9_Scaffold_5761 58 p3 (TTA)5 15 189815 189829 
potentially 
variable 

PHG9_Scaffold_5761 59 p2 (AG)6 12 190241 190252   



PHG9_Scaffold_5761 67 p2 (AT)7 14 203949 203962 
potentially 
variable 

PHG9_Scaffold_5761 78 p2 (AT)6 12 247416 247427   

PHG9_Scaffold_5762 12 p2 (GT)8 16 35065 35080 
potentially 
variable 

PHG9_Scaffold_5762 20 p2 (TA)8 16 64837 64852 
potentially 
variable 

PHG9_Scaffold_5762 22 p2 (GA)6 12 65346 65357   
PHG9_Scaffold_5762 27 p2 (TA)6 12 71341 71352   
PHG9_Scaffold_5763 5 p2 (TC)6 12 21996 22007   

PHG9_Scaffold_5763 9 p3 (TTA)6 18 30775 30792 
potentially 
variable 

PHG9_Scaffold_5763 12 p2 (AT)7 14 51822 51835 
potentially 
variable 

PHG9_Scaffold_5763 14 p3 (TTA)6 18 60282 60299 
potentially 
variable 

PHG9_Scaffold_5763 19 p2 (TG)7 14 96380 96393 
potentially 
variable 

PHG9_Scaffold_5763 23 p3 (ATT)5 15 107663 107677 
potentially 
variable 

PHG9_Scaffold_5763 25 p2 (TA)9 18 112435 112452 
potentially 
variable 

PHG9_Scaffold_5763 26 p3 (TAA)5 15 136175 136189 
potentially 
variable 

PHG9_Scaffold_5763 28 p2 (TA)8 16 139920 139935 
potentially 
variable 

PHG9_Scaffold_5763 29 p6 (TTGGTG)5 30 147393 147422 Hypervariable 

PHG9_Scaffold_5763 31 p2 (TA)8 16 159573 159588 
potentially 
variable 

PHG9_Scaffold_5763 38 p2 (AT)8 16 169278 169293 potentially 



variable 

PHG9_Scaffold_5763 42 p2 (TA)9 18 173956 173973 
potentially 
variable 

PHG9_Scaffold_5763 46 p2 (AT)6 12 186211 186222   
PHG9_Scaffold_5763 53 p2 (TA)6 12 202560 202571   

PHG9_Scaffold_5763 54 p2 (TA)7 14 203882 203895 
potentially 
variable 

PHG9_Scaffold_5763 59 p3 (TAT)5 15 210175 210189 
potentially 
variable 

PHG9_Scaffold_5763 62 p2 (CA)9 18 211237 211254 
potentially 
variable 

PHG9_Scaffold_5763 63 p2 (AG)6 12 212201 212212   

PHG9_Scaffold_5763 65 p3 (ACC)5 15 225690 225704 
potentially 
variable 

PHG9_Scaffold_5763 66 p3 (ATA)5 15 227491 227505 
potentially 
variable 

PHG9_Scaffold_5763 71 p2 (TA)7 14 233667 233680 
potentially 
variable 

PHG9_Scaffold_5763 80 p3 (AGA)5 15 269820 269834 
potentially 
variable 

PHG9_Scaffold_5763 82 p3 (ATA)5 15 272461 272475 
potentially 
variable 

PHG9_Scaffold_5763 84 p3 (TAT)5 15 273533 273547 
potentially 
variable 

PHG9_Scaffold_5764 4 p2 (AT)7 14 72896 72909 
potentially 
variable 

PHG9_Scaffold_5765 5 p2 (TC)6 12 31683 31694   

PHG9_Scaffold_5765 9 p3 (AAT)5 15 39490 39504 
potentially 
variable 

PHG9_Scaffold_5765 12 p2 (TA)8 16 44555 44570 potentially 



variable 
PHG9_Scaffold_5765 15 p2 (AT)6 12 57350 57361   

PHG9_Scaffold_5765 19 p2 (AT)8 16 101882 101897 
potentially 
variable 

PHG9_Scaffold_5765 28 p3 (TTA)5 15 146196 146210 
potentially 
variable 

PHG9_Scaffold_5765 29 p2 (AT)8 16 147177 147192 
potentially 
variable 

PHG9_Scaffold_5765 39 p2 (TC)6 12 166355 166366   

PHG9_Scaffold_5766 5 p3 (TTA)6 18 10832 10849 
potentially 
variable 

PHG9_Scaffold_5767 6 p2 (AT)6 12 6603 6614   

PHG9_Scaffold_5767 8 p2 (TA)8 16 12501 12516 
potentially 
variable 

PHG9_Scaffold_5767 10 p3 (TTC)5 15 17896 17910 
potentially 
variable 

PHG9_Scaffold_5767 15 p2 (AC)6 12 31980 31991   
PHG9_Scaffold_5767 23 p2 (TA)6 12 45664 45675   
PHG9_Scaffold_5767 28 p2 (TG)6 12 51054 51065   

PHG9_Scaffold_5767 29 p3 (TGA)5 15 52819 52833 
potentially 
variable 

PHG9_Scaffold_5767 32 p3 (TAT)5 15 56929 56943 
potentially 
variable 

PHG9_Scaffold_5767 37 p2 (TC)6 12 65587 65598   
PHG9_Scaffold_5767 38 p2 (AT)6 12 65883 65894   

PHG9_Scaffold_5767 43 p2 (AT)7 14 77882 77895 
potentially 
variable 

PHG9_Scaffold_5767 44 p2 (AC)6 12 78342 78353   
PHG9_Scaffold_5767 45 p3 (ATA)5 15 79983 79997 potentially 



variable 

PHG9_Scaffold_5767 46 p2 (AT)9 18 80719 80736 
potentially 
variable 

PHG9_Scaffold_5767 59 p2 (AT)8 16 120091 120106 
potentially 
variable 

PHG9_Scaffold_5767 62 p2 (AT)7 14 122539 122552 
potentially 
variable 

PHG9_Scaffold_5767 65 p2 (AT)9 18 128048 128065 
potentially 
variable 

PHG9_Scaffold_5767 73 p2 (AT)6 12 140408 140419   
PHG9_Scaffold_5767 78 p2 (TA)6 12 149733 149744   

PHG9_Scaffold_5767 84 p2 (CT)7 14 159270 159283 
potentially 
variable 

PHG9_Scaffold_5767 98 p3 (TTA)5 15 199780 199794 
potentially 
variable 

PHG9_Scaffold_5768 2 p3 (TAT)5 15 5781 5795 
potentially 
variable 

PHG9_Scaffold_5768 7 p2 (TA)6 12 28022 28033   
PHG9_Scaffold_5768 15 p2 (TC)6 12 58124 58135   

PHG9_Scaffold_5768 20 p2 (AT)7 14 73609 73622 
potentially 
variable 

PHG9_Scaffold_5768 22 p2 (AT)6 12 76142 76153   
PHG9_Scaffold_5769 18 p2 (CA)6 12 43817 43828   
PHG9_Scaffold_5769 21 p2 (GT)6 12 50433 50444   

PHG9_Scaffold_5769 24 p2 (CA)7 14 63061 63074 
potentially 
variable 

PHG9_Scaffold_5769 38 p3 (AAT)5 15 116531 116545 
potentially 
variable 

PHG9_Scaffold_5769 40 p2 (AT)6 12 124401 124412   



PHG9_Scaffold_5769 44 p2 (AG)6 12 132833 132844   

PHG9_Scaffold_5769 60 p2 (AT)9 18 200095 200112 
potentially 
variable 

PHG9_Scaffold_5769 72 p2 (TA)8 16 234780 234795 
potentially 
variable 

PHG9_Scaffold_5769 76 p3 (TAA)5 15 239893 239907 
potentially 
variable 

PHG9_Scaffold_5769 77 p2 (TA)9 18 240368 240385 
potentially 
variable 

PHG9_Scaffold_5770 3 p2 (AT)7 14 9247 9260 
potentially 
variable 

PHG9_Scaffold_5770 6 p2 (TA)6 12 12240 12251   

PHG9_Scaffold_5772 24 p2 (AT)9 18 63581 63598 
potentially 
variable 

PHG9_Scaffold_5772 33 p2 (AT)6 12 77080 77091   

PHG9_Scaffold_5772 45 p2 (TA)8 16 147945 147960 
potentially 
variable 

PHG9_Scaffold_5772 49 p3 (AAC)5 15 165199 165213 
potentially 
variable 

PHG9_Scaffold_5772 50 p3 (ATG)5 15 166556 166570 
potentially 
variable 

PHG9_Scaffold_5772 55 p2 (TA)7 14 182595 182608 
potentially 
variable 

PHG9_Scaffold_5773 2 p2 (GA)8 16 7298 7313 
potentially 
variable 

PHG9_Scaffold_5773 5 p2 (TA)6 12 16767 16778   

PHG9_Scaffold_5773 9 p2 (AT)8 16 27736 27751 
potentially 
variable 

PHG9_Scaffold_5773 12 p3 (ATA)5 15 43117 43131 
potentially 
variable 



PHG9_Scaffold_5773 13 p3 (TCT)5 15 43612 43626 
potentially 
variable 

PHG9_Scaffold_5773 23 p2 (AT)8 16 89707 89722 
potentially 
variable 

PHG9_Scaffold_5773 47 p3 (CTT)5 15 140925 140939 
potentially 
variable 

PHG9_Scaffold_5773 53 p2 (TA)9 18 172446 172463 
potentially 
variable 

PHG9_Scaffold_5773 55 p3 (TAA)5 15 176460 176474 
potentially 
variable 

PHG9_Scaffold_5773 56 p3 (ATA)5 15 176735 176749 
potentially 
variable 

PHG9_Scaffold_5773 57 p2 (TA)9 18 178926 178943 
potentially 
variable 

PHG9_Scaffold_5773 70 p2 (GA)8 16 227435 227450 
potentially 
variable 

PHG9_Scaffold_5773 71 p2 (AT)8 16 228187 228202 
potentially 
variable 

PHG9_Scaffold_5775 7 p2 (GA)6 12 56246 56257   

PHG9_Scaffold_5775 15 p2 (TC)7 14 66787 66800 
potentially 
variable 

PHG9_Scaffold_5775 22 p2 (TA)8 16 80954 80969 
potentially 
variable 

PHG9_Scaffold_5775 32 p3 (GAA)5 15 108503 108517 
potentially 
variable 

PHG9_Scaffold_5776 3 p2 (AT)6 12 52881 52892   

PHG9_Scaffold_5776 4 p2 (TA)8 16 87042 87057 
potentially 
variable 

PHG9_Scaffold_5776 22 p2 (TG)6 12 241805 241816   
PHG9_Scaffold_5776 29 p2 (TA)6 12 284890 284901   



PHG9_Scaffold_5776 32 p2 (TA)6 12 386701 386712   

PHG9_Scaffold_5776 40 p3 (CGA)6 18 466995 467012 
potentially 
variable 

PHG9_Scaffold_5777 8 p2 (AT)7 14 68772 68785 
potentially 
variable 

PHG9_Scaffold_5777 9 p2 (AT)7 14 71531 71544 
potentially 
variable 

PHG9_Scaffold_5777 15 p2 (AT)6 12 76381 76392   
PHG9_Scaffold_5777 17 p2 (AT)10 20 81109 81128 Hypervariable 
PHG9_Scaffold_5777 27 p2 (GT)6 12 102696 102707   

PHG9_Scaffold_5777 28 p3 (TAA)5 15 103672 103686 
potentially 
variable 

PHG9_Scaffold_5777 37 p2 (AT)6 12 113382 113393   
PHG9_Scaffold_5777 48 p2 (CA)6 12 156060 156071   
PHG9_Scaffold_5777 51 p2 (TA)6 12 157952 157963   
PHG9_Scaffold_5778 1 p2 (AT)6 12 5934 5945   

PHG9_Scaffold_5778 4 p2 (GA)7 14 30404 30417 
potentially 
variable 

PHG9_Scaffold_5778 6 p3 (AAT)5 15 50043 50057 
potentially 
variable 

PHG9_Scaffold_5778 9 p3 (TGT)5 15 67802 67816 
potentially 
variable 

PHG9_Scaffold_5778 12 p2 (TA)8 16 71547 71562 
potentially 
variable 

PHG9_Scaffold_5778 18 p2 (TA)9 18 91377 91394 
potentially 
variable 

PHG9_Scaffold_5778 19 p3 (AAT)5 15 106812 106826 
potentially 
variable 

PHG9_Scaffold_5778 20 p3 (AAT)6 18 109885 109902 potentially 



variable 
PHG9_Scaffold_5778 21 p2 (TA)6 12 122046 122057   

PHG9_Scaffold_5778 25 p3 (TAT)5 15 162081 162095 
potentially 
variable 

PHG9_Scaffold_5778 29 p2 (CA)8 16 176926 176941 
potentially 
variable 

PHG9_Scaffold_5778 35 p2 (AT)7 14 237079 237092 
potentially 
variable 

PHG9_Scaffold_5778 44 p2 (AT)8 16 302301 302316 
potentially 
variable 

PHG9_Scaffold_5778 45 p2 (TA)6 12 303248 303259   

PHG9_Scaffold_5778 50 p3 (ATG)5 15 341362 341376 
potentially 
variable 

PHG9_Scaffold_5778 52 p2 (AT)7 14 342183 342196 
potentially 
variable 

PHG9_Scaffold_5778 54 p2 (TA)7 14 349648 349661 
potentially 
variable 

PHG9_Scaffold_5779 6 p2 (CT)6 12 19431 19442   

PHG9_Scaffold_5779 8 p2 (AT)7 14 26963 26976 
potentially 
variable 

PHG9_Scaffold_5779 11 p6 (TTATCA)9 54 46388 46441 Hypervariable 
PHG9_Scaffold_5780 3 p2 (TC)6 12 25269 25280   

PHG9_Scaffold_5780 4 p2 (TC)9 18 25702 25719 
potentially 
variable 

PHG9_Scaffold_5781 9 p2 (TA)9 18 27553 27570 
potentially 
variable 

PHG9_Scaffold_5781 12 p2 (TA)6 12 36008 36019   

PHG9_Scaffold_5781 14 p2 (AT)9 18 37955 37972 
potentially 
variable 



PHG9_Scaffold_5781 15 p2 (GA)7 14 38885 38898 
potentially 
variable 

PHG9_Scaffold_5781 28 p3 (TAA)5 15 80777 80791 
potentially 
variable 

PHG9_Scaffold_5781 29 p2 (TA)8 16 81523 81538 
potentially 
variable 

PHG9_Scaffold_5781 35 p2 (AT)6 12 95302 95313   

PHG9_Scaffold_5781 41 p2 (AG)8 16 109894 109909 
potentially 
variable 

PHG9_Scaffold_5781 44 p2 (TA)9 18 124394 124411 
potentially 
variable 

PHG9_Scaffold_5781 48 p2 (TA)9 18 127519 127536 
potentially 
variable 

PHG9_Scaffold_5781 49 p3 (AAT)5 15 128044 128058 
potentially 
variable 

PHG9_Scaffold_5781 50 p2 (TC)7 14 128875 128888 
potentially 
variable 

PHG9_Scaffold_5781 51 p2 (CA)6 12 129594 129605   

PHG9_Scaffold_5781 52 p2 (GA)7 14 130839 130852 
potentially 
variable 

PHG9_Scaffold_5781 63 p2 (TC)6 12 146044 146055   

PHG9_Scaffold_5781 71 p2 (GA)9 18 170984 171001 
potentially 
variable 

PHG9_Scaffold_5781 73 p2 (AT)6 12 174161 174172   

PHG9_Scaffold_5781 82 p2 (CT)8 16 210592 210607 
potentially 
variable 

PHG9_Scaffold_5781 83 p2 (AC)8 16 212748 212763 
potentially 
variable 

PHG9_Scaffold_5781 91 p2 (TA)7 14 227155 227168 
potentially 
variable 



PHG9_Scaffold_5781 96 p2 (TA)9 18 253364 253381 
potentially 
variable 

PHG9_Scaffold_5781 97 p2 (TA)7 14 253558 253571 
potentially 
variable 

PHG9_Scaffold_5781 106 p2 (AT)7 14 290414 290427 
potentially 
variable 

PHG9_Scaffold_5781 111 p2 (AT)6 12 297022 297033   

PHG9_Scaffold_5781 112 p2 (AT)7 14 297724 297737 
potentially 
variable 

PHG9_Scaffold_5781 119 p2 (AC)8 16 307869 307884 
potentially 
variable 

PHG9_Scaffold_5781 125 p2 (AG)6 12 318384 318395   

PHG9_Scaffold_5782 3 p3 (AAT)5 15 6708 6722 
potentially 
variable 

PHG9_Scaffold_5782 6 p3 (GTT)5 15 18936 18950 
potentially 
variable 

PHG9_Scaffold_5782 9 p2 (AT)7 14 29146 29159 
potentially 
variable 

PHG9_Scaffold_5782 10 p3 (AAG)5 15 33672 33686 
potentially 
variable 

PHG9_Scaffold_5782 17 p2 (CT)9 18 71808 71825 
potentially 
variable 

PHG9_Scaffold_5782 18 p3 (AAT)6 18 73336 73353 
potentially 
variable 

PHG9_Scaffold_5783 21 p3 (AAT)5 15 92493 92507 
potentially 
variable 

PHG9_Scaffold_5783 25 p2 (TA)8 16 124304 124319 
potentially 
variable 

PHG9_Scaffold_5784 7 p2 (CA)6 12 20897 20908   
PHG9_Scaffold_5784 10 p2 (TA)6 12 27708 27719   



PHG9_Scaffold_5784 15 p3 (TAT)5 15 40911 40925 
potentially 
variable 

PHG9_Scaffold_5785 12 p2 (TA)7 14 33280 33293 
potentially 
variable 

PHG9_Scaffold_5785 27 p3 (TGA)6 18 96446 96463 
potentially 
variable 

PHG9_Scaffold_5785 28 p2 (CA)6 12 99425 99436   

PHG9_Scaffold_5785 31 p3 (CAA)6 18 109079 109096 
potentially 
variable 

PHG9_Scaffold_5785 38 p2 (TA)6 12 145381 145392   
PHG9_Scaffold_5785 40 p2 (TC)6 12 150126 150137   

PHG9_Scaffold_5785 47 p3 (TAT)5 15 164769 164783 
potentially 
variable 

PHG9_Scaffold_5785 53 p3 (TAT)5 15 177579 177593 
potentially 
variable 

PHG9_Scaffold_5785 60 p3 (GAA)5 15 189250 189264 
potentially 
variable 

PHG9_Scaffold_5785 76 p3 (GTG)5 15 253638 253652 
potentially 
variable 

PHG9_Scaffold_5785 77 p3 (GAA)5 15 259055 259069 
potentially 
variable 

PHG9_Scaffold_5785 79 p2 (TA)7 14 265510 265523 
potentially 
variable 

PHG9_Scaffold_5786 1 p2 (TA)6 12 3519 3530   

PHG9_Scaffold_5786 3 p3 (ATA)5 15 5592 5606 
potentially 
variable 

PHG9_Scaffold_5786 7 p3 (AAT)5 15 9920 9934 
potentially 
variable 

PHG9_Scaffold_5786 11 p2 (TA)7 14 16216 16229 
potentially 
variable 



PHG9_Scaffold_5786 12 p2 (TC)6 12 16694 16705   

PHG9_Scaffold_5786 14 p2 (TA)8 16 26698 26713 
potentially 
variable 

PHG9_Scaffold_5786 36 p3 (TTC)6 18 72074 72091 
potentially 
variable 

PHG9_Scaffold_5786 40 p2 (TA)9 18 76212 76229 
potentially 
variable 

PHG9_Scaffold_5786 47 p3 (AAT)5 15 90464 90478 
potentially 
variable 

PHG9_Scaffold_5787 6 p3 (TAA)5 15 8426 8440 
potentially 
variable 

PHG9_Scaffold_5787 10 p2 (AT)7 14 14734 14747 
potentially 
variable 

PHG9_Scaffold_5787 12 p3 (TAA)5 15 23697 23711 
potentially 
variable 

PHG9_Scaffold_5787 13 p2 (TA)6 12 28164 28175   

PHG9_Scaffold_5787 22 p2 (TC)7 14 37943 37956 
potentially 
variable 

PHG9_Scaffold_5787 24 p2 (TA)9 18 44517 44534 
potentially 
variable 

PHG9_Scaffold_5788 2 p3 (GAA)5 15 4159 4173 
potentially 
variable 

PHG9_Scaffold_5788 3 p2 (AT)6 12 5396 5407   
PHG9_Scaffold_5788 21 p2 (AT)6 12 40440 40451   

PHG9_Scaffold_5788 22 p3 (TCT)5 15 42165 42179 
potentially 
variable 

PHG9_Scaffold_5788 35 p2 (TA)8 16 70364 70379 
potentially 
variable 

PHG9_Scaffold_5788 37 p3 (TGT)5 15 77635 77649 
potentially 
variable 



PHG9_Scaffold_5788 42 p3 (GCA)5 15 87969 87983 
potentially 
variable 

PHG9_Scaffold_5788 52 p2 (AT)6 12 112137 112148   

PHG9_Scaffold_5788 65 p2 (AT)9 18 156204 156221 
potentially 
variable 

PHG9_Scaffold_5788 71 p2 (TC)6 12 176191 176202   

PHG9_Scaffold_5788 72 p3 (AAT)6 18 176310 176327 
potentially 
variable 

PHG9_Scaffold_5788 80 p2 (TC)6 12 190460 190471   

PHG9_Scaffold_5788 81 p3 (ATA)5 15 190761 190775 
potentially 
variable 

PHG9_Scaffold_5788 90 p3 (AAT)5 15 207557 207571 
potentially 
variable 

PHG9_Scaffold_5789 3 p2 (TA)7 14 6704 6717 
potentially 
variable 

PHG9_Scaffold_5790 1 p3 (CTT)6 18 275 292 
potentially 
variable 

PHG9_Scaffold_5790 7 p2 (AT)6 12 15624 15635   
PHG9_Scaffold_5790 9 p2 (AG)6 12 20486 20497   

PHG9_Scaffold_5790 16 p2 (AT)7 14 34516 34529 
potentially 
variable 

PHG9_Scaffold_5790 23 p2 (TA)6 12 52744 52755   

PHG9_Scaffold_5790 27 p2 (AT)9 18 68740 68757 
potentially 
variable 

PHG9_Scaffold_5790 28 p3 (TAT)6 18 68959 68976 
potentially 
variable 

PHG9_Scaffold_5790 30 p2 (AT)9 18 80478 80495 
potentially 
variable 

PHG9_Scaffold_5790 48 p3 (ATG)5 15 167358 167372 
potentially 
variable 



PHG9_Scaffold_5790 53 p2 (CA)7 14 193086 193099 
potentially 
variable 

PHG9_Scaffold_5791 2 p2 (TA)8 16 3734 3749 
potentially 
variable 

PHG9_Scaffold_5791 5 p2 (AG)7 14 10884 10897 
potentially 
variable 

PHG9_Scaffold_5791 14 p3 (GGT)6 18 79224 79241 
potentially 
variable 

PHG9_Scaffold_5791 19 p2 (CT)6 12 90526 90537   

PHG9_Scaffold_5791 25 p2 (AT)7 14 111190 111203 
potentially 
variable 

PHG9_Scaffold_5791 26 p3 (TTC)6 18 111869 111886 
potentially 
variable 

PHG9_Scaffold_5791 28 p2 (AT)6 12 122957 122968   

PHG9_Scaffold_5791 29 p2 (AT)8 16 123602 123617 
potentially 
variable 

PHG9_Scaffold_5791 30 p3 (TCT)6 18 124150 124167 
potentially 
variable 

PHG9_Scaffold_5791 32 p2 (AT)6 12 126006 126017   

PHG9_Scaffold_5791 44 p3 (CAA)5 15 157967 157981 
potentially 
variable 

PHG9_Scaffold_5792 6 p2 (AT)6 12 27273 27284   
PHG9_Scaffold_5792 10 p2 (AT)6 12 36031 36042   

PHG9_Scaffold_5792 15 p2 (CT)8 16 55316 55331 
potentially 
variable 

PHG9_Scaffold_5793 5 p2 (CA)8 16 22071 22086 
potentially 
variable 

PHG9_Scaffold_5793 8 p2 (AT)7 14 26792 26805 
potentially 
variable 

PHG9_Scaffold_5793 9 p2 (TG)7 14 29875 29888 potentially 



variable 

PHG9_Scaffold_5793 20 p3 (TCC)5 15 57123 57137 
potentially 
variable 

PHG9_Scaffold_5793 28 p2 (GA)6 12 91984 91995   

PHG9_Scaffold_5793 34 p2 (AT)8 16 118307 118322 
potentially 
variable 

PHG9_Scaffold_5793 42 p2 (AG)6 12 165864 165875   

PHG9_Scaffold_5793 51 p2 (TC)8 16 185817 185832 
potentially 
variable 

PHG9_Scaffold_5793 53 p2 (TA)6 12 190299 190310   

PHG9_Scaffold_5794 4 p2 (TA)9 18 3742 3759 
potentially 
variable 

PHG9_Scaffold_5794 5 p2 (CT)8 16 7877 7892 
potentially 
variable 

PHG9_Scaffold_5794 14 p2 (CA)8 16 30222 30237 
potentially 
variable 

PHG9_Scaffold_5794 26 p3 (CAC)6 18 58109 58126 
potentially 
variable 

PHG9_Scaffold_5794 28 p2 (TA)7 14 64864 64877 
potentially 
variable 

PHG9_Scaffold_5794 31 p3 (TTA)5 15 68748 68762 
potentially 
variable 

PHG9_Scaffold_5794 37 p2 (TA)7 14 92740 92753 
potentially 
variable 

PHG9_Scaffold_5794 42 p2 (GA)6 12 101869 101880   

PHG9_Scaffold_5794 45 p2 (AG)8 16 118522 118537 
potentially 
variable 

PHG9_Scaffold_5794 47 p3 (ATT)5 15 120909 120923 
potentially 
variable 

PHG9_Scaffold_5794 51 p3 (CAA)5 15 129953 129967 potentially 



variable 
PHG9_Scaffold_5794 52 p2 (AT)6 12 131006 131017   
PHG9_Scaffold_5794 53 p2 (TA)6 12 138106 138117   
PHG9_Scaffold_5794 60 p2 (TC)6 12 143409 143420   

PHG9_Scaffold_5794 62 p2 (TA)9 18 147143 147160 
potentially 
variable 

PHG9_Scaffold_5795 4 p2 (AT)6 12 9393 9404   

PHG9_Scaffold_5795 17 p2 (AG)9 18 48183 48200 
potentially 
variable 

PHG9_Scaffold_5795 24 p3 (TAT)5 15 82121 82135 
potentially 
variable 

PHG9_Scaffold_5795 29 p2 (TC)6 12 101461 101472   

PHG9_Scaffold_5795 32 p3 (TTC)5 15 108059 108073 
potentially 
variable 

PHG9_Scaffold_5795 33 p3 (AAG)5 15 116820 116834 
potentially 
variable 

PHG9_Scaffold_5795 36 p2 (CT)7 14 119385 119398 
potentially 
variable 

PHG9_Scaffold_5795 39 p3 (ATT)5 15 126550 126564 
potentially 
variable 

PHG9_Scaffold_5795 57 p2 (AT)7 14 167775 167788 
potentially 
variable 

PHG9_Scaffold_5797 4 p2 (AT)7 14 12398 12411 
potentially 
variable 

PHG9_Scaffold_5797 5 p2 (TA)9 18 12740 12757 
potentially 
variable 

PHG9_Scaffold_5797 6 p2 (AT)7 14 15398 15411 
potentially 
variable 

PHG9_Scaffold_5797 8 p3 (TAC)5 15 17600 17614 
potentially 
variable 



PHG9_Scaffold_5797 15 p2 (TA)8 16 36317 36332 
potentially 
variable 

PHG9_Scaffold_5797 17 p2 (AT)6 12 39333 39344   

PHG9_Scaffold_5797 22 p2 (GA)9 18 57121 57138 
potentially 
variable 

PHG9_Scaffold_5797 26 p2 (TA)7 14 73420 73433 
potentially 
variable 

PHG9_Scaffold_5797 28 p2 (AG)8 16 84195 84210 
potentially 
variable 

PHG9_Scaffold_5797 33 p2 (AT)9 18 95785 95802 
potentially 
variable 

PHG9_Scaffold_5798 6 p2 (CA)6 12 29629 29640   

PHG9_Scaffold_5798 10 p3 (TTC)5 15 48059 48073 
potentially 
variable 

PHG9_Scaffold_5798 13 p2 (TA)6 12 52436 52447   
PHG9_Scaffold_5799 8 p2 (AT)6 12 18233 18244   

PHG9_Scaffold_5799 15 p3 (GTT)6 18 30537 30554 
potentially 
variable 

PHG9_Scaffold_5799 27 p2 (AT)6 12 85315 85326   

PHG9_Scaffold_5799 28 p2 (TA)9 18 86950 86967 
potentially 
variable 

PHG9_Scaffold_5801 4 p2 (TA)8 16 4618 4633 
potentially 
variable 

PHG9_Scaffold_5801 16 p2 (TA)7 14 29599 29612 
potentially 
variable 

PHG9_Scaffold_5801 18 p2 (TA)8 16 35814 35829 
potentially 
variable 

PHG9_Scaffold_5801 22 p3 (TAA)5 15 47149 47163 
potentially 
variable 

PHG9_Scaffold_5801 24 p3 (GAT)5 15 47907 47921 potentially 



variable 

PHG9_Scaffold_5801 27 p2 (TA)8 16 50640 50655 
potentially 
variable 

PHG9_Scaffold_5802 11 p3 (GTT)5 15 28981 28995 
potentially 
variable 

PHG9_Scaffold_5802 15 p2 (TA)6 12 66710 66721   
PHG9_Scaffold_5802 16 p2 (TG)6 12 68710 68721   

PHG9_Scaffold_5802 18 p2 (TA)7 14 69699 69712 
potentially 
variable 

PHG9_Scaffold_5802 20 p3 (TAT)5 15 80559 80573 
potentially 
variable 

PHG9_Scaffold_5802 28 p2 (TA)6 12 95269 95280   

PHG9_Scaffold_5802 38 p2 (AT)7 14 137000 137013 
potentially 
variable 

PHG9_Scaffold_5802 45 p2 (TA)7 14 170440 170453 
potentially 
variable 

PHG9_Scaffold_5802 47 p2 (TC)9 18 173078 173095 
potentially 
variable 

PHG9_Scaffold_5802 48 p3 (TGC)5 15 173499 173513 
potentially 
variable 

PHG9_Scaffold_5802 56 p3 (CTC)5 15 197111 197125 
potentially 
variable 

PHG9_Scaffold_5802 59 p2 (CT)6 12 210189 210200   

PHG9_Scaffold_5802 63 p2 (TC)8 16 225712 225727 
potentially 
variable 

PHG9_Scaffold_5803 8 p2 (TG)6 12 35598 35609   

PHG9_Scaffold_5803 18 p3 (GCT)5 15 74177 74191 
potentially 
variable 

PHG9_Scaffold_5803 26 p2 (AT)9 18 90209 90226 
potentially 
variable 



PHG9_Scaffold_5803 31 p2 (AT)6 12 92398 92409   
PHG9_Scaffold_5803 32 p2 (GA)6 12 94013 94024   

PHG9_Scaffold_5803 41 p3 (AAT)5 15 119702 119716 
potentially 
variable 

PHG9_Scaffold_5804 9 p2 (AT)6 12 37621 37632   

PHG9_Scaffold_5806 1 p3 (TCA)5 15 1845 1859 
potentially 
variable 

PHG9_Scaffold_5806 16 p2 (TA)6 12 34483 34494   

PHG9_Scaffold_5806 24 p3 (AAT)5 15 50198 50212 
potentially 
variable 

PHG9_Scaffold_5806 51 p2 (AC)8 16 145850 145865 
potentially 
variable 

PHG9_Scaffold_5806 53 p6 (TCTTTC)5 30 149242 149271 Hypervariable 
PHG9_Scaffold_5806 55 p2 (GA)6 12 162495 162506   

PHG9_Scaffold_5806 59 p2 (TA)8 16 171913 171928 
potentially 
variable 

PHG9_Scaffold_5806 62 p3 (TTC)5 15 176410 176424 
potentially 
variable 

PHG9_Scaffold_5807 10 p2 (AT)7 14 49322 49335 
potentially 
variable 

PHG9_Scaffold_5807 15 p2 (CT)9 18 74107 74124 
potentially 
variable 

PHG9_Scaffold_5807 18 p3 (TTA)5 15 84515 84529 
potentially 
variable 

PHG9_Scaffold_5807 23 p3 (TTA)6 18 89647 89664 
potentially 
variable 

PHG9_Scaffold_5808 3 p2 (TA)7 14 6330 6343 
potentially 
variable 

PHG9_Scaffold_5808 24 p3 (TTA)5 15 63598 63612 
potentially 
variable 



PHG9_Scaffold_5809 9 p2 (TA)6 12 26731 26742   
PHG9_Scaffold_5809 10 p6 (AAAGCC)5 30 29331 29360 Hypervariable 

PHG9_Scaffold_5809 11 p3 (TCA)5 15 37115 37129 
potentially 
variable 

PHG9_Scaffold_5809 15 p2 (AT)6 12 50551 50562   

PHG9_Scaffold_5809 20 p2 (AT)9 18 64042 64059 
potentially 
variable 

PHG9_Scaffold_5809 23 p6 (CACAGC)5 30 96244 96273 Hypervariable 

PHG9_Scaffold_5809 24 p2 (TA)9 18 96931 96948 
potentially 
variable 

PHG9_Scaffold_5809 37 p2 (AG)6 12 129046 129057   

PHG9_Scaffold_5809 39 p3 (CAG)6 18 132707 132724 
potentially 
variable 

PHG9_Scaffold_5809 43 p2 (TA)6 12 149921 149932   
PHG9_Scaffold_5809 48 p2 (TA)6 12 162693 162704   
PHG9_Scaffold_5809 49 p2 (TA)6 12 162931 162942   

PHG9_Scaffold_5809 51 p2 (AT)9 18 175046 175063 
potentially 
variable 

PHG9_Scaffold_5809 53 p2 (TA)6 12 175684 175695   

PHG9_Scaffold_5809 56 p3 (TTC)5 15 190872 190886 
potentially 
variable 

PHG9_Scaffold_5810 5 p3 (TGA)6 18 12709 12726 
potentially 
variable 

PHG9_Scaffold_5811 7 p2 (AT)6 12 16892 16903   
PHG9_Scaffold_5811 8 p2 (AT)6 12 22960 22971   
PHG9_Scaffold_5811 9 p2 (AT)6 12 25413 25424   

PHG9_Scaffold_5812 4 p2 (AT)7 14 35246 35259 
potentially 
variable 

PHG9_Scaffold_5812 15 p2 (AT)6 12 100382 100393   



PHG9_Scaffold_5812 25 p3 (AAG)5 15 125248 125262 
potentially 
variable 

PHG9_Scaffold_5813 4 p3 (GAG)5 15 21665 21679 
potentially 
variable 

PHG9_Scaffold_5814 9 p3 (ATA)5 15 68783 68797 
potentially 
variable 

PHG9_Scaffold_5814 11 p2 (AT)8 16 70266 70281 
potentially 
variable 

PHG9_Scaffold_5814 12 p2 (AT)7 14 70495 70508 
potentially 
variable 

PHG9_Scaffold_5815 1 p3 (TTC)5 15 34 48 
potentially 
variable 

PHG9_Scaffold_5816 1 p2 (TA)6 12 1648 1659   
PHG9_Scaffold_5816 4 p2 (AT)6 12 14762 14773   
PHG9_Scaffold_5816 5 p2 (AT)6 12 16157 16168   

PHG9_Scaffold_5816 18 p2 (TA)9 18 64536 64553 
potentially 
variable 

PHG9_Scaffold_5818 10 p2 (GA)6 12 21604 21615   
PHG9_Scaffold_5818 12 p6 (TCATGC)5 30 32603 32632 Hypervariable 
PHG9_Scaffold_5818 14 p6 (TGAGCA)8 48 34404 34451 Hypervariable 

PHG9_Scaffold_5818 15 p2 (CT)7 14 34655 34668 
potentially 
variable 

PHG9_Scaffold_5818 17 p2 (AG)6 12 38478 38489   

PHG9_Scaffold_5818 30 p2 (TA)7 14 89387 89400 
potentially 
variable 

PHG9_Scaffold_5818 33 p2 (TA)9 18 92478 92495 
potentially 
variable 

PHG9_Scaffold_5818 37 p3 (TCT)5 15 112659 112673 
potentially 
variable 



PHG9_Scaffold_5818 39 p2 (TG)7 14 121463 121476 
potentially 
variable 

PHG9_Scaffold_5818 47 p3 (TTA)5 15 151081 151095 
potentially 
variable 

PHG9_Scaffold_5818 48 p3 (TGA)5 15 154215 154229 
potentially 
variable 

PHG9_Scaffold_5819 3 p2 (AT)9 18 7842 7859 
potentially 
variable 

PHG9_Scaffold_5819 4 p2 (AT)6 12 8519 8530   
PHG9_Scaffold_5819 11 p2 (TA)6 12 26682 26693   

PHG9_Scaffold_5819 19 p2 (TA)7 14 39420 39433 
potentially 
variable 

PHG9_Scaffold_5819 30 p2 (TA)6 12 73546 73557   

PHG9_Scaffold_5819 34 p2 (AT)7 14 93244 93257 
potentially 
variable 

PHG9_Scaffold_5819 42 p2 (AT)6 12 119760 119771   

PHG9_Scaffold_5819 56 p2 (TA)7 14 173295 173308 
potentially 
variable 

PHG9_Scaffold_5821 5 p2 (TA)7 14 13399 13412 
potentially 
variable 

PHG9_Scaffold_5821 6 p2 (TA)7 14 15499 15512 
potentially 
variable 

PHG9_Scaffold_5821 11 p2 (AT)6 12 55350 55361   
PHG9_Scaffold_5822 4 p2 (CT)6 12 8712 8723   

PHG9_Scaffold_5822 5 p3 (ATT)5 15 9108 9122 
potentially 
variable 

PHG9_Scaffold_5822 9 p2 (TA)6 12 13684 13695   
PHG9_Scaffold_5822 25 p2 (TA)6 12 75859 75870   
PHG9_Scaffold_5822 27 p2 (TA)7 14 77217 77230 potentially 



variable 

PHG9_Scaffold_5823 2 p3 (GTA)5 15 9427 9441 
potentially 
variable 

PHG9_Scaffold_5823 11 p3 (ATA)6 18 45494 45511 
potentially 
variable 

PHG9_Scaffold_5823 16 p2 (TG)9 18 62235 62252 
potentially 
variable 

PHG9_Scaffold_5823 20 p3 (TAT)5 15 69788 69802 
potentially 
variable 

PHG9_Scaffold_5823 26 p2 (AT)9 18 84044 84061 
potentially 
variable 

PHG9_Scaffold_5823 29 p3 (AAT)5 15 95370 95384 
potentially 
variable 

PHG9_Scaffold_5823 32 p2 (TA)6 12 106092 106103   

PHG9_Scaffold_5823 39 p3 (TTA)5 15 127224 127238 
potentially 
variable 

PHG9_Scaffold_5823 41 p3 (TTC)5 15 128672 128686 
potentially 
variable 

PHG9_Scaffold_5823 43 p3 (AAT)6 18 138227 138244 
potentially 
variable 

PHG9_Scaffold_5823 48 p2 (CT)9 18 142273 142290 
potentially 
variable 

PHG9_Scaffold_5823 56 p2 (AG)10 20 168167 168186 Hypervariable 

PHG9_Scaffold_5823 59 p3 (GTG)5 15 172505 172519 
potentially 
variable 

PHG9_Scaffold_5823 61 p2 (CT)7 14 172897 172910 
potentially 
variable 

PHG9_Scaffold_5823 71 p3 (TAA)6 18 212733 212750 
potentially 
variable 

PHG9_Scaffold_5823 76 p3 (ATT)6 18 223448 223465 potentially 



variable 

PHG9_Scaffold_5825 13 p3 (ATT)5 15 61029 61043 
potentially 
variable 

PHG9_Scaffold_5825 16 p2 (GA)8 16 76196 76211 
potentially 
variable 

PHG9_Scaffold_5826 6 p2 (TA)7 14 15387 15400 
potentially 
variable 

PHG9_Scaffold_5826 8 p3 (CTG)5 15 16643 16657 
potentially 
variable 

PHG9_Scaffold_5826 10 p2 (AT)9 18 24551 24568 
potentially 
variable 

PHG9_Scaffold_5826 13 p2 (TA)7 14 30429 30442 
potentially 
variable 

PHG9_Scaffold_5828 7 p2 (CT)6 12 36822 36833   
PHG9_Scaffold_5828 16 p2 (TA)6 12 57703 57714   

PHG9_Scaffold_5828 25 p3 (TAT)6 18 109361 109378 
potentially 
variable 

PHG9_Scaffold_5829 15 p3 (TAA)5 15 40150 40164 
potentially 
variable 

PHG9_Scaffold_5829 27 p2 (TA)6 12 66932 66943   

PHG9_Scaffold_5829 30 p2 (TA)7 14 75514 75527 
potentially 
variable 

PHG9_Scaffold_5829 35 p2 (TA)8 16 89377 89392 
potentially 
variable 

PHG9_Scaffold_5829 36 p3 (ATA)5 15 91864 91878 
potentially 
variable 

PHG9_Scaffold_5829 41 p3 (TAA)5 15 95551 95565 
potentially 
variable 

PHG9_Scaffold_5829 46 p2 (AT)6 12 103581 103592   
PHG9_Scaffold_5829 49 p2 (TA)7 14 125429 125442 potentially 



variable 
PHG9_Scaffold_5829 54 p2 (TA)6 12 140045 140056   

PHG9_Scaffold_5829 57 p2 (TA)9 18 143270 143287 
potentially 
variable 

PHG9_Scaffold_5829 66 p2 (AT)6 12 165239 165250   
PHG9_Scaffold_5829 67 p2 (CT)6 12 169206 169217   
PHG9_Scaffold_5829 73 p2 (TA)6 12 183628 183639   

PHG9_Scaffold_5829 75 p3 (ATT)5 15 188976 188990 
potentially 
variable 

PHG9_Scaffold_5829 76 p2 (TA)7 14 189166 189179 
potentially 
variable 

PHG9_Scaffold_5829 86 p2 (AT)6 12 222952 222963   

PHG9_Scaffold_5830 2 p2 (TA)8 16 4704 4719 
potentially 
variable 

PHG9_Scaffold_5830 4 p2 (TG)7 14 11062 11075 
potentially 
variable 

PHG9_Scaffold_5831 11 p3 (AGA)5 15 46991 47005 
potentially 
variable 

PHG9_Scaffold_5831 17 p2 (TC)6 12 57585 57596   

PHG9_Scaffold_5831 18 p3 (CTT)5 15 59964 59978 
potentially 
variable 

PHG9_Scaffold_5831 21 p2 (TA)7 14 74342 74355 
potentially 
variable 

PHG9_Scaffold_5831 22 p2 (GA)8 16 79854 79869 
potentially 
variable 

PHG9_Scaffold_5831 23 p3 (CAC)5 15 81131 81145 
potentially 
variable 

PHG9_Scaffold_5831 29 p2 (TC)7 14 106240 106253 
potentially 
variable 



PHG9_Scaffold_5831 32 p3 (TGA)5 15 114130 114144 
potentially 
variable 

PHG9_Scaffold_5831 33 p2 (CT)6 12 114443 114454   

PHG9_Scaffold_5831 36 p3 (ATT)5 15 118987 119001 
potentially 
variable 

PHG9_Scaffold_5831 42 p2 (AT)6 12 141896 141907   

PHG9_Scaffold_5831 48 p3 (GAT)5 15 162083 162097 
potentially 
variable 

PHG9_Scaffold_5831 50 p2 (CT)8 16 168108 168123 
potentially 
variable 

PHG9_Scaffold_5831 54 p2 (AC)6 12 174196 174207   
PHG9_Scaffold_5831 62 p2 (TA)6 12 193566 193577   
PHG9_Scaffold_5831 67 p2 (AG)6 12 220300 220311   

PHG9_Scaffold_5831 68 p2 (TA)7 14 220974 220987 
potentially 
variable 

PHG9_Scaffold_5831 69 p2 (TC)6 12 235193 235204   

PHG9_Scaffold_5831 71 p3 (ATA)5 15 242050 242064 
potentially 
variable 

PHG9_Scaffold_5831 72 p3 (TTG)6 18 243654 243671 
potentially 
variable 

PHG9_Scaffold_5831 77 p3 (GAA)5 15 249813 249827 
potentially 
variable 

PHG9_Scaffold_5831 84 p2 (CA)6 12 281791 281802   

PHG9_Scaffold_5832 2 p3 (TAT)6 18 5870 5887 
potentially 
variable 

PHG9_Scaffold_5834 1 p2 (AG)6 12 2569 2580   

PHG9_Scaffold_5834 3 p3 (TTA)5 15 14863 14877 
potentially 
variable 

PHG9_Scaffold_5835 2 p2 (AT)7 14 7944 7957 potentially 



variable 

PHG9_Scaffold_5835 3 p3 (TTA)5 15 11077 11091 
potentially 
variable 

PHG9_Scaffold_5835 5 p2 (TA)8 16 14787 14802 
potentially 
variable 

PHG9_Scaffold_5835 7 p3 (TGC)5 15 21389 21403 
potentially 
variable 

PHG9_Scaffold_5835 12 p2 (AT)6 12 50982 50993   

PHG9_Scaffold_5835 16 p2 (TA)7 14 67160 67173 
potentially 
variable 

PHG9_Scaffold_5835 34 p2 (CT)7 14 106512 106525 
potentially 
variable 

PHG9_Scaffold_5835 38 p2 (TC)6 12 129229 129240   

PHG9_Scaffold_5836 3 p2 (TA)9 18 4225 4242 
potentially 
variable 

PHG9_Scaffold_5836 4 p2 (TC)7 14 5760 5773 
potentially 
variable 

PHG9_Scaffold_5836 12 p2 (TC)6 12 24110 24121   
PHG9_Scaffold_5836 14 p2 (AT)10 20 26312 26331 Hypervariable 
PHG9_Scaffold_5837 4 p2 (TA)6 12 5772 5783   
PHG9_Scaffold_5837 22 p2 (TA)6 12 48425 48436   

PHG9_Scaffold_5837 26 p3 (ATC)5 15 66000 66014 
potentially 
variable 

PHG9_Scaffold_5837 28 p2 (TA)9 18 84065 84082 
potentially 
variable 

PHG9_Scaffold_5837 31 p3 (TTC)6 18 91104 91121 
potentially 
variable 

PHG9_Scaffold_5837 34 p2 (TC)7 14 94199 94212 
potentially 
variable 



PHG9_Scaffold_5837 39 p2 (TC)8 16 102042 102057 
potentially 
variable 

PHG9_Scaffold_5837 44 p2 (AT)8 16 116235 116250 
potentially 
variable 

PHG9_Scaffold_5837 59 p2 (AT)6 12 167913 167924   

PHG9_Scaffold_5837 60 p2 (TA)8 16 168792 168807 
potentially 
variable 

PHG9_Scaffold_5837 65 p2 (GA)6 12 185555 185566   

PHG9_Scaffold_5837 78 p3 (AAT)5 15 210503 210517 
potentially 
variable 

PHG9_Scaffold_5837 87 p2 (AT)6 12 235216 235227   

PHG9_Scaffold_5837 92 p2 (TA)7 14 249367 249380 
potentially 
variable 

PHG9_Scaffold_5837 94 p2 (CT)8 16 254478 254493 
potentially 
variable 

PHG9_Scaffold_5837 98 p3 (ATT)5 15 258868 258882 
potentially 
variable 

PHG9_Scaffold_5837 100 p2 (CT)8 16 260580 260595 
potentially 
variable 

PHG9_Scaffold_5837 111 p2 (AT)6 12 292668 292679   

PHG9_Scaffold_5837 113 p3 (AAC)6 18 293567 293584 
potentially 
variable 

PHG9_Scaffold_5837 120 p6 (GAACAT)5 30 302501 302530 Hypervariable 
PHG9_Scaffold_5837 121 p2 (AT)6 12 303583 303594   
PHG9_Scaffold_5837 126 p2 (AG)6 12 312949 312960   

PHG9_Scaffold_5837 140 p3 (TAT)5 15 358004 358018 
potentially 
variable 

PHG9_Scaffold_5838 1 p2 (TA)6 12 1670 1681   
PHG9_Scaffold_5841 23 p2 (AT)6 12 39952 39963   



PHG9_Scaffold_5841 24 p2 (CA)6 12 41020 41031   

PHG9_Scaffold_5841 26 p2 (TC)8 16 44052 44067 
potentially 
variable 

PHG9_Scaffold_5842 9 p2 (GT)6 12 52643 52654   

PHG9_Scaffold_5842 18 p2 (AT)9 18 61577 61594 
potentially 
variable 

PHG9_Scaffold_5842 29 p3 (TAT)6 18 78737 78754 
potentially 
variable 

PHG9_Scaffold_5842 38 p3 (TCA)5 15 99124 99138 
potentially 
variable 

PHG9_Scaffold_5842 42 p3 (AAG)5 15 106495 106509 
potentially 
variable 

PHG9_Scaffold_5842 59 p2 (AT)7 14 137494 137507 
potentially 
variable 

PHG9_Scaffold_5842 72 p2 (AT)6 12 165153 165164   

PHG9_Scaffold_5842 97 p2 (TA)8 16 219827 219842 
potentially 
variable 

PHG9_Scaffold_5843 4 p2 (AT)9 18 3251 3268 
potentially 
variable 

PHG9_Scaffold_5843 5 p2 (AT)6 12 4000 4011   

PHG9_Scaffold_5843 13 p2 (AT)7 14 30164 30177 
potentially 
variable 

PHG9_Scaffold_5843 18 p3 (AGC)5 15 36839 36853 
potentially 
variable 

PHG9_Scaffold_5843 19 p2 (CT)9 18 36989 37006 
potentially 
variable 

PHG9_Scaffold_5843 31 p3 (CCT)5 15 67352 67366 
potentially 
variable 

PHG9_Scaffold_5844 4 p2 (TC)7 14 25933 25946 
potentially 
variable 



PHG9_Scaffold_5844 9 p2 (GA)7 14 60246 60259 
potentially 
variable 

PHG9_Scaffold_5844 29 p2 (TA)6 12 124322 124333   

PHG9_Scaffold_5844 31 p2 (AT)7 14 126240 126253 
potentially 
variable 

PHG9_Scaffold_5844 34 p2 (TA)7 14 129074 129087 
potentially 
variable 

PHG9_Scaffold_5844 37 p2 (TA)6 12 130254 130265   

PHG9_Scaffold_5845 9 p2 (TA)8 16 46271 46286 
potentially 
variable 

PHG9_Scaffold_5845 13 p3 (ATT)6 18 53942 53959 
potentially 
variable 

PHG9_Scaffold_5846 1 p2 (AT)8 16 2877 2892 
potentially 
variable 

PHG9_Scaffold_5846 6 p2 (TA)8 16 10726 10741 
potentially 
variable 

PHG9_Scaffold_5846 11 p3 (CAG)5 15 29630 29644 
potentially 
variable 

PHG9_Scaffold_5846 15 p2 (TA)9 18 38571 38588 
potentially 
variable 

PHG9_Scaffold_5846 17 p2 (TA)6 12 45269 45280   

PHG9_Scaffold_5847 3 p2 (AT)7 14 10173 10186 
potentially 
variable 

PHG9_Scaffold_5847 4 p2 (TA)7 14 10431 10444 
potentially 
variable 

PHG9_Scaffold_5847 10 p2 (AT)6 12 19371 19382   

PHG9_Scaffold_5847 11 p2 (GA)9 18 22221 22238 
potentially 
variable 

PHG9_Scaffold_5847 16 p2 (AT)9 18 27494 27511 
potentially 
variable 



PHG9_Scaffold_5847 19 p3 (TTC)5 15 48518 48532 
potentially 
variable 

PHG9_Scaffold_5847 21 p2 (TA)7 14 50707 50720 
potentially 
variable 

PHG9_Scaffold_5847 22 p2 (TA)9 18 58328 58345 
potentially 
variable 

PHG9_Scaffold_5847 23 p3 (ATA)5 15 61811 61825 
potentially 
variable 

PHG9_Scaffold_5847 24 p2 (AT)6 12 68283 68294   
PHG9_Scaffold_5847 28 p2 (GA)6 12 84630 84641   
PHG9_Scaffold_5847 30 p2 (CT)6 12 90891 90902   

PHG9_Scaffold_5847 34 p2 (GA)9 18 103534 103551 
potentially 
variable 

PHG9_Scaffold_5847 35 p2 (TA)7 14 108739 108752 
potentially 
variable 

PHG9_Scaffold_5847 41 p2 (TA)7 14 115524 115537 
potentially 
variable 

PHG9_Scaffold_5848 2 p2 (AG)9 18 3523 3540 
potentially 
variable 

PHG9_Scaffold_5848 4 p2 (CT)7 14 7123 7136 
potentially 
variable 

PHG9_Scaffold_5849 3 p2 (TG)7 14 32565 32578 
potentially 
variable 

PHG9_Scaffold_5851 2 p2 (TG)8 16 28108 28123 
potentially 
variable 

PHG9_Scaffold_5851 6 p3 (AAT)6 18 58253 58270 
potentially 
variable 

PHG9_Scaffold_5851 10 p3 (ATA)5 15 72251 72265 
potentially 
variable 

PHG9_Scaffold_5851 18 p2 (TA)8 16 115673 115688 potentially 



variable 
PHG9_Scaffold_5851 24 p2 (TA)6 12 140591 140602   

PHG9_Scaffold_5851 45 p3 (ATA)6 18 203960 203977 
potentially 
variable 

PHG9_Scaffold_5851 62 p2 (AT)6 12 245323 245334   
PHG9_Scaffold_5851 63 p2 (TA)6 12 247007 247018   

PHG9_Scaffold_5851 64 p2 (AT)8 16 247260 247275 
potentially 
variable 

PHG9_Scaffold_5851 71 p3 (ATT)5 15 259724 259738 
potentially 
variable 

PHG9_Scaffold_5852 2 p3 (TGA)5 15 10689 10703 
potentially 
variable 

PHG9_Scaffold_5852 4 p3 (TTC)5 15 20889 20903 
potentially 
variable 

PHG9_Scaffold_5852 10 p2 (TA)7 14 42208 42221 
potentially 
variable 

PHG9_Scaffold_5852 11 p3 (TTC)5 15 43736 43750 
potentially 
variable 

PHG9_Scaffold_5852 17 p3 (AAT)5 15 56099 56113 
potentially 
variable 

PHG9_Scaffold_5852 22 p3 (TTC)5 15 64293 64307 
potentially 
variable 

PHG9_Scaffold_5852 24 p3 (ACA)5 15 82735 82749 
potentially 
variable 

PHG9_Scaffold_5852 29 p2 (TG)7 14 101628 101641 
potentially 
variable 

PHG9_Scaffold_5854 2 p2 (AT)6 12 1522 1533   
 
 
  



Supplementary Table S4. Details of ddRAD-Seq data generated for horsegram germplasm accessions. 

Sampl
e Code 

Germplas
m 
accession 

Raw Reads 
generated 

G
C 
% 

Q30 
bases 

Read 
length 

No. of 
passed 
reads 

No. of 
aligned 
reads 

% 
mappi
ng 

No. of uniquely 
aligned reads 

% uniquely 
mapped reads Origin 

G1 IC47132 47,20,572 
42.
59 92.63 

100 x 
2 46,14,018 29,15,807 63.20 28,76,054 62.33 

Andhra 
Pradesh 

G2 IC47461 42,11,322 
41.
79 91.80 

100 x 
2 41,13,250 27,11,298 65.92 26,78,362 65.12 

Uttar 
Pradesh 

G3 IC56132 59,46,032 
43.
59 92.57 

100 x 
2 57,99,768 34,46,837 59.43 34,00,173 58.63 

Andhra 
Pradesh 

G4 IC71743 50,10,950 
44.
05 92.78 

100 x 
2 49,06,404 32,06,900 65.36 31,74,882 64.71 

Tamil 
Nadu 

G5 IC71775 11,60,606 
43.
87 93.03 

100 x 
2 11,08,938 6,74,064 60.79 6,65,049 59.97 

Tamil 
Nadu 

G6 IC71809 49,65,970 
41.
32 92.29 

100 x 
2 47,96,084 30,10,374 62.77 29,70,109 61.93 

Tamil 
Nadu 

G7 IC71814 52,38,808 
43.
82 93.11 

100 x 
2 50,55,362 31,67,815 62.66 31,25,430 61.82 

Tamil 
Nadu 

G8 IC123022 18,43,838 
44.
11 92.20 

100 x 
2 17,58,630 10,99,994 62.55 10,91,693 62.08   

G9 IC139412 52,72,228 
42.
57 92.25 

100 x 
2 50,77,596 30,70,677 60.48 30,30,925 59.69 Rajasthan 

G10 IC139453 49,08,014 
42.
41 92.47 

100 x 
2 48,04,256 31,13,185 64.80 30,73,824 63.98 

Himachal 
Pradesh 

G11 IC139548 45,98,882 
40.
98 92.75 

100 x 
2 45,03,636 26,48,012 58.80 25,83,146 57.36 

Himachal 
Pradesh 

G12 IC139556 49,92,708 
42.
11 91.98 

100 x 
2 48,67,084 31,07,647 63.85 30,62,177 62.92 

Himachal 
Pradesh 

G13 IC344193 43,04,054 
41.
53 92.85 

100 x 
2 42,00,794 23,98,083 57.09 23,40,347 55.71 

Maharash
tra 



G14 IC355643 35,28,052 
42.
37 92.93 

100 x 
2 34,55,060 19,84,677 57.44 19,36,949 56.06   

G15 IC561032 49,35,330 
41.
94 93.29 

100 x 
2 48,38,360 28,47,169 58.85 27,77,252 57.40 

Jharkhan
d 

G16 IC343106 34,44,248 
42.
30 93.53 

100 x 
2 33,88,326 21,04,595 62.11 20,71,970 61.15 

Jharkhan
d 

G17 IC139450 30,30,262 
42.
59 93.81 

100 x 
2 29,74,264 16,94,315 56.97 16,67,730 56.07 

Jharkhan
d 

G18 IC347182 38,32,100 
39.
79 93.39 

100 x 
2 37,64,864 22,91,541 60.87 22,52,389 59.83 

Jharkhan
d 

G19 IC345439 43,81,806 
42.
28 94.17 

100 x 
2 43,10,282 26,11,073 60.58 25,69,695 59.62   

G20 IC203201 37,45,226 
41.
93 93.65 

100 x 
2 36,87,564 22,21,099 60.23 21,91,123 59.42 Odisha 

G21 IC341263 26,69,516 
44.
34 92.77 

100 x 
2 26,14,258 17,05,236 65.23 16,94,871 64.83 

Maharash
tra 

G22 IC342685 51,92,638 
42.
97 92.04 

100 x 
2 50,94,376 33,60,295 65.96 33,15,314 65.08   

G23 IC385836 32,02,934 
44.
59 92.85 

100 x 
2 31,32,638 21,07,747 67.28 20,95,752 66.90 

Jharkhan
d 

G24 TCR1635 50,65,728 
45.
65 92.86 

100 x 
2 49,70,134 31,54,868 63.48 31,31,197 63.00 

Tamil 
Nadu 

G25 TCR1734 15,94,014 
44.
84 93.50 

100 x 
2 15,53,296 10,41,589 67.06 10,33,073 66.51   

G26 TCR1752 43,24,696 
43.
46 94.89 

100 x 
2 42,39,168 26,31,310 62.07 25,89,882 61.09   

G27 TCR1755 52,04,180 
44.
86 94.86 

100 x 
2 50,76,950 30,55,556 60.19 30,31,844 59.72   

G28 TCR1762 38,45,598 
41.
96 94.68 

100 x 
2 37,58,102 23,27,804 61.94 23,06,826 61.38   



G29 TCR1781 34,49,842 
44.
11 95.21 

100 x 
2 33,60,250 21,49,214 63.96 21,26,859 63.30   

G30 TCR1789 65,59,266 
43.
85 94.74 

100 x 
2 64,20,830 38,21,706 59.52 37,73,877 58.78   

G31 TCR1814 42,23,704 
41.
53 94.61 

100 x 
2 41,56,524 23,88,636 57.47 23,42,086 56.35   

G32 BGM 1 32,60,776 
43.
08 92.48 

100 x 
2 31,76,192 22,26,851 70.11 22,07,873 69.51   

G33 AK 26 51,87,640 
42.
38 94.58 

100 x 
2 50,93,420 29,35,919 57.64 28,75,068 56.45   

G34 HG 4 40,21,738 
42.
74 94.72 

100 x 
2 39,59,736 22,59,014 57.05 22,11,197 55.84   

G35 HG 6 23,78,542 
42.
09 95.08 

100 x 
2 23,43,452 13,95,284 59.54 13,58,347 57.96   

G36 HG 9 36,23,582 
42.
13 94.69 

100 x 
2 35,65,726 21,97,968 61.64 21,57,355 60.50   

G37 HG 11 31,58,606 
42.
62 94.98 

100 x 
2 31,09,460 19,04,594 61.25 18,77,397 60.38   

G38 HG 12 35,53,174 
40.
23 94.59 

100 x 
2 34,99,106 19,95,016 57.02 19,61,122 56.05   

G39 IC385837 46,99,560 
43.
25 95.10 

100 x 
2 46,27,166 24,69,759 53.38 24,31,271 52.54 

Jharkhan
d 

G40 IC139331 33,45,864 
41.
44 94.79 

100 x 
2 32,93,136 20,30,017 61.64 19,95,763 60.60 

Maharash
tra 

  



Supplementary Table S5. Missense and non-sense substitutions/SNPs in the exonic region of genes. 

Scaff
old 
ID 

SN
P_
pos
itio
n 

R
ef
er
en
ce 
all
el
e 

Al
te
rn
at
e 
al
lel
e 

SNP 
type 

Ge
ne 
ID 

Gene 
annota
tion 

Pfam_do
main SNP_position_up_downstream_sequence 

P
HG9
_Scaf
fold_
1031 

2
58
66 T A 

m
issen
se_v
arian
t 

Mu
_g0
890
4.t
1 

hypoth
etical 
protein 
LR48_
Vigan0
7g228
600 
[Vigna 
angula
ris] 

Zinc-
binding 
dehydrog
enase 

AATAGAGGATTACCTATAAAAAATTTATTATCTCTCTTCACAATTTAGAG
AGACACGTGTCCCCCAACAGAGTCATGTACTATTTCAGCCATGTTAATCT
[T/A]CATGCGGATAAGACACCTAATGGACTCTCCTTTCAGCATGTATTCA
AATGCTTTGTTGATCTCTGCGAATGGAACTGAGTGAGTGATGAATTTGTC
CACT 

P
HG9
_Scaf
fold_
105 

3
66
79
6 T C 

m
issen
se_v
arian
t 

Mu
_g0
220
1.t
1 

hypoth
etical 
protein 
PHAV
U_007
G1839
00g 
[Phase
olus 
vulgari
s] 

MSP 
(Major 
sperm 
protein) 
domain 

CTAACAGCAAGTAGCAGGGATAAAGGGAGGTGCTCAGACCTTGAAGGC
CACATAGTCAAAGGTGTTATTAGCCAACCGAACCGAGCAAGAACTTTGC
TTC[T/C]CAATTCAACTACAAGGCGAAAAATCACGGCATATTATTCAACC
GATCACCCAAACACACAAGTTATAATAGATTCAACAACATCAGCATGCA
TGGCCAGA 



P
HG9
_Scaf
fold_
1070 

6
02
44 G C 

m
issen
se_v
arian
t 

Mu
_g0
907
6.t
1 

hypoth
etical 
protein 
PHAV
U_001
G1637
00g 
[Phase
olus 
vulgari
s] 

Protein 
kinase 
domain 

ACCTGTGAGTAATTGTGCTCTATAAACACTTCCAAATCCCCCCTTTCCGA
TGCAGTGCTTGTCATTGAAGTCATCGGTGGCCTTAACAAGATCAGAAAA
T[G/C]GAATTTTCCATCTCTTCCCCACACCACGCTAATAGGTTGATCACTT
TTCTCAATGCTTTTGGACTCTTCATCAAGGTGTTTTTTGGCATGCCGCCG
CCAA 

P
HG9
_Scaf
fold_
1070 

6
02
45 T C 

m
issen
se_v
arian
t 

Mu
_g0
907
6.t
1 

hypoth
etical 
protein 
PHAV
U_001
G1637
00g 
[Phase
olus 
vulgari
s] 

Protein 
kinase 
domain 

CCTGTGAGTAATTGTGCTCTATAAACACTTCCAAATCCCCCCTTTCCGAT
GCAGTGCTTGTCATTGAAGTCATCGGTGGCCTTAACAAGATCAGAAAAT
G[T/C]AATTTTCCATCTCTTCCCCACACCACGCTAATAGGTTGATCACTTT
TCTCAATGCTTTTGGACTCTTCATCAAGGTGTTTTTTGGCATGCCGCCGC
CAAA 

P
HG9
_Scaf
fold_
1070 

7
10
05 A G 

m
issen
se_v
arian
t 

Mu
_g0
907
7.t
1 

PREDI
CTED: 
MDIS
1-
interac
ting 
recepto
r like 
kinase 

Protein 
kinase 
domain 

TTGGCGGCGGCATGCCAAAAAACACCTTGATGAAGAGTCCAAAAGCATT
GATAAAAGTGATCAACCTATTAGCGTGGTGTGGGGAAGAGATGGAAAA
TTC[A/G]ATTTTCTGATCTTGTTAAGGCCACCGATGACTTCAATGACAAG
TACTGCATCGGAAAGGGAGGATTTGGAAGTGTTTATAGAGCACAATTAC
TCACAGGC 



2-like 
isofor
m X1 
[Vigna 
angula
ris] 

P
HG9
_Scaf
fold_
1070 

7
10
06 C G 

m
issen
se_v
arian
t 

Mu
_g0
907
7.t
1 

PREDI
CTED: 
MDIS
1-
interac
ting 
recepto
r like 
kinase 
2-like 
isofor
m X1 
[Vigna 
angula
ris] 

Protein 
kinase 
domain 

TGGCGGCGGCATGCCAAAAAACACCTTGATGAAGAGTCCAAAAGCATT
GATAAAAGTGATCAACCTATTAGCGTGGTGTGGGGAAGAGATGGAAAA
TTCA[C/G]TTTTCTGATCTTGTTAAGGCCACCGATGACTTCAATGACAAG
TACTGCATCGGAAAGGGAGGATTTGGAAGTGTTTATAGAGCACAATTAC
TCACAGGCC 

P
HG9
_Scaf
fold_
1083 

2
03
12
2 G C 

m
issen
se_v
arian
t 

Mu
_g0
917
2.t
1 

hypoth
etical 
protein 
TSUD
_1138
70 
[Trifoli
um 
subterr
aneum

Protein 
tyrosine 
kinase 

ACTTGCAATTCTATGTATGTTGATGTGTGAACACATGTAGATTGCAGTGA
AAAGATTGAAAGTTTGGAGCAACAAAGCAGACATGGAATTTGCTGTTGA
A[G/C]TGAGATATTGGCTAGAGTACGACACAAGAATCTTCTCAGTCTACG
TGGCTATTGTGCTGAAGGTCAGGAACGATTAATTGTATATGATTATATG
CCGAAT 



] 

P
HG9
_Scaf
fold_
111 

8
65
97 T A 

m
issen
se_v
arian
t 

Mu
_g0
231
3.t
1 

ATP 
syntha
se CF1 
alpha 
subunit 
(chloro
plast) 
[Pachy
rhizus 
erosus] 

ATP 
synthase 
alpha/beta 
family, 
nucleotid
e-binding 
domain 

CGTACTTCAAGTAGGCGATGGTATTGCTCGTATTTTTGGTCTTGATGAAG
TAATGGCAGGTGAATTGGTGGAATTTGAAGAAGGTACTATAGGCATTGC
T[T/A]GAATTTGGAATCAAAAAATGTTGGTGTTGTGTTAATGGGTGATGG
TTTGATGATACAAGAGGGAAGTTCAGTAAAAGCAACAGGAAGAATTGC
TCAGATA 

P
HG9
_Scaf
fold_
1156 

1
12
24
9 G T 

m
issen
se_v
arian
t 

Mu
_g0
962
1.t
1 

PREDI
CTED: 
WRK
Y 
transcr
iption 
factor 
44 
isofor
m X2 
[Vigna 
angula
ris] 

WRKY 
DNA -
binding 
domain 

TCTATCACAATTCGCTGAGGATGTTAAAGTCTTTTGGTCCTCCTCTGTGT
TCTGCTGCACCATCTTATTAGGTTCACTGATCTGATTTATTTCTGCATGC[
G/T]GACAATACTCTGATCAAGATGTGAACTCATGTTGGTTCTAAATTTTT
CATTGATGGAATGTTGAAAATTGGCCTCCATTGGTTGCCGAGTTTGCTGC
TGA 

P
HG9
_Scaf
fold_
116 

3
30
01 A G 

m
issen
se_v
arian
t 

Mu
_g0
239
2.t
1 

hypoth
etical 
protein 
PHAV
U_002
G2146

TB2/DP1, 
HVA22 
family 

CACATTGATCATAGAGTCCAATCAGGTTTTCAGTCCCAGTCAGAGAAAA
AAAAAAAAAAACTTGACTCCATTATTGGGAAAAGAATGTTCTTACCATT
GA[A/G]AAGCCTAGAAAATGCATGCTCAAATAGGTATATTAGCGAGAGA
AGTATCCAATATGAGATCAAATCCCTAGTTTCTTTATAGGAATCAGTCTC
AATTGCT 



00g 
[Phase
olus 
vulgari
s] 

P
HG9
_Scaf
fold_
118 

1
58
15
2 C A 

m
issen
se_v
arian
t 

Mu
_g0
246
9.t
1 

hypoth
etical 
protein 
PHAV
U_001
G2657
00g 
[Phase
olus 
vulgari
s] 

AMP-
binding 
enzyme 

CCGCATGAGAAAATGAAATACTCACTAGCTCTTTCATACGCATGCCAGG
AAGGCAACATGCTTAGAAATCTATCCCCAACTTCAGCAGGTACAACATC
CC[C/A]AAGTTTTTTATCTAGAAATTCATTAACAAGTGATTAGCAACATC
AATGATCACTTGAAACCAAGAATTATCTTTAACTGAAACCAATTTAAAA
CCTGGAA 

P
HG9
_Scaf
fold_
120 

2
07
83
7 T G 

m
issen
se_v
arian
t 

Mu
_g0
252
3.t
1 

hypoth
etical 
protein 
PHAV
U_007
G0819
00g 
[Phase
olus 
vulgari
s] 

RNA 
recognitio
n motif. 
(a.k.a. 
RRM, 
RBD, or 
RNP 
domain) 

GATTCATATATTCTGTAACTGCGAAAAGGAGATACGGATTACTGAGCCA
GAAAGTGTGCTGGCATGCTTGCACACAAGGGCTTCGGTAGCCTGCTCCT
CA[T/G]CTCAAACTGAACCAGGGCCTGTTTTTTCCCATTCATCTCAAAGA
CTTTACTGTTGAGTATGGTTCCATGCTCCTCTACAAGGCTCACAATCTCC
TCCTCA 

P
HG9
_Scaf
fold_

8
76
25 A T 

m
issen
se_v
arian

Mu
_g1
000
1.t

PREDI
CTED: 
protein 
SAR 

Calmodul
in binding 
protein-
like 

AAGTCACAATCAAGCATGCAATGACTTGTGAGATGGGGAGCAAGTTGTA
CATTTATAGAGGACCACAGTTTACTATTTTTCTGGATCCAATATGCAAAT
T[A/T]TTAGAGCTGATGTCAATGGACAGACATTTTCCAACAGAGATCCTA
TGAGCCATTTGAATAAGGTACAATGAATCATCTACTCTCATGAACTCAA



1236 t 1 DEFIC
IENT 
1-like 
[Vigna 
angula
ris] 

TTGTTC 

P
HG9
_Scaf
fold_
1236 

1
11
92
7 C A 

m
issen
se_v
arian
t 

Mu
_g1
000
4.t
1 

hypoth
etical 
protein 
PHAV
U_004
G0818
00g 
[Phase
olus 
vulgari
s] 

PPR 
repeat 
family 

ATTCTCTGCCTTGTCAGTTTCATTCTTTTCAAATAATGCACAGATAATTA
TTTCGAAAGTTATAGCATTAGGCATGCAACCACTGTCTTCCATTTTTAAC
[C/A]CAAGTCCAATGCCTCATCAACCAATCCTTCTTTACATAATCCATTC
ATCATAATGTTATAAGTACATACGTTGACCGGGTAGCCTTTAATCAAAA
GATTT 

P
HG9
_Scaf
fold_
1236 

1
11
96
0 T A 

m
issen
se_v
arian
t 

Mu
_g1
000
4.t
1 

hypoth
etical 
protein 
PHAV
U_004
G0818
00g 
[Phase
olus 
vulgari
s] 

PPR 
repeat 
family 

TAATGCACAGATAATTATTTCGAAAGTTATAGCATTAGGCATGCAACCA
CTGTCTTCCATTTTTAACCACAAGTCCAATGCCTCATCAACCAATCCTTC
T[T/A]ACATAATCCATTCATCATAATGTTATAAGTACATACGTTGACCGG
GTAGCCTTTAATCAAAAGATTTTGAAAAACTTCTTTTGCATCCTTTAGCC
TTCTC 

P
HG9
_Scaf

2
47
98 T G 

m
issen
se_v

Mu
_g1
018

26S 
proteas
ome 

26S 
proteaso
me 

CGTTTTGAAATTTATTTCAGCTGGTCTGACCGAGCAGATTAAGTTGGACC
GCTATCTGCATCCTCATTTCCGATATTACATGAGGGAGGTCAGAACTGTT
[T/G]GTACTCCCAATTTTTGGAATCTTACAAGAGTGTGACAATTGAGGCC



fold_
1258 

arian
t 

0.t
1 

non-
ATPas
e 
regulat
ory 
subunit 
6 
homol
og 
[Vigna 
radiata 
var. 
radiata
] 

subunit 
RPN7 

ATGGCCAAAGCTTTTGGAGTGACAGTAGATTTCATTGATCTGTAAGTAA
ATGCA 

P
HG9
_Scaf
fold_
126 

1
92
53 T G 

m
issen
se_v
arian
t 

Mu
_g0
266
8.t
1 

hypoth
etical 
protein 
PHAV
U_008
G0507
00g 
[Phase
olus 
vulgari
s] 

Protein 
tyrosine 
kinase 

CTGAAGGTTGCATGCAACTGTGTTACAGAAATGCCAAAGGAGAGGCCTA
CCATGTTTGAAGTATACCAGCTTCTAAGAGCCATTGGCATGGATTATAA
TT[T/G]ACGACTGAGGATGAGATAATGCTGCCCGTGGACATTGGTGATGC
TGATAACTTAGAAGAACTTATTGTAGCTCGAGATGGACATGATTGAAAA
GGTATGT 

P
HG9
_Scaf
fold_
1260 

3
03
59
6 G A 

m
issen
se_v
arian
t 

Mu
_g1
020
5.t
1 

hypoth
etical 
protein 
PHAV
U_003
G2910

Ubiquitin
-2 like 
Rad60 
SUMO-
like 

GATTATCTTGGAGAAAAGAAAGAATCATGCATGCACCTGAAAGCTGATG
GATAAGTCCACATCAGTGCACACATCATCTGAGGGAGATTTTCTCTTAA
GT[G/A]CGTAGTGGTAGCCATATTCTTCTTCTGCACACACAATGGGAAGA
GATATATGTAAGATTCCACTATCTCAATCAATCAAAGAAGAAAACAAAA
GAACCCT 



00g 
[Phase
olus 
vulgari
s] 

P
HG9
_Scaf
fold_
1275 

2
19
85 G A 

m
issen
se_v
arian
t 

Mu
_g1
026
4.t
1 

PREDI
CTED: 
probab
le LRR 
recepto
r-like 
serine/t
hreoni
ne-
protein 
kinase 
IRK 
[Vigna 
angula
ris] 

Protein 
tyrosine 
kinase 

TGCTGTCATTGTAATTGGTGTTATTAGCATCACTGTTCTCAATCTCCGGG
TTCGCTCCTCCACATCTCGAGATGCAGCTGCCCTCACATTTTCTGCGGGA
[G/A]TGAATTCAGCCGTTCCCCAACTACAGATGCTAACTCTGGCAAGCTT
GTCATGTTTTCAGGTGAGCCTGATTTCAGTTCTGGCGCGCATGCTTTGCT
TAAT 

P
HG9
_Scaf
fold_
128 

2
27
22 C A 

m
issen
se_v
arian
t 

Mu
_g0
271
2.t
1 

magne
sium 
transpo
rter 
MRS2-
2-like 

CorA-like 
Mg2+ 
transporte
r protein 

ATTTCAAGCTCTTCCACATCATTTTCATCGAAACGAACTGTTGCTAGACT
TGCTCTAGATATCTTTGATCCTATGGTGGGGGAGGCAGTAAACCAATTT
G[C/A]TTTGCAGCACCTGATCCACTGATTGGTGATGATGAACCTGCTTTT
CTTGACAGGTATAGGTCAGCCATATCATCATCATCTTCCATCAATTGTTC
AAGCT 

P
HG9
_Scaf
fold_
128 

2
27
30 G C 

m
issen
se_v
arian
t 

Mu
_g0
271
2.t
1 

magne
sium 
transpo
rter 
MRS2-

CorA-like 
Mg2+ 
transporte
r protein 

CTCTTCCACATCATTTTCATCGAAACGAACTGTTGCTAGACTTGCTCTAG
ATATCTTTGATCCTATGGTGGGGGAGGCAGTAAACCAATTTGCATTTGC
A[G/C]ACCTGATCCACTGATTGGTGATGATGAACCTGCTTTTCTTGACAG
GTATAGGTCAGCCATATCATCATCATCTTCCATCAATTGTTCAAGCTCGT
CTCTG 



2-like 

P
HG9
_Scaf
fold_
128 

2
27
46 T C 

m
issen
se_v
arian
t 

Mu
_g0
271
2.t
1 

magne
sium 
transpo
rter 
MRS2-
2-like 

CorA-like 
Mg2+ 
transporte
r protein 

TCATCGAAACGAACTGTTGCTAGACTTGCTCTAGATATCTTTGATCCTAT
GGTGGGGGAGGCAGTAAACCAATTTGCATTTGCAGCACCTGATCCACTG
A[T/C]GGTGATGATGAACCTGCTTTTCTTGACAGGTATAGGTCAGCCATA
TCATCATCATCTTCCATCAATTGTTCAAGCTCGTCTCTGACCTGTACCAG
ATAAA 

P
HG9
_Scaf
fold_
128 

2
27
55 A C 

m
issen
se_v
arian
t 

Mu
_g0
271
2.t
1 

magne
sium 
transpo
rter 
MRS2-
2-like 

CorA-like 
Mg2+ 
transporte
r protein 

CGAACTGTTGCTAGACTTGCTCTAGATATCTTTGATCCTATGGTGGGGGA
GGCAGTAAACCAATTTGCATTTGCAGCACCTGATCCACTGATTGGTGAT
G[A/C]GAACCTGCTTTTCTTGACAGGTATAGGTCAGCCATATCATCATCA
TCTTCCATCAATTGTTCAAGCTCGTCTCTGACCTGTACCAGATAAAAATA
ATTGG 

P
HG9
_Scaf
fold_
128 

2
28
04 T A 

m
issen
se_v
arian
t 

Mu
_g0
271
2.t
1 

magne
sium 
transpo
rter 
MRS2-
2-like 

CorA-like 
Mg2+ 
transporte
r protein 

AGGCAGTAAACCAATTTGCATTTGCAGCACCTGATCCACTGATTGGTGA
TGATGAACCTGCTTTTCTTGACAGGTATAGGTCAGCCATATCATCATCAT
C[T/A]CCATCAATTGTTCAAGCTCGTCTCTGACCTGTACCAGATAAAAAT
AATTGGTAATGGGAGAGGAAAAAGGTATATCTGAGAAAGGGGATGCAG
AATACAT 

P
HG9
_Scaf
fold_
128 

2
28
09 T A 

m
issen
se_v
arian
t 

Mu
_g0
271
2.t
1 

magne
sium 
transpo
rter 
MRS2-
2-like 

CorA-like 
Mg2+ 
transporte
r protein 

GTAAACCAATTTGCATTTGCAGCACCTGATCCACTGATTGGTGATGATG
AACCTGCTTTTCTTGACAGGTATAGGTCAGCCATATCATCATCATCTTCC
A[T/A]AATTGTTCAAGCTCGTCTCTGACCTGTACCAGATAAAAATAATTG
GTAATGGGAGAGGAAAAAGGTATATCTGAGAAAGGGGATGCAGAATAC
ATTTAGA 

P
HG9
_Scaf
fold_
1292 

7
94
0 G C 

m
issen
se_v
arian
t 

Mu
_g1
033
5.t
1 

polyga
lacturo
nase 1 
beta-
like 

BURP 
domain 

GAACCAGGTAAGTTCTTCCGCGAGAGCATGCTTAAGGAAGGAACTGTTA
TGCCAATGCCAGATATAAGAGATAAAATGCCGCAAAGGTCGTTTTTACC
CC[G/C]TCCATTTTGGACAAATTACCCTTCTCTTCTTCGAAGGTTGAGGA
GTTGATGAAGGTGTTCAAGGTGTCTGATAACTCCTCGATGGAGAAGATG
ATCATCG 



protein 
3 
[Vigna 
radiata 
var. 
radiata
] 

P
HG9
_Scaf
fold_
1292 

7
95
2 A C 

m
issen
se_v
arian
t 

Mu
_g1
033
5.t
1 

polyga
lacturo
nase 1 
beta-
like 
protein 
3 
[Vigna 
radiata 
var. 
radiata
] 

BURP 
domain 

TTCTTCCGCGAGAGCATGCTTAAGGAAGGAACTGTTATGCCAATGCCAG
ATATAAGAGATAAAATGCCGCAAAGGTCGTTTTTACCCCGCTCCATTTT
GG[A/C]AAATTACCCTTCTCTTCTTCGAAGGTTGAGGAGTTGATGAAGGT
GTTCAAGGTGTCTGATAACTCCTCGATGGAGAAGATGATCATCGACTCT
TTGTCTG 

P
HG9
_Scaf
fold_
1298 

2
48
62 G T 

m
issen
se_v
arian
t 

Mu
_g1
039
3.t
1 

protein 
SIEVE 
ELEM
ENT 
OCCL
USIO
N B 
[Vigna 
radiata 
var. 
radiata
] 

Sieve 
element 
occlusion 
N-
terminus 

CACTGTAAAGATAATTTAAATTGCTGACAAAGGATATGCTAATAAACAA
GCATAAAAGCTTTGAAAAAGATTGGGAAAGCATACGCATATCCATTAGT
GA[G/T]CTTGTAATCTGAGTTGTGCAAGCAACAATACTTCTGATGGTCCA
ATAGCAAACAATTGGGATATAGTCATTGGCAGTGGCGTGTTCGGTTGGC
AGATCTT 



P
HG9
_Scaf
fold_
1298 

2
48
67 G T 

m
issen
se_v
arian
t 

Mu
_g1
039
3.t
1 

protein 
SIEVE 
ELEM
ENT 
OCCL
USIO
N B 
[Vigna 
radiata 
var. 
radiata
] 

Sieve 
element 
occlusion 
N-
terminus 

TAAAGATAATTTAAATTGCTGACAAAGGATATGCTAATAAACAAGCATA
AAAGCTTTGAAAAAGATTGGGAAAGCATACGCATATCCATTAGTGAGGC
TT[G/T]AATCTGAGTTGTGCAAGCAACAATACTTCTGATGGTCCAATAGC
AAACAATTGGGATATAGTCATTGGCAGTGGCGTGTTCGGTTGGCAGATC
TTGAACC 

P
HG9
_Scaf
fold_
1298 

2
51
40 C G 

m
issen
se_v
arian
t 

Mu
_g1
039
3.t
1 

protein 
SIEVE 
ELEM
ENT 
OCCL
USIO
N B 
[Vigna 
radiata 
var. 
radiata
] 

Sieve 
element 
occlusion 
N-
terminus 

CGAACTTGCATTTTCCATGATACTAGGAAATTGCTTCAGAATTGCCAATT
TTTTTGCAAGCTGGTCGCTATCTTGAACATGAGCAAACAGACAAAATTC
A[C/G]GTAGGTCAAAGTAAAAGCGGCTAAGGCCAAAACTATCTTCATAT
CCCACTTGTACATTGTAAGCATGTCTAATACGGCAATTGTTGTCCGGTGT
TCATCT 

P
HG9
_Scaf
fold_
1298 

2
51
84 A T 

m
issen
se_v
arian
t 

Mu
_g1
039
3.t
1 

protein 
SIEVE 
ELEM
ENT 
OCCL
USIO
N B 

Sieve 
element 
occlusion 
N-
terminus 

CCAATTTTTTTGCAAGCTGGTCGCTATCTTGAACATGAGCAAACAGACA
AAATTCACCGTAGGTCAAAGTAAAAGCGGCTAAGGCCAAAACTATCTTC
AT[A/T]CCCACTTGTACATTGTAAGCATGTCTAATACGGCAATTGTTGTC
CGGTGTTCATCTACACCATTCAGAATCTTGTAGGAAATCTGAAATTACAT
TTTTTA 



[Vigna 
radiata 
var. 
radiata
] 

P
HG9
_Scaf
fold_
1298 

2
58
28 C T 

m
issen
se_v
arian
t 

Mu
_g1
039
3.t
1 

protein 
SIEVE 
ELEM
ENT 
OCCL
USIO
N B 
[Vigna 
radiata 
var. 
radiata
] 

Sieve 
element 
occlusion 
N-
terminus 

TATTTTAAATAGAACCAATCTTCAATGACATGCGTGTCTATCGTAAATTT
CAATTGCATAAGCAACTTTTTAAGCAATTAGCTTCATACCTTTGTAGCTC
[C/T]TCAAACCTCAAAGCGGAATGTATAAGCGTGTCCTCAACAAAACGG
AAAATTGGCTTCACGTCATATTCTATTCCCTCGTCGGGTTTGTGCTTATC
GCCTA 

P
HG9
_Scaf
fold_
13 

1
31
64
4 G A 

m
issen
se_v
arian
t 

Mu
_g0
020
9.t
1 

F-
box/ke
lch-
repeat 
protein 
At1g5
7790 
[Vigna 
radiata 
var. 
radiata
] 

F-box-
like 

TTTTATCTTGCATGCTTATAGTTAATACTTATTATTCAGGCTAAGCGACA
CAATCACAGATAATAGAAGAGCAGTTGATGAAGTGAAAAGTGAAAATT
TA[G/A]GCTGCAATCCTGGGCTGATCTCCCTGCTGAACTCTTAGAATTAA
TCTTGTCCCGATTGATCCTAGCAGATAACATCCGTGCTTCTTCTGTTTGC
AAGAGA 

P
HG9

1
86 A C 

m
issen

Mu
_g1

kunitz-
type 

Trypsin 
and 

ACCAAACTTGCCCACTCACTATCGTTCAAGACTATTCAGTTTCTATTGGT
GACACAGTCAAATTCAGCATACCCCCTGTTACAGGCCCTGATGCAAGGT



_Scaf
fold_
1303 

1 se_v
arian
t 

042
1.t
1 

trypsin 
inhibit
or-like 
2 
protein 
[Arach
is 
durane
nsis] 

protease 
inhibitor 

T[A/C]TCTTTACAGGTACCACTGATGATATCAGTAAATCTTCTTCATACAT
CAATCTTTTTTGGTAACATGGTTCTAAATTGCAGTTACTGTCAGTTGGAA
ACTG 

P
HG9
_Scaf
fold_
134 

1
23
00
2 A G 

m
issen
se_v
arian
t 

Mu
_g0
288
1.t
1 

hypoth
etical 
protein 
PHAV
U_009
G1637
00g 
[Phase
olus 
vulgari
s] NA 

TCCAGAATCCAGCACCCGGAGAAGGTGGTTCAGAAGAAGCAAACCCTC
GGCGAGGAGCACAGTCTTGGCGCTTTCAACGGTAGAGACTTTGGCGATG
GCA[A/G]GACGGTTTTCTCCTTCATGTCGGAGGGGGAATCGAGCAGGCG
CACGAGCACGGGAACAACGCCCTGGGCCACAGCAATTGTAACATTTTTG
TCATCTTCA 

P
HG9
_Scaf
fold_
136 

4
79
41 G T 

m
issen
se_v
arian
t 

Mu
_g0
291
9.t
1 

hypoth
etical 
protein 
PHAV
U_007
G2613
00g 
[Phase
olus 
vulgari
s] NA 

CAGACTATTAACCAGTAACAACAAAGAAAAACATGCCTGCTCCTTAAAT
ATTACAGTAGCAGCATCTAGAAGAAATTCTCGAGCAAGTTCAGGACTCT
TC[G/T]ATGCTTTTGAGGACGGGAGCATTCTCCATCAAGCTCATTTCCAT
CTTCATCAATCAGATCATCATCCTAGAAACAAATGTTGCATAATTAACA
AAGGAAC 



P
HG9
_Scaf
fold_
139 

1
92
04 C T 

m
issen
se_v
arian
t 

Mu
_g0
295
0.t
1 

hypoth
etical 
protein 
PHAV
U_001
G2645
00g 
[Phase
olus 
vulgari
s] 

Kinesin 
motor 
domain 

TCTCTTTCTGCTTTTAAAGCTGAAATTTCAGCAGCTAGGGCATTTATGAA
CTTAGACTCTGCCCCTCTTACTCCTGCTCTGGAAGCCGCTTTCTTAACAT[
C/T]TCAATTCCATCTTGGATCTGCCTATGCCTTGCAAGCAAATGGATGTG
TTTCTCTTCCAAATCTGCATATTGCTCTAAAAGTCTTGCATGCCCTTCGA
TAG 

P
HG9
_Scaf
fold_
14 

4
06
15 A C 

m
issen
se_v
arian
t 

Mu
_g0
023
3.t
1 

hypoth
etical 
protein 
PHAV
U_002
G3221
00g 
[Phase
olus 
vulgari
s] 

GatB/Gat
E 
catalytic 
domain 

AGATCTCACAGCACCACTTGGTCAACTTGCATTTTGAAATTGTGGGTAA
CCAGAAGCTCTAGTATTGTACTGATTGAGCATGACTGCATCTGTGTTGTT
T[A/C]ACCTTGCATTTGAACGGCACCGAATGAATTTCTTCTAGGTTGAGG
TAATATTAAACCTTGATTATTGTTCATGCCAAAGTTGTAATTCTGGGTGA
CAGGA 

P
HG9
_Scaf
fold_
14 

4
16
31 T A 

m
issen
se_v
arian
t 

Mu
_g0
023
3.t
1 

hypoth
etical 
protein 
PHAV
U_002
G3221
00g 
[Phase
olus 

GatB/Gat
E 
catalytic 
domain 

AAATACAGATATTTGATGGATAAGAAAAATCAAATAATTGTTGAAGAAT
CATACTAGCAAGTCCAATTTGATCGATAGCCTTAAGAAATAGTCCATGC
AG[T/A]TTTCTGACCATACTACTCGCTTCTTTGTCGAGGGTGGATAATTA
ATCTTTGATTCATCATCAATAGTTTTTCTGGAAGAGCTATTGCTCCTTTC
AACAAC 



vulgari
s] 

P
HG9
_Scaf
fold_
14 

4
21
00 C T 

m
issen
se_v
arian
t 

Mu
_g0
023
3.t
1 

hypoth
etical 
protein 
PHAV
U_002
G3221
00g 
[Phase
olus 
vulgari
s] 

GatB/Gat
E 
catalytic 
domain 

ACATTGATTTTCTCCTTATTAACCAATTCTAGGAATTTATAACCATCCAT
CATTGGCATATGAACCTCTATCAGTATCAAATTAATATGAATTTTGCCTT
[C/T]CGCAACACCTCAGCAGCAAGTAAAGATTCGGAGCATGCTGTAACT
GTTAAAAAAAAGTTACATTTTTTTCTTCTAAGAAATAAAAATCAACTAA
CTTTTG 

P
HG9
_Scaf
fold_
1426 

2
18
41 A G 

m
issen
se_v
arian
t 

Mu
_g1
086
9.t
1 

PREDI
CTED: 
1-
phosph
atidyli
nositol
-3-
phosph
ate 5-
kinase 
FAB1
B-like 
[Glyci
ne 
max] 

Phosphati
dylinosito
l-4-
phosphate 
5-Kinase 

TGATTCTCAGAAAAGTTTTGGATCGATAGAGGAGATGATATTTTCCATG
TCTGGGTCTCGAAGTTCATCATTATTTGACCCAATGTCATATACTAAGGC
T[A/G]GCATGCCAGAGTTTCCTTTGGAGAAGACGGTCCTCTTGGCAAGGT
AAAATATTCTGTGACTTGTTACTATGCCAAGCGTTTTGAAGCCTTAAGAA
GGGTG 

P
HG9
_Scaf

1
96
71 A G 

m
issen
se_v

Mu
_g1
092

PREDI
CTED: 
probab

Protein 
phosphata
se 2C 

TAGCAATGACACGGGCATTTGGAGATGGAAAACTGAAGAAGCACATTT
CGGCAGAACCAGATGTGACCATTCGGAAGATTGATGAAGACACTGAATT
CAT[A/G]TTTTGGCAAGTGATGGTCTGTGGAAGGTACGAGAATATTGCAT



fold_
1437 

1 arian
t 

1.t
1 

le 
protein 
phosph
atase 
2C 39 
isofor
m X4 
[Glyci
ne 
max] 

GCATCTTATAATTACTGATGAGCACATCTTGGCTGAAGTGGAGCAAGCA
TAAATCTA 

P
HG9
_Scaf
fold_
144 

8
13
47 A T 

m
issen
se_v
arian
t 

Mu
_g0
304
4.t
1 

hypoth
etical 
protein 
PHAV
U_002
G1154
00g 
[Phase
olus 
vulgari
s] NA 

TCTTCTCAGCATGCAATGCAGAAGTCTTGGCTTTCACTTCATCATCAGAA
AAAGGGTCGGATTCTTTGTTCGGTTCGCAATGAAGCTGCAGTGCAATTTT
[A/T]CAACCGGGGAAGCAGGAAGGGTCACTTCTGTGTTCTCAACAACAG
TAGAAGGCTCTCCTTCGAGTTTCTTTATGGCAACTTCGATGTTTTCTGCA
ATATA 

P
HG9
_Scaf
fold_
1445 

4
96
13 T C 

m
issen
se_v
arian
t 

Mu
_g1
093
7.t
1 

unchar
acteriz
ed 
protein 
LOC1
06754
701 
[Vigna 
radiata 
var. 

SAM 
domain 
(Sterile 
alpha 
motif) 

GAGCTTCTCATGGATTCCATGCGCATTAAATCATCAGAACTTCTAGCTGA
GGGAATTTGCCTCAACAAACTTGTTTCCCGTGATTCTGGCATGTGCTGCT
[T/C]GAATTAAAACTATTTGTCAGAGGGTGAGTTGCCTTCGAAAGTTTTT
CACGGAGATCCATATGCCTCTTACTACCATTGCTGTCTGCATGCTTAGAT
GCAC 



radiata
] 

P
HG9
_Scaf
fold_
145 

8
89
67 A G 

m
issen
se_v
arian
t 

Mu
_g0
305
5.t
1 

hypoth
etical 
protein 
PHAV
U_008
G0825
00g 
[Phase
olus 
vulgari
s] 

Leucine 
rich 
repeat N-
terminal 
domain 

GGGTGCATTGGAAGAAGGCAAGGTGGACCAATGTGTTGATGGAAGGCT
CCTTGGTAACTTTGCAGCAGAGGAAGCAATTCCTGTGATAAAATTGGGG
TTG[A/G]TTGTGCATCACAAGTGCCATCAAACCGTCCAGATATGGCTGAG
GTAGTCAACATACTAGAATTAATCCAATGTCCTTCAGAAGGACTAGAGG
AATTATAA 

P
HG9
_Scaf
fold_
145 

8
90
15 G A 

m
issen
se_v
arian
t 

Mu
_g0
305
5.t
1 

hypoth
etical 
protein 
PHAV
U_008
G0825
00g 
[Phase
olus 
vulgari
s] 

Leucine 
rich 
repeat N-
terminal 
domain 

CCTTGGTAACTTTGCAGCAGAGGAAGCAATTCCTGTGATAAAATTGGGG
TTGATTTGTGCATCACAAGTGCCATCAAACCGTCCAGATATGGCTGAGG
TA[G/A]CAACATACTAGAATTAATCCAATGTCCTTCAGAAGGACTAGAG
GAATTATAATGAGTTTTGTTTCAGTCTTTGAGAAACAGCATATGTTGCAG
TACCTGG 

P
HG9
_Scaf
fold_
145 

1
64
99
0 C T 

m
issen
se_v
arian
t 

Mu
_g0
306
8.t
1 

PREDI
CTED: 
probab
le 
serine/t
hreoni
ne-

Protein 
kinase 
domain 

TTCTGCGACCCGGGCCACGAAGAGGAGAACGACGGAACCGAACGCAAC
AAGTGCACCACATTATTGTACCGTGGGGGCGAAGAAGCAGAACCCGGTT
TGG[C/T]AAACCGGTTTTGTACCCGCCACGGATGGAGTCTTCGTGCGGGT
GCATGCTCGGATCGGGTCACAGGTGCCCGAGACTGACTCGGATCAGGTC
GTGCCCGC 



protein 
kinase 
WNK5 
[Vigna 
angula
ris] 

P
HG9
_Scaf
fold_
145 

1
65
06
5 G C 

m
issen
se_v
arian
t 

Mu
_g0
306
8.t
1 

PREDI
CTED: 
probab
le 
serine/t
hreoni
ne-
protein 
kinase 
WNK5 
[Vigna 
angula
ris] 

Protein 
kinase 
domain 

GGCGAAGAAGCAGAACCCGGTTTGGCGAAACCGGTTTTGTACCCGCCAC
GGATGGAGTCTTCGTGCGGGTGCATGCTCGGATCGGGTCACAGGTGCCC
GA[G/C]CTGACTCGGATCAGGTCGTGCCCGCACGAACGGCGGAGCATGC
AGCTCCAGCGGTCGATGATGTTGGAGGAGATTTACAAGTACAAAAGAC
GCTTCTTCA 

P
HG9
_Scaf
fold_
1454 

1
03
50 T C 

m
issen
se_v
arian
t 

Mu
_g1
098
2.t
1 

hypoth
etical 
protein 
KK1_0
03069 
[Cajan
us 
cajan] 

MlaD 
protein 

TTTCCAGTTCAACATTGGGAGATACTAGTCTTTGGGATTTAGGACATTTG
ATCAAAGATGATTAGGAACTCTCCATTGCATGCTTCAACATTGCCAAGT
G[T/C]TTATCTTCGTCTCGGATTACTCTACATGGAAGTTCAGTAAATTGTA
TGCCCTGCCTTCCTTTTAGACCCCAGAGAAAAATCAGCACCATAAGAGC
TACAT 

P
HG9
_Scaf
fold_

1
73
55 G A 

m
issen
se_v
arian

Mu
_g1
099
1.t

PREDI
CTED: 
unchar
acteriz

Plant 
transposa
se 
(Ptta/En/S

TGCATCACTAATTTTGTGTTAATTGCAGATGGCAGATAAAGATCAAAAT
AAACGAAAAACTTCCAAGAGTCATCCAACGAAACAACATGCTACACAT
CTA[G/A]GCCAATGACTTCTCAAAATCCATCTTATGCTTCGCAAGCAATA
AATTCAATGGAAGGGGTACACTCACCTGCTGGGACATCTGATGTATCGC



1457 t 1 ed 
protein 
LOC1
06794
106 
isofor
m X1 
[Glyci
ne 
max] 

pm 
family) 

CTCCACCT 

P
HG9
_Scaf
fold_
1457 

1
74
20 C G 

m
issen
se_v
arian
t 

Mu
_g1
099
1.t
1 

PREDI
CTED: 
unchar
acteriz
ed 
protein 
LOC1
06794
106 
isofor
m X1 
[Glyci
ne 
max] 

Plant 
transposa
se 
(Ptta/En/S
pm 
family) 

AGAGTCATCCAACGAAACAACATGCTACACATCTAGCGCCAATGACTTC
TCAAAATCCATCTTATGCTTCGCAAGCAATAAATTCAATGGAAGGGGTA
CA[C/G]CACCTGCTGGGACATCTGATGTATCGCCTCCACCTTCAATGGAA
GTGGTACGCTTACCACCTTCCTCACAACCAACAAATTCAGATGCAGGAC
GTACTGG 

P
HG9
_Scaf
fold_
1457 

1
77
07 G C 

m
issen
se_v
arian
t 

Mu
_g1
099
1.t
1 

PREDI
CTED: 
unchar
acteriz
ed 
protein 
LOC1

Plant 
transposa
se 
(Ptta/En/S
pm 
family) 

ACTTATTTGATATTGGCTTTTTAAAATTGTGACATTCATGCAATATTAGC
AGATTCTTACCTTCTCGCCCTGCTGCTAATGTGATTGGGGATATCCTCAA
[G/C]GGCATTTTACTGATCCCTGGCCATCATGGAAGAAGATACCAATTAG
CACAAGAGACTCGTGGTTTGAAGAGTTTCTAGTTAAGTTTCATATCTACA
TTAT 



06794
106 
isofor
m X1 
[Glyci
ne 
max] 

P
HG9
_Scaf
fold_
151 

7
35
95 C A 

m
issen
se_v
arian
t 

Mu
_g0
316
2.t
1 

WAT1
-
related 
protein 
At4g3
0420-
like 
[Vigna 
radiata 
var. 
radiata
] 

EamA-
like 
transporte
r family 

AGTGAATATTGGAAGCTGGAGATCCATAGCGAAGATAGTAGGGACAGT
GATATGTGTGAGTGGAGCAGTGTCCATGGCTTTGTTGAAGGGTCAAAAG
CTA[C/A]AAATTCAGAAAACCTGCCATCAAAATCCATCATCATGGCCTCA
TCAGAAACTGACACTTGGTTGCTGGGTTGTCTGATTCTCACTGCATGCTG
CTGTGCT 

P
HG9
_Scaf
fold_
151 

7
35
96 T A 

m
issen
se_v
arian
t 

Mu
_g0
316
2.t
1 

WAT1
-
related 
protein 
At4g3
0420-
like 
[Vigna 
radiata 
var. 
radiata
] 

EamA-
like 
transporte
r family 

GTGAATATTGGAAGCTGGAGATCCATAGCGAAGATAGTAGGGACAGTG
ATATGTGTGAGTGGAGCAGTGTCCATGGCTTTGTTGAAGGGTCAAAAGC
TAC[T/A]AATTCAGAAAACCTGCCATCAAAATCCATCATCATGGCCTCAT
CAGAAACTGACACTTGGTTGCTGGGTTGTCTGATTCTCACTGCATGCTGC
TGTGCTT 



P
HG9
_Scaf
fold_
1560 

9
33
7 

G
C
A 

G
A
A 

m
issen
se_v
arian
t 

Mu
_g1
139
9.t
1 

hypoth
etical 
protein 
PHAV
U_007
G0066
00g 
[Phase
olus 
vulgari
s] 

Transketo
lase, 
thiamine 
diphospha
te binding 
domain 

AATGGCTGCACGAATTTCATCATACCCGGTATTTCCATTCTTCACCCAAA
TCACATGCCATCCAAGTGCCTCAAAACGTTGATCAACATTCTCAGTGAA
T[GCA/GAA]AATTTCAGTGTCACCATCAATGGAAATGTGGTTGTCATCAT
ATAACGCAATAAGCTTCCCCAGACCCCAGTGACCGGCAAGTGAGCATGC
TTCATTCGAA 

P
HG9
_Scaf
fold_
1587 

1
49
47 T G 

m
issen
se_v
arian
t 

Mu
_g1
155
3.t
1 

hypoth
etical 
protein 
PHAV
U_011
G1105
00g 
[Phase
olus 
vulgari
s] NA 

GTTGTAATTGTATGAGTAGGCACTTGAAAGTGAGTTAAGTCTAGTGGTG
GGGCAACTTGGTTTTCTGCATAGTTGTGTGAAGCCAAATTTGGATTCTCT
A[T/G]AGAGAGGCTGTGGCAGCAAGGTTTAACAACCCTTGGTTCATCAA
AACATGGGCTCCTAATAAGCCTTGCATGCTAAGGGAGGGGTTCAACACT
GACCTTA 

P
HG9
_Scaf
fold_
159 

1
23
22
0 G T 

m
issen
se_v
arian
t 

Mu
_g0
334
7.t
1 

hypoth
etical 
protein 
PHAV
U_005
G1458
00g 
[Phase
olus 

Multicop
per 
oxidase 

CTTTGTCCAACTATGCTGAAGTTGTACACATAACTCTGACCACTTTGTAT
GGGACATTGAGTTATGTACGATGGTCCATCCGACCATCCACTCCGTAGC
T[G/T]TTCACTCCGTGCCTATAAATATGTTGTCATACCACAGACAAAAAA
AAAAAAAAACTAAAATATCCATCGCATGCATGCACAACATGAGGTAAA
TTGGTTC 



vulgari
s] 

P
HG9
_Scaf
fold_
1591 

6
19
77 G T 

m
issen
se_v
arian
t 

Mu
_g1
158
7.t
1 

hypoth
etical 
protein 
PHAV
U_008
G1178
00g 
[Phase
olus 
vulgari
s] 

Legume 
lectin 
domain 

AGGCCAAGCATGCGCCAAGTTGTGCAGTACTTGGAGAGGGATGTGCCTC
TGCCAGACCTGTCTTTGCTTACCTTATCTTCCACTGGCTTAACTTTTGGTC
[G/T]CATGAAGACTTTCAGGATTGTCCAATGTCTTATCCTTCATCTATGGA
TAGGCCAATCTCCCATACTTCTTCAATTGCTGAATCACTTCTCTCTGGGG
GGC 

P
HG9
_Scaf
fold_
1604 

6
59
1 T A 

m
issen
se_v
arian
t 

Mu
_g1
164
9.t
1 

hypoth
etical 
protein 
PHAV
U_006
G0902
00g 
[Phase
olus 
vulgari
s] 

Ferric 
reductase 
NAD 
binding 
domain 

ATTTCCACAGACTTGGATGTATCTTGCAATTCCTGTGATACTATATGCAT
GCGAGCGATTGCTTCGTGCTTTTAGGTCTGGCTACAAAAGTGTCAAGAT
T[T/A]GAAGGTACAACATTAACACCGAAGAATTCACCTTCCCACTTTAAG
TTTTAAGTAAATTCAATTTTGCATTTTTGCTATTAATGACGATGGTACAC
TAAAA 

P
HG9
_Scaf
fold_
1606 

4
79
89 C A 

m
issen
se_v
arian
t 

Mu
_g1
165
9.t
1 

VAN3
-
bindin
g 
protein 
[Vigna 
radiata 

Auxin 
canalisati
on 

TGCCACTGAAATAGTGGCATGCAGCTGAGCAGTATGGGTTCTGTTTTCTT
CTTTCTTCTTTTCTCTTCGGTCCTTCAACCATCTTCCAACAGTTTTAGGT[C
/A]TGAGCATGCTGTGCCATTGCCAATAGTTGCGCTGGCTCGTCCACCATT
GAATAAAGGGTGAATGGAATTATTTGCCCGAAAAAACTGCTTAGACATT
GAT 



var. 
radiata
] 

P
HG9
_Scaf
fold_
1606 

4
79
94 G C 

m
issen
se_v
arian
t 

Mu
_g1
165
9.t
1 

VAN3
-
bindin
g 
protein 
[Vigna 
radiata 
var. 
radiata
] 

Auxin 
canalisati
on 

CTGAAATAGTGGCATGCAGCTGAGCAGTATGGGTTCTGTTTTCTTCTTTC
TTCTTTTCTCTTCGGTCCTTCAACCATCTTCCAACAGTTTTAGGTCCTGA[
G/C]ATGCTGTGCCATTGCCAATAGTTGCGCTGGCTCGTCCACCATTGAAT
AAAGGGTGAATGGAATTATTTGCCCGAAAAAACTGCTTAGACATTGATA
AGGA 

P
HG9
_Scaf
fold_
1623 

1
20
04 G A 

m
issen
se_v
arian
t 

Mu
_g1
174
0.t
1 

hypoth
etical 
protein 
PHAV
U_008
G1119
00g 
[Phase
olus 
vulgari
s] NA 

AGAACAAGAGAAGAACCGGGTACAGATGTTGTTGCAAGGCATGCAGAA
TGTAATGACTGCTTACAATGCAAGTGGAAACCTCCCTGCTCCAGCGCCC
GCT[G/A]AAAATCTGCAGTTGTAGCGATTCCTCAACCAGCATTTACTCTC
AAATCTCAACCAGGTACAACCTTTGCCCCTACCTTAGTTGTTTTTCTTAA
TATATGA 

P
HG9
_Scaf
fold_
1667 

6
40
34 A G 

m
issen
se_v
arian
t 

Mu
_g1
199
4.t
1 

hypoth
etical 
protein 
VIGA
N_051
78900 
[Vigna 

Region in 
Clathrin 
and VPS 

TGGAGGTTATTCCCCTTCCCCGTCTCCAATGCAAGGAATGGGTGGCGGC
TATACACCTCCCCCACCGCCACCACCTATGGGTGGAATGGGGATGCCAC
CA[A/G]GCCTCCTTTTGGCATGCCTCCAATGGGGGGCGGCTACTGATCTC
CCTAATCACATCAGAGGAGAGAATTTTGCAATTTCTTTTACTGGTGAAG
CTAGATA 



angula
ris var. 
angula
ris] 

P
HG9
_Scaf
fold_
171 

7
36
28 T C 

m
issen
se_v
arian
t 

Mu
_g0
357
8.t
1 

hypoth
etical 
protein 
PHAV
U_002
G0578
00g 
[Phase
olus 
vulgari
s] 

Agenet 
domain 

ACAGTGTACAACGATTTAGACAGTCAATATATCAAGATTAAACCCTTAT
AATGTACCTGATTTGTTGACAGGTATAGCATGGGTTGATACTGCAGAAG
TT[T/C]CAATTCAGTTTCCATGCTACCTTCACTAAGACATGATGAAACAA
CTACTTTATCTACAAGATGGGATTGCTCAACATCACATTGCATGCAGCTA
GAATCA 

P
HG9
_Scaf
fold_
1718 

3
60
37 G A 

m
issen
se_v
arian
t 

Mu
_g1
221
0.t
1 

putativ
e 
disease 
resista
nce 
protein 
At3g1
4460 
[Arach
is 
durane
nsis] NA 

CGTAAGATTGGTCATATAATTAGGAAGTGACCTAAGATTTTTGCAATTG
GAGATTGTAAGTGATCTAAGATTGGGAGAACTCAATCCCATTGTTGGGA
AG[G/A]CACTAGATTGGAGCAATCCCGAATTTCCAAAGACTCAAGTGAT
AGATCATTATCTTGGCATCCCTCTATAGAAAGGGACTCTAAATTGCAAC
AATCCCAG 

P
HG9
_Scaf
fold_

5
25
90
5 C G 

m
issen
se_v
arian

Mu
_g0
368
2.t

PREDI
CTED: 
unchar
acteriz

WD 
domain, 
G-beta 
repeat 

TTTGATGTGCTGCCAAACAAAGTACAGCACCTGTATGTCCTGAGAAGTA
TTGTTTGCATGCAGTTGGCTTTTCATCAGGATTGGAACTAGCATCATCCA
A[C/G]AAATCCCTTGAAACAGATCAAATCTTACAACCTCTATATCTCCAC
TTATAAAACCAAATACAACAGCATAAGGAGTAAAGAGGTTCTCAGAGA



172 t 1 ed 
protein 
LOC1
08347
372 
isofor
m X1 
[Vigna 
angula
ris] 

TAATCAT 

P
HG9
_Scaf
fold_
1736 

4
62
59 C T 

m
issen
se_v
arian
t 

Mu
_g1
223
9.t
1 

PREDI
CTED: 
microt
ubule-
associa
ted 
protein 
RP/EB 
family 
membe
r 1B-
like 
[Glyci
ne 
max] 

EB1-like 
C-
terminal 
motif 

TAACAACCAAAAAGAACTTTTATTTTTAATTTTAACAATGTGGGCAAGA
ACAAGAACCAAGAGGATTACCTCCTCAATGCGAGAGAGGTTAAGTTGA
AGG[C/T]ATTGTTGATCCAATTGAGAATCTCATTTCTGCCGACAAAGTAT
GCGCTATCCATCATCCCTATACTCGTGGCCATTTCTTTCCACAAAGAATG
AAGACCA 

P
HG9
_Scaf
fold_
1736 

4
62
71 C G 

m
issen
se_v
arian
t 

Mu
_g1
223
9.t
1 

PREDI
CTED: 
microt
ubule-
associa
ted 

EB1-like 
C-
terminal 
motif 

AGAACTTTTATTTTTAATTTTAACAATGTGGGCAAGAACAAGAACCAAG
AGGATTACCTCCTCAATGCGAGAGAGGTTAAGTTGAAGGCGATTGTTGA
TC[C/G]ATTGAGAATCTCATTTCTGCCGACAAAGTATGCGCTATCCATCA
TCCCTATACTCGTGGCCATTTCTTTCCACAAAGAATGAAGACCAAACAG
CAACAAC 



protein 
RP/EB 
family 
membe
r 1B-
like 
[Glyci
ne 
max] 

P
HG9
_Scaf
fold_
1736 

6
26
30 A G 

m
issen
se_v
arian
t 

Mu
_g1
224
3.t
1 

organi
c 
cation/
carniti
ne 
transpo
rter 3 
[Vigna 
radiata 
var. 
radiata
] 

Sugar 
(and 
other) 
transporte
r 

ATTCTCTCTTCCAGCACTCACCAGCATTGGACTGAACGCGCCACCAAAC
ACCACTGCTAACCTTGCCATAGACAGTGCTGAATTTCTTACACAAGTTG
GG[A/G]AAGTTCCGTGGTGTAAATGAGGTACACGTTAAACGAAGAACAA
GCACTGAAGAATGATATCAACTCGAACCCTATTTGCAGATTTTTCATTGG
CTTAACT 

P
HG9
_Scaf
fold_
1771 

7
80
83 A T 

m
issen
se_v
arian
t 

Mu
_g1
248
9.t
1 

hypoth
etical 
protein 
PHAV
U_011
G1243
00g 
[Phase
olus 
vulgari

RPN1/RP
N2 N-
terminal 
domain 

AAATGGCAAAGGGGAAGAACGACTGGAAAGAAGAAATGAAACTCAAA
ACAAACCTGCATTGCCAAAACGAGGAAGTAGAGAACATAGTGATATTTC
CCCA[A/T]ACAATAGCTTTCATATCTAGGCATGCGTGCAACATGGTAATT
AGTCCAGCAAGCGCTGTCCTGTAAAAATGATACAGAATTTGAATTAGAA
AATATTACA 



s] 

P
HG9
_Scaf
fold_
178 

9
80
64 G T 

m
issen
se_v
arian
t 

Mu
_g0
378
6.t
1 

PREDI
CTED: 
unchar
acteriz
ed 
protein 
LOC1
06773
219 
[Vigna 
radiata 
var. 
radiata
] 

Cellulase 
(glycosyl 
hydrolase 
family 5) 

ACAGAGTCACATATCCAATTAATTGGTTGCCTTGTCCATATATCTTTCAT
TTTGAGTACTCCAACTCCAGACCATGAATATAAATGTATCTCAAACACC
A[G/T]TTCTTACCCAAATTTATCTTCAATGGTTTATTCTTTAAATAGTGCA
AGTCAGAATCATAACCTATACCTGAAATAACCACAAGCACATTTGGGTT
TGTCT 

P
HG9
_Scaf
fold_
178 

9
81
72 C T 

m
issen
se_v
arian
t 

Mu
_g0
378
6.t
1 

PREDI
CTED: 
unchar
acteriz
ed 
protein 
LOC1
06773
219 
[Vigna 
radiata 
var. 
radiata
] 

Cellulase 
(glycosyl 
hydrolase 
family 5) 

CCCAAATTTATCTTCAATGGTTTATTCTTTAAATAGTGCAAGTCAGAATC
ATAACCTATACCTGAAATAACCACAAGCACATTTGGGTTTGTCTTATGTA
[C/T]GCTAATGCTGCTTGGGTCATATACTTGTACCAATCAGGCAAGTTTT
GGCGTGGACCACGCAATTCATTCCTCAAACTCATTGCCACAACCTATTA
GTGAA 

P 9 G A m Mu PREDI Cellulase AACAATCTCTTTCAAAGGCCTTTTATCAAGACCCTCAGGGATCATTGGTT



HG9
_Scaf
fold_
178 

88
91 

issen
se_v
arian
t 

_g0
378
6.t
1 

CTED: 
unchar
acteriz
ed 
protein 
LOC1
06773
219 
[Vigna 
radiata 
var. 
radiata
] 

(glycosyl 
hydrolase 
family 5) 

GGAGGTGACCAGCCCAATTGGCACATGCCAACTTGGTTCGTTGTCCTGT
G[G/A]TTCATCTATGATCCATCTCTTATGTGTTGATAAAGGATATGTATTG
GAATATGATGTAGAGATGAATAAAAGGAGAAGAAGAAAACCAATTCGT
GAAATT 

P
HG9
_Scaf
fold_
178 

9
89
34 T C 

m
issen
se_v
arian
t 

Mu
_g0
378
6.t
1 

PREDI
CTED: 
unchar
acteriz
ed 
protein 
LOC1
06773
219 
[Vigna 
radiata 
var. 
radiata
] 

Cellulase 
(glycosyl 
hydrolase 
family 5) 

ATTGGTTGGAGGTGACCAGCCCAATTGGCACATGCCAACTTGGTTCGTT
GTCCTGTGGCTTCATCTATGATCCATCTCTTATGTGTTGATAAAGGATAT
G[T/C]TTGGAATATGATGTAGAGATGAATAAAAGGAGAAGAAGAAAACC
AATTCGTGAAATTATTCTAAACATCTTCGTTTTGAACGGAAAATAAATTT
TTCTAA 

P
HG9
_Scaf
fold_

9
89
48 G A 

m
issen
se_v
arian

Mu
_g0
378
6.t

PREDI
CTED: 
unchar
acteriz

Cellulase 
(glycosyl 
hydrolase 
family 5) 

ACCAGCCCAATTGGCACATGCCAACTTGGTTCGTTGTCCTGTGGCTTCAT
CTATGATCCATCTCTTATGTGTTGATAAAGGATATGTATTGGAATATGAT
[G/A]AGAGATGAATAAAAGGAGAAGAAGAAAACCAATTCGTGAAATTA
TTCTAAACATCTTCGTTTTGAACGGAAAATAAATTTTTCTAAGATGGAGA



178 t 1 ed 
protein 
LOC1
06773
219 
[Vigna 
radiata 
var. 
radiata
] 

AGAAAT 

P
HG9
_Scaf
fold_
1812 

1
14
64 T C 

m
issen
se_v
arian
t 

Mu
_g1
269
1.t
1 

hypoth
etical 
protein 
PHAV
U_006
G0171
00g 
[Phase
olus 
vulgari
s] 

Lipoxyge
nase 

TTCTAACAAGATATAAAAGCAAGTGATGCAATAAGCAGTTTTCCAGCAT
TATCAAATTTAAAAATAAGCACTTGTAATAAGTTCTTACTTTTAATTGTT
T[T/C]GGGGTATCAAAGCGCAAAAAGTTCTGGCTATCATTAGCAACCTTG
ATCAACTTGGGAATGGCACTCTGGAGGAAATTTAGACTATTGTCTTTAA
GAGTTG 

P
HG9
_Scaf
fold_
1812 

1
15
26 G A 

m
issen
se_v
arian
t 

Mu
_g1
269
1.t
1 

hypoth
etical 
protein 
PHAV
U_006
G0171
00g 
[Phase
olus 
vulgari

Lipoxyge
nase 

AATAAGCACTTGTAATAAGTTCTTACTTTTAATTGTTTTGGGGGTATCAA
AGCGCAAAAAGTTCTGGCTATCATTAGCAACCTTGATCAACTTGGGAAT
G[G/A]ACTCTGGAGGAAATTTAGACTATTGTCTTTAAGAGTTGGTAAGTG
AAACCCTTCTTTGTAGATTGTGTCTATGTCTTCGAAGCTTCTAAATCCAA
GATCT 



s] 

P
HG9
_Scaf
fold_
1842 

1
81
26
3 C G 

m
issen
se_v
arian
t 

Mu
_g1
286
2.t
1 

hypoth
etical 
protein 
PHAV
U_010
G0141
00g 
[Phase
olus 
vulgari
s] 

Transfera
se family 

CTCGGTGAAAATAACTCCCTCGTCGTTGCACTCAACTATTGAATTGCCTC
TCAGGCTTCCACAAAAGTGAGGGTAGAGAGTGAGGACTTGTGACAAAG
AA[C/G]CTTCAACTTGTCAGATATTGTTCTGAAGTCTGTGGCATCGGAAG
CAGAGTAGAAGAAGAGAATAGGGATGTACAATGGAGGAGCCAATTGAT
CGAGAAGG 

P
HG9
_Scaf
fold_
1842 

1
81
28
7 C T 

m
issen
se_v
arian
t 

Mu
_g1
286
2.t
1 

hypoth
etical 
protein 
PHAV
U_010
G0141
00g 
[Phase
olus 
vulgari
s] 

Transfera
se family 

GTTGCACTCAACTATTGAATTGCCTCTCAGGCTTCCACAAAAGTGAGGG
TAGAGAGTGAGGACTTGTGACAAAGAACCCTTCAACTTGTCAGATATTG
TT[C/T]GAAGTCTGTGGCATCGGAAGCAGAGTAGAAGAAGAGAATAGGG
ATGTACAATGGAGGAGCCAATTGATCGAGAAGGGAAAGTTTGAAGTGT
CGAAGATTA 

P
HG9
_Scaf
fold_
1853 

8
62
3 C T 

m
issen
se_v
arian
t 

Mu
_g1
289
6.t
1 

hypoth
etical 
protein 
PHAV
U_004
G1759
00g 

Protein 
kinase 
domain 

TTGATTCTGTGCATGCTGGCAGTAGCCTTCTTGCTGGCTTTGTTTATAGC
AATCTTGATTACTAAACTTTACAGAAGAAGGAAACAAGGATTGGATAAT
T[C/T]TGGAAACTCATTTCATTTCAAAGGCTGAGTTTCACTGAATCAAAC
ATAGTGTCATCAATGACAGAACATAATGTTATTGGAAGTGGTGGATTTG
GCACAG 



[Phase
olus 
vulgari
s] 

P
HG9
_Scaf
fold_
1867 

4
21
00 A C 

m
issen
se_v
arian
t 

Mu
_g1
294
3.t
1 

Hypot
hetical 
protein NA 

TAGCAGCCCAATCAATCCTATAACTATTACTAGCTATTATCTGGGCCCCA
TCAGTGTCAACTACTCGAAGTTCAACTTTGTTGGCTTGTCCACAAATTTG
[A/C]ATTGGGGAACTGAGATGAGATGGTGTCCAGACTTCCCATCATTCCC
TTTCTGTTTTGGCTTTCTTACCAAGATTCCAAAATCTTGCATGCATGCAT
CATC 

P
HG9
_Scaf
fold_
2005 

2
18
81
3 G T 

m
issen
se_v
arian
t 

Mu
_g1
340
7.t
1 

PREDI
CTED: 
serine/t
hreoni
ne-
protein 
phosph
atase 4 
regulat
ory 
subunit 
3-like 
[Vigna 
angula
ris] 

Compone
nt of IIS 
longevity 
pathway 
SMK-1 

TATCTGATTTCGCATGCAAGCAATCAGAAAAGCTTCTAGAGTCATCAGC
CTCTTTCTCTATGTGATTGTCTTCTGCTGCATTGTTGCTATCATCGGAATT
[G/T]TTCTAGAATTACTTTGTACATCTCCCTCATTATTTTCACTTGAGCCT
ATCCTCCCCTCAACTGTTCGTGCACTTGTCTGAATGCTGATTGATGATGT
TTT 

P
HG9
_Scaf
fold_
2040 

1
07
15
4 G A 

m
issen
se_v
arian
t 

Mu
_g1
359
3.t
1 

hypoth
etical 
protein 
PHAV
U_001
G1559
00g 

PDDEXK
-like 
family of 
unknown 
function 

GAGCCATTTTGCTTTGACGTATTCTACTTTTCTCCAAGGAGGAACGTGCA
TGCACCTTTTCTTCAGACTCAGTTTCACTGCCTCCGAAGCGATGGTCACA
[G/A]ACTCTGCAACCGATCGCACTTACCGACAAAGATGTAAGGAATGGT
TTGGAGGATTGCTTTGTATGTCTTGGTGGGTCGAGCAATCTCGAATTCTG
ATCTG 



[Phase
olus 
vulgari
s] 

P
HG9
_Scaf
fold_
2080 

2
17
6 G A 

m
issen
se_v
arian
t 

Mu
_g1
372
5.t
1 

PREDI
CTED: 
ankyri
n 
repeat-
contain
ing 
protein 
At2g0
1680-
like 
[Vigna 
radiata 
var. 
radiata
] 

Ankyrin 
repeats (3 
copies) 

AGCTACTTTTAACAGTATATTTCGCACATCACTCATTGAATCCCTGTTGG
GTTTGTATCCGAATAACTCTTTCAATTCTTTCATTTGTGGCCAGTACCGT[
G/A]TCTTCTAGGTAGGTAGGTGCTTTGTTCACGAGTAGAGGTGTTTGTTT
TGGAGGAACTTGATTATCATGAACGATCTCCAATTCCAAAGGTGCTACT
GATT 

P
HG9
_Scaf
fold_
2080 

2
20
1 G C 

m
issen
se_v
arian
t 

Mu
_g1
372
5.t
1 

PREDI
CTED: 
ankyri
n 
repeat-
contain
ing 
protein 
At2g0
1680-
like 

Ankyrin 
repeats (3 
copies) 

ACATCACTCATTGAATCCCTGTTGGGTTTGTATCCGAATAACTCTTTCAA
TTCTTTCATTTGTGGCCAGTACCGTGTTCTTCTAGGTAGGTAGGTGCTTT[
G/C]TCACGAGTAGAGGTGTTTGTTTTGGAGGAACTTGATTATCATGAAC
GATCTCCAATTCCAAAGGTGCTACTGATTGCCCTCTGTTGTTTGATATTC
TACC 



[Vigna 
radiata 
var. 
radiata
] 

P
HG9
_Scaf
fold_
2080 

2
20
9 G T 

m
issen
se_v
arian
t 

Mu
_g1
372
5.t
1 

PREDI
CTED: 
ankyri
n 
repeat-
contain
ing 
protein 
At2g0
1680-
like 
[Vigna 
radiata 
var. 
radiata
] 

Ankyrin 
repeats (3 
copies) 

CATTGAATCCCTGTTGGGTTTGTATCCGAATAACTCTTTCAATTCTTTCAT
TTGTGGCCAGTACCGTGTTCTTCTAGGTAGGTAGGTGCTTTGTTCACGA[
G/T]AGAGGTGTTTGTTTTGGAGGAACTTGATTATCATGAACGATCTCCAA
TTCCAAAGGTGCTACTGATTGCCCTCTGTTGTTTGATATTCTACCAACTT
CAT 

P
HG9
_Scaf
fold_
2231 

5
59
4 C G 

m
issen
se_v
arian
t 

Mu
_g1
417
9.t
1 

hypoth
etical 
protein 
PHAV
U_002
G3336
00g 
[Phase
olus 
vulgari NA 

CATAGTTTACGATGTGTCTTTGACTTGATTTGTTTTAATTTGCTTGATTTT
TACTTGAGTCGTTACTTACAAAAATTGAGCGAGTCTAAGATTGCAGAAT[
C/G]CAAAGAGACTTATCAGAGGCAAAATCTCTGGTCGAGGAAGCAGAA
CGCTCTCTATTGCTAAATGTGGGAGGTCCTGACGGTGGCAGTACATCCA
TGAGAA 



s] 

P
HG9
_Scaf
fold_
2231 

5
60
9 C T 

m
issen
se_v
arian
t 

Mu
_g1
417
9.t
1 

hypoth
etical 
protein 
PHAV
U_002
G3336
00g 
[Phase
olus 
vulgari
s] NA 

GTCTTTGACTTGATTTGTTTTAATTTGCTTGATTTTTACTTGAGTCGTTAC
TTACAAAAATTGAGCGAGTCTAAGATTGCAGAATCTCAAAGAGACTTAT
[C/T]GAGGCAAAATCTCTGGTCGAGGAAGCAGAACGCTCTCTATTGCTAA
ATGTGGGAGGTCCTGACGGTGGCAGTACATCCATGAGAATGAAAAGTG
AAGAAA 

P
HG9
_Scaf
fold_
2263 

2
10
87 T G 

m
issen
se_v
arian
t 

Mu
_g1
426
1.t
1 

PREDI
CTED: 
butyrat
e--
CoA 
ligase 
AAE1
1, 
peroxis
omal-
like 
[Vigna 
angula
ris] 

AMP-
binding 
enzyme 

ATCTCTTGGCAACATACAGAGGCACAAATATCTTTCTTGCTCATATTTCA
TCATAGCCTCTAACATGGATAACCTTCCAAAATGCCAAGCAAACTACAC
C[T/G]ACTCACCCCTTTAACGTTTCTGTCAAGAGCTGCTGCATGCTATGC
AAACAGAACCTCAGTCATCCATGAAGGGACCCGTTTCACTTGGGCACAG
ACTTAT 

P
HG9
_Scaf
fold_

2
64
58 A G 

m
issen
se_v
arian

Mu
_g1
447
9.t

unchar
acteriz
ed 
protein EF hand 

GTCCTTGTTGGTATCAGCTTTTCTGAAAGCACAGAAGGCTCTCCAAGCA
GGGAAGAAGGCACCTAAATCTTTGAGAGCATGCTTGAGCTCATCCATGC
TG[A/G]ACAACCATCTTTGTTTCTGTCAACATTCTTCAATGCTTCCATTAT
TTTATAGAAGGTGACAATATCAGAAATGGGCTTTCCTTGTATACCTGAC



2327 t 1 LOC1
06764
438 
[Vigna 
radiata 
var. 
radiata
] 

ATGATT 

P
HG9
_Scaf
fold_
2331 

8
65
3 T A 

m
issen
se_v
arian
t 

Mu
_g1
449
5.t
1 

pentatr
icopept
ide 
repeat-
contain
ing 
protein 
At2g2
7610 
[Vigna 
radiata 
var. 
radiata
] 

DYW 
family of 
nucleic 
acid 
deaminas
es 

TTTCAGAGCATATTCCAACCTGCCACATTTGGAGTATAAACTACAAAGC
GCATTGCCAACATTGGTGTCAAACTCAATATGGTATTTGATTATGTAAGC
A[T/A]GAATTGATCTCCTAACTTAAGAGAGTATAAAGAAGCACAAGCAT
TTAGAACAACAGCAAGAGTGTAAGCAGAAGGGAAACTTCCTGCATGCA
ACATCTCT 

P
HG9
_Scaf
fold_
2331 

8
65
5 G C 

m
issen
se_v
arian
t 

Mu
_g1
449
5.t
1 

pentatr
icopept
ide 
repeat-
contain
ing 
protein 
At2g2
7610 

DYW 
family of 
nucleic 
acid 
deaminas
es 

TCAGAGCATATTCCAACCTGCCACATTTGGAGTATAAACTACAAAGCGC
ATTGCCAACATTGGTGTCAAACTCAATATGGTATTTGATTATGTAAGCAT
G[G/C]ATTGATCTCCTAACTTAAGAGAGTATAAAGAAGCACAAGCATTT
AGAACAACAGCAAGAGTGTAAGCAGAAGGGAAACTTCCTGCATGCAAC
ATCTCTTG 



[Vigna 
radiata 
var. 
radiata
] 

P
HG9
_Scaf
fold_
2346 

3
06
53 A T 

m
issen
se_v
arian
t 

Mu
_g1
454
2.t
1 

hypoth
etical 
protein 
PHAV
U_004
G1667
00g 
[Phase
olus 
vulgari
s] NA 

GGCTGTCTCGCTGCGGAGTTGTAAGAGTAAACCCTTGACATCACCAGAA
TTGTTCACAAGTCTTGTTAGTTCGAGTGAACAGGCTGAAACACCTACTTC
G[A/T]TGAGATGTTCCACTTCTCCAAGATTCCTCCATTTTGTTGCATGCTA
ACCTGTTTTTCTGACAAACTAATGGCAGCATGTTTTCCCAGCTGAACTTG
GTAA 

P
HG9
_Scaf
fold_
2354 

4
79
28 A G 

m
issen
se_v
arian
t 

Mu
_g1
457
7.t
1 

hypoth
etical 
protein 
PHAV
U_005
G0170
00g 
[Phase
olus 
vulgari
s] 

Choline/e
thanolami
ne kinase 

ATCGCCATTTTGGAGAAGGAACTATCAGGCTCACACCAAAGGATAGGAT
TTTGCCACAATGATTTACAATATGGTAACATAATGCTTGATGAAGAGAC
CA[A/G]TCTGTGACCATCATAGTGAGTTTCTCTTTGTGCTCGTTTATGGGC
GAAATAATATAATATTAATGTTTCAAGGGTGCTGCACTGTGGAAATAAT
TAGTTC 

P
HG9
_Scaf
fold_

1
27
46 C T 

m
issen
se_v
arian

Mu
_g1
459
9.t

unchar
acteriz
ed 
protein 

2Fe-2S 
iron-
sulfur 
cluster 

TTAATATTAATTTCAAGCAACATTTCACTGCATAGATAGCCCATGATGTA
CCATGACTATAACATGGCAGGTTGAACACGCAAGCGAGCCCTCGCATGC
T[C/T]TGCAATAACATCAAGTAAGAAATCATTTAAGGCAAAAGGGAAAG
TAAACTGAATCAATTATGAATATGCTTGGCCACTTCAGAAATGGCCATA



2361 t 1 LOC1
06765
610 
isofor
m X1 
[Vigna 
radiata 
var. 
radiata
] 

binding 
domain 

CTTGACA 

P
HG9
_Scaf
fold_
2361 

1
71
68
6 A G 

m
issen
se_v
arian
t 

Mu
_g1
461
6.t
1 

PREDI
CTED: 
alpha-
aminoa
dipic 
semial
dehyde 
syntha
se 
[Vigna 
angula
ris] 

Saccharo
pine 
dehydrog
enase C-
terminal 
domain 

TTTCTTTCATTTTTTCTTGGTTTTTAAATTATTATCTTCCTGCCAGAGTCT
GTTTAGTTGATCAGAGATTTAATGATATACATGACTTTTATGCAGCTGG[
A/G]ATGATATTGCCAGATAGAGCTTATGCCTTCTTCTCCCATACTCATAA
AGCACAGAAAGAGAACATGCCTTTGCTGGATAAGGTGTTAATCTTATAT
NNNN 

P
HG9
_Scaf
fold_
2378 

1
92
75 G C 

m
issen
se_v
arian
t 

Mu
_g1
474
5.t
1 

PREDI
CTED: 
trypsin 
inhibit
or DE-
3-like 
[Vigna 
angula
ris] 

Trypsin 
and 
protease 
inhibitor 

TACATCCAAAGCATAACAAAGACACGTCTTTCACAAAGAGAAAGTGCA
GAAATTTTCATGGACAGTGGTTATGCAGATGCAGTAGATGATGATGGTA
GTT[G/C]TCAAGAACAAACTCGAATGGTTTGTCCTGAGTGATGACCAAAA
CCCTATTTCCTGCATCGTCGTTAGCAATTCCAACATTACCACAGAGGCTG
CCGTCAA 



P
HG9
_Scaf
fold_
2378 

1
93
39 G C 

m
issen
se_v
arian
t 

Mu
_g1
474
5.t
1 

PREDI
CTED: 
trypsin 
inhibit
or DE-
3-like 
[Vigna 
angula
ris] 

Trypsin 
and 
protease 
inhibitor 

GTGGTTATGCAGATGCAGTAGATGATGATGGTAGTTGCTCAAGAACAAA
CTCGAATGGTTTGTCCTGAGTGATGACCAAAACCCTATTTCCTGCATCGT
C[G/C]TAGCAATTCCAACATTACCACAGAGGCTGCCGTCAAAATTGCAG
AACAAAAACTTATAGCTGTTGGGTGAGGAAGCTCTGTGAATATAGAAGG
AACCTCT 

P
HG9
_Scaf
fold_
2428 

3
53
6 T C 

m
issen
se_v
arian
t 

Mu
_g1
485
6.t
1 

hypoth
etical 
protein 
PHAV
U_010
G0003
00g 
[Phase
olus 
vulgari
s] 

non-haem 
dioxygen
ase in 
morphine 
synthesis 
N-
terminal 

CTTTTTCTGTGCAACAAAAACACAAAAATGATGGCATGCCAAGATTGGC
CTGAGCCAGTGATTCGAGTTCAAGCTTTGGCTGAAAGTGGTCTAAACAC
AA[T/C]CCAGAACGTTTCATAAAGCCTCAGTCCCAAAGGGTCACTAGTTA
CACCACTCATGCTTTAGACCAACCCAATTCCAATTCCTTTCACACTACTC
CTCCTG 

P
HG9
_Scaf
fold_
244 

2
07
28 A G 

m
issen
se_v
arian
t 

Mu
_g0
418
8.t
1 

PREDI
CTED: 
methyl
esteras
e 17-
like 
[Vigna 
angula
ris] NA 

TGGAGGGTTGAGCATTACTCAGGCTTGTCGCAAGTTTGCAAATAAGATC
CGTTTATCTGTTTATGTGGCAGCTACTATGCTCAAATTGGGATTCTTGAC
C[A/G]TCAAGATCTTAAAGATGTGAGTCCTTTTCATAAACTCTCTCATCT
GCTCTGATTCTTTATGTGTACTGGTATGTTTTACTATTGAATATAATTCAT
TCTC 

P
HG9

1
27 T G 

m
issen

Mu
_g1

hypoth
etical 

Domain 
of 

TCCCAGCGTGTCACACGGCAATGATTAACGATTCCGTGGGCACTGCACT
GCACGTGGCGGTGGATTTGGACGAAGAAGGTGTGGTTCAAGACCTTGTG



_Scaf
fold_
2461 

9 se_v
arian
t 

491
2.t
1 

protein 
PHAV
U_008
G2140
00g 
[Phase
olus 
vulgari
s] 

unknown 
function 

AA[T/G]CAATTATCGATTACAGCAGTGAAGCGAAGATCAAGGCTTTAGA
AATGGGGAACGATCGAGGGGATACCCCTCTGCATGTTGCAGCTTCAAGG
GGTTTCGC 

P
HG9
_Scaf
fold_
2574 

7
92
6 A C 

m
issen
se_v
arian
t 

Mu
_g1
537
7.t
1 

hypoth
etical 
protein 
LR48_
Vigan0
1g070
900 
[Vigna 
angula
ris] 

Terpene 
synthase 
family, 
metal 
binding 
domain 

ACCCTCTCTTTTCCACTTTTAGAAATATGGACATTTGGTTTCAATGCAAA
AGTAAAATGGTTTTTACTACAGTAGGCATGCTGAGGGATGAGCTTTATA
G[A/C]GAGCATTTGTTTGGAGAAAATATAGGGTGATTTGGAGGCACAAA
GATAGAGTGAGTGAAAGCCATAGGTGTAGTATATATTAAGGTTTGGTGT
TGTTGAG 

P
HG9
_Scaf
fold_
2574 

7
93
1 C T 

m
issen
se_v
arian
t 

Mu
_g1
537
7.t
1 

hypoth
etical 
protein 
LR48_
Vigan0
1g070
900 
[Vigna 
angula
ris] 

Terpene 
synthase 
family, 
metal 
binding 
domain 

CTCTTTTCCACTTTTAGAAATATGGACATTTGGTTTCAATGCAAAAGTAA
AATGGTTTTTACTACAGTAGGCATGCTGAGGGATGAGCTTTATAGATGA
G[C/T]TTTGTTTGGAGAAAATATAGGGTGATTTGGAGGCACAAAGATAG
AGTGAGTGAAAGCCATAGGTGTAGTATATATTAAGGTTTGGTGTTGTTG
AGGAAGA 

P
HG9

7
98 G A 

m
issen

Mu
_g1

hypoth
etical 

Terpene 
synthase 

ATGGTTTTTACTACAGTAGGCATGCTGAGGGATGAGCTTTATAGATGAG
CATTTGTTTGGAGAAAATATAGGGTGATTTGGAGGCACAAAGATAGAGT



_Scaf
fold_
2574 

2 se_v
arian
t 

537
7.t
1 

protein 
LR48_
Vigan0
1g070
900 
[Vigna 
angula
ris] 

family, 
metal 
binding 
domain 

GA[G/A]GAAAGCCATAGGTGTAGTATATATTAAGGTTTGGTGTTGTTGAG
GAAGATGAATGGGAACACAAGAGGAATGCAGAAAATAAGGAATTTGAG
TCTATTTA 

P
HG9
_Scaf
fold_
2596 

1
46
43 G C 

m
issen
se_v
arian
t 

Mu
_g1
545
3.t
1 

low 
affinity 
sulfate 
transpo
rter 3 
[Vigna 
radiata 
var. 
radiata
] 

Sulfate 
permease 
family 

TGTGCAATAGATGAAGTTCAGAATTGGTGCACAGACACCTGATATCAAT
CAAGCTTTTGCAATCTTGGCAGAGAGGCATGCGTCTACAGCTTCTCCAA
CA[G/C]AAGGAAAACCCATTCTTTTCCAATCTTGTCTACAAAGTGTGCAA
GTTTAAGCTTGTGGATTACTAGCCACCTTGGGTTCACCATAGCTAACTAT
AAAAAC 

P
HG9
_Scaf
fold_
2678 

8
39
5 G T 

m
issen
se_v
arian
t 

Mu
_g1
565
6.t
1 

U-box 
domai
n-
contain
ing 
protein 
3 
[Glyci
ne 
soja] 

Armadillo
/beta-
catenin-
like 
repeat 

ACTGGTTGTTGCATGCACAGGAACTTGTTCCTGTGGCTCTTGCTAAGGCA
AGAGAGGTTAAGGGATTCCCTGGTAGGTGGAAGATGATCATTTCAAAAT
T[G/T]AGCAGATTCCTTCCTGCTTATCGGATTTGTCTAGCCACCCTTGTTT
CTCCAAGAATGCTCTTTGCAAGGAGCAATTGCAGGCTGTGTCAAAGACA
CTTAA 

P
HG9
_Scaf

8
39
6 G C 

m
issen
se_v

Mu
_g1
565

U-box 
domai
n-

Armadillo
/beta-
catenin-

CTGGTTGTTGCATGCACAGGAACTTGTTCCTGTGGCTCTTGCTAAGGCAA
GAGAGGTTAAGGGATTCCCTGGTAGGTGGAAGATGATCATTTCAAAATT
G[G/C]GCAGATTCCTTCCTGCTTATCGGATTTGTCTAGCCACCCTTGTTTC



fold_
2678 

arian
t 

6.t
1 

contain
ing 
protein 
3 
[Glyci
ne 
soja] 

like 
repeat 

TCCAAGAATGCTCTTTGCAAGGAGCAATTGCAGGCTGTGTCAAAGACAC
TTAAA 

P
HG9
_Scaf
fold_
2678 

8
39
7 A T 

m
issen
se_v
arian
t 

Mu
_g1
565
6.t
1 

U-box 
domai
n-
contain
ing 
protein 
3 
[Glyci
ne 
soja] 

Armadillo
/beta-
catenin-
like 
repeat 

TGGTTGTTGCATGCACAGGAACTTGTTCCTGTGGCTCTTGCTAAGGCAAG
AGAGGTTAAGGGATTCCCTGGTAGGTGGAAGATGATCATTTCAAAATTG
G[A/T]CAGATTCCTTCCTGCTTATCGGATTTGTCTAGCCACCCTTGTTTCT
CCAAGAATGCTCTTTGCAAGGAGCAATTGCAGGCTGTGTCAAAGACACT
TAAAG 

P
HG9
_Scaf
fold_
269 

5
10
28 G C 

m
issen
se_v
arian
t 

Mu
_g0
432
0.t
1 

phosph
olipase 
A1-
Ibeta2, 
chloro
plastic 
[Vigna 
radiata 
var. 
radiata
] 

Lipase 
(class 3) 

GTTCCTGGGATGTTTGTGAGCGAAGAGGTTGAAAAGAAACTGAGAAGTT
CGAAGGTTGGGGGTGTACTGAATATGGTGGATGAGTACTCGCACATGGG
AA[G/C]GAACTGCGGGTGGAGACGAAGATGTCACCGTTTTTGAAGCCGG
ATGCTGACATGGCATGCTGTCATGACTTGGAAGCATACCTTCACCTTGTT
GATGGGT 

P
HG9
_Scaf

1
03
68 G T 

m
issen
se_v

Mu
_g0
432

hypoth
etical 
protein 

GATA 
zinc 
finger 

ATACCCCTTTGCATGCTCGGGCAGAAAATGTTGATTATGAGGATCAAAA
GGTTTCCAGAGTGAAAAACATATCATTAAATAAGAGCAAAGAAGTTAA
ATT[G/T]TCAAGCGAAAGCAGAACTATGATAATTCTGCATCTGGAGGGTT



fold_
269 

4 arian
t 

8.t
1 

PHAV
U_003
G2245
00g 
[Phase
olus 
vulgari
s] 

TGTTCCAGATTATAATCAAGGACATCGAAAGGTTGTGGATGAAGATACG
AGCAATAG 

P
HG9
_Scaf
fold_
269 

1
03
68
5 G A 

m
issen
se_v
arian
t 

Mu
_g0
432
8.t
1 

hypoth
etical 
protein 
PHAV
U_003
G2245
00g 
[Phase
olus 
vulgari
s] 

GATA 
zinc 
finger 

TACCCCTTTGCATGCTCGGGCAGAAAATGTTGATTATGAGGATCAAAAG
GTTTCCAGAGTGAAAAACATATCATTAAATAAGAGCAAAGAAGTTAAAT
TG[G/A]CAAGCGAAAGCAGAACTATGATAATTCTGCATCTGGAGGGTTT
GTTCCAGATTATAATCAAGGACATCGAAAGGTTGTGGATGAAGATACGA
GCAATAGA 

P
HG9
_Scaf
fold_
2747 

1
11
12
7 C G 

m
issen
se_v
arian
t 

Mu
_g1
579
9.t
1 

O-
acyltra
nsferas
e 
WSD1 
[Glyci
ne 
soja] 

Protein of 
unknown 
function 
(DUF129
8) 

TGCCTGCAAGAGAAATAAAAAAGGTTTTGCATTACTTTCATAAATTTTTC
CTCCATCAATTTCGGTGTTGTTTAGTAAGTTGAATCAACTATATTATTAC[
C/G]TAGGGTGTCCATATACACTAGGAGCAATGTATGCCACGGGATGACC
ATATAAGCTAATTTCTTCCATGGGACCAGGCATATTAGAGAAGGCTATG
GTAGT 

P
HG9
_Scaf
fold_

1
11
22
2 T C 

m
issen
se_v
arian

Mu
_g1
579
9.t

O-
acyltra
nsferas
e 

Protein of 
unknown 
function 
(DUF129

ATTACCTTAGGGTGTCCATATACACTAGGAGCAATGTATGCCACGGGAT
GACCATATAAGCTAATTTCTTCCATGGGACCAGGCATATTAGAGAAGGC
TA[T/C]GTAGTGTTAAAGAGAACTTTGTGTGTTATGGCAGCAGCAACCTA
CATGAAAGTCCAAAAAGTAAAAATAATTTGCAGAAGATGAACAATACA



2747 t 1 WSD1 
[Glyci
ne 
soja] 

8) TAAAAGCG 

P
HG9
_Scaf
fold_
2747 

1
11
54
3 C T 

m
issen
se_v
arian
t 

Mu
_g1
579
9.t
1 

O-
acyltra
nsferas
e 
WSD1 
[Glyci
ne 
soja] 

Protein of 
unknown 
function 
(DUF129
8) 

TTAGCACCAAATAAAATGAGTACTATCTTTGCACAAGCGTAGGAGCAAA
TTGCTTCCAATGAGTGCTTTTTTCGGTCGATTCTATCCTTAGCTTTACGAA
[C/T]TATTCCAATGGATCTTCATATAAAGCAATATAGAATGGGAGGATGA
TGTATCCCAAGCAATTAGCCCATTTTACTTTTGATTTCTCTGTCATCATAT
CTG 

P
HG9
_Scaf
fold_
2778 

4
72
00 G C 

m
issen
se_v
arian
t 

Mu
_g1
591
9.t
1 

early 
endoso
me 
antigen 
1 
[Vigna 
radiata 
var. 
radiata
] NA 

GCTTGCACAGGTTCCAATGGAAGAGAATCAACCTGTGTAGACATGTCCA
TTGATTAATTTTGTAATTTCTGTAACCTTTCTGCATCCTTTCTCATATCTT[
G/C]AGCTGTTGTTGTACTTGAGCACTAGCTTTTGTAGTTAACTCAATTTG
CTCATCCTTCTCAGACAATAAGGCTAACTTCTCTTTCTCAGCTTTATTGG
CAG 

P
HG9
_Scaf
fold_
2778 

4
72
23 C G 

m
issen
se_v
arian
t 

Mu
_g1
591
9.t
1 

early 
endoso
me 
antigen 
1 
[Vigna 
radiata 
var. 
radiata NA 

AGAATCAACCTGTGTAGACATGTCCATTGATTAATTTTGTAATTTCTGTA
ACCTTTCTGCATCCTTTCTCATATCTTGTAGCTGTTGTTGTACTTGAGCA[
C/G]AGCTTTTGTAGTTAACTCAATTTGCTCATCCTTCTCAGACAATAAGG
CTAACTTCTCTTTCTCAGCTTTATTGGCAGCTAGTTTTGAATTGTTGATAA
CT 



] 

P
HG9
_Scaf
fold_
2778 

4
77
06 A T 

m
issen
se_v
arian
t 

Mu
_g1
591
9.t
1 

early 
endoso
me 
antigen 
1 
[Vigna 
radiata 
var. 
radiata
] NA 

GTTCATTTTCTTGTTTCTTTCAATGTCAGATTTCTTCAATAGGGTGGACA
ATTCTTGAATCATCTTTTGGTTGTGTTCTAGCTTAAGAAGTGCTTGCATG[
A/T]TGCAGTATGCTTTGCATCTAATTGTACCTTGCAGGGGGCCAATTCTT
TTGTCAACTCCTCAAATTCTTTTCCACAATCACTCTGACCTACAAATAAA
GCA 

P
HG9
_Scaf
fold_
2864 

5
94
25 T G 

m
issen
se_v
arian
t 

Mu
_g1
616
9.t
1 

hypoth
etical 
protein 
KK1_0
34202 
[Cajan
us 
cajan] 

Protein of 
unknown 
function 
(DUF121
8) 

TGGATTGAGCATGCTGGTGATAGGGACTTCATCAAACAACAAGTCAAGT
GGTTCCTGTGGTTTCACTCACCACCACTTCCTATCCATTGGAGGAATTTT
G[T/G]TTTTGTGCATGCCCTATTCAGTGTTGTGTATTACGTTTCTGCCACT
GCCTCTTAATTAGCGATTAAGATAACTGAACTTTGAGGCCATCTCTGCAC
CCTT 

P
HG9
_Scaf
fold_
2864 

1
18
68
8 G T 

m
issen
se_v
arian
t 

Mu
_g1
617
9.t
1 

hypoth
etical 
protein 
PHAV
U_005
G1136
00g 
[Phase
olus 
vulgari
s] NA 

TTTGTTTTGAGCATGCCTTTTTCAATGATTTTTGCAATACTATGCTTTGTA
TTAGGATATACGCTCTATTGGGGCAGTTGCTGGTCTTGCTGTTGCAATT[
G/T]TTTCACATGGAGGCTGTTGAGATCTCCTTCTGGATCTCAACGGAGGC
AACAAAAACGGCAAGGTGCTTCATCTAGTAATCCTGGAGTCACTGCGCA
TTCG 



P
HG9
_Scaf
fold_
2864 

1
18
68
9 T A 

m
issen
se_v
arian
t 

Mu
_g1
617
9.t
1 

hypoth
etical 
protein 
PHAV
U_005
G1136
00g 
[Phase
olus 
vulgari
s] NA 

TTGTTTTGAGCATGCCTTTTTCAATGATTTTTGCAATACTATGCTTTGTAT
TAGGATATACGCTCTATTGGGGCAGTTGCTGGTCTTGCTGTTGCAATTG[
T/A]TTCACATGGAGGCTGTTGAGATCTCCTTCTGGATCTCAACGGAGGC
AACAAAAACGGCAAGGTGCTTCATCTAGTAATCCTGGAGTCACTGCGCA
TTCGA 

P
HG9
_Scaf
fold_
288 

1
57
82
2 T A 

m
issen
se_v
arian
t 

Mu
_g0
448
6.t
1 

hypoth
etical 
protein 
VIGA
N_050
23500 
[Vigna 
angula
ris var. 
angula
ris] NA 

GGGATTGCAGGCAATGTTGGGTTAGGCAAAGAGGGAATGCCTGGGAAA
TTTGATGCAGTTGCTTGCATAAGATGGCGAGCTGCTAGGCTCATGCTCAT
GC[T/A]GAGAAGGTCAGAGCAAGGAGAAAAGCTGTGATCAATGATTTGC
TAGAGGCCATAGCTGAATTAATTGATTGCAAAAACTAATGAAGAAGAA
CTGCAAAAT 

P
HG9
_Scaf
fold_
288 

1
57
85
8 A C 

m
issen
se_v
arian
t 

Mu
_g0
448
6.t
1 

hypoth
etical 
protein 
VIGA
N_050
23500 
[Vigna 
angula
ris var. NA 

ATGCCTGGGAAATTTGATGCAGTTGCTTGCATAAGATGGCGAGCTGCTA
GGCTCATGCTCATGCTTGAGAAGGTCAGAGCAAGGAGAAAAGCTGTGA
TCA[A/C]GATTTGCTAGAGGCCATAGCTGAATTAATTGATTGCAAAAACT
AATGAAGAAGAACTGCAAAATATGAAAATGGTATGTATTAGCTTTTGAG
ATTGTATG 



angula
ris] 

P
HG9
_Scaf
fold_
2956 

5
57
13 C T 

m
issen
se_v
arian
t 

Mu
_g1
645
0.t
1 

hypoth
etical 
protein 
PHAV
U_006
G0555
00g 
[Phase
olus 
vulgari
s] 

Agenet 
domain 

ATTACACCTTATTCTCAAGTCATTAGTGTAGAGTGCGTAGATGGTCCTGC
CACAGTCTTGACTCGTGAACACTATGAAAAGTGCATGCCTTTTTTTTCGC
[C/T]ACTTCAAGAGACAGAATACATTTGTGCTTTAGGCAATTTAGAAGCA
ACAAAGTAAAGCCGTTTGACTTGAGTAAACTGCGTGGCTACTATGCTCA
ACCAA 

P
HG9
_Scaf
fold_
3 

1
45
22
0 C T 

m
issen
se_v
arian
t 

Mu
_g0
005
3.t
1 

protein 
FLX-
like 1 
isofor
m X1 
[Vigna 
radiata 
var. 
radiata
] NA 

AACTGGTGCGTCCACCACATTCCCAATTTCCCTCACTCCCCCTTTTCTTCC
ATTGTTATTAGTTAAAACGATGTCGGGCAGAAACCGCGGGCAGCCCCTT[
C/T]TCATCCGCATGCGGCGGGGCTATCGCCGCCTATTCACGACCACCCG
CTGTTCGGTGCACGAGCCCATCACCATCTAGTGGGGCCCATTGTCCCAC
CCCAT 

P
HG9
_Scaf
fold_
300 

4
71
86 A T 

m
issen
se_v
arian
t 

Mu
_g0
462
6.t
1 

unchar
acteriz
ed 
protein 
LOC1
06778
462 
[Vigna NA 

ATAGAACTGATTTTGCCGAGAGCAATTCATCACAAGGGAGGATTGAGCT
TAGGCTGTTGTTATAGGGATTTGCTTGAAAGTTGTCAAGAGCTGTGCAT
GC[A/T]CGCCAGAAAATCTGTATGAAAAAAGAACTCTAAACATTTAAAC
TCAAACATCCACCTTATAAACATATTTATTACAGGAAAAAGTTTTACACT
ATTGGAA 



radiata 
var. 
radiata
] 

P
HG9
_Scaf
fold_
3072 

2
92
7 G A 

m
issen
se_v
arian
t 

Mu
_g1
672
8.t
1 

hypoth
etical 
protein 
PHAV
U_004
G0058
00g 
[Phase
olus 
vulgari
s] 

Cytochro
me P450 

AATTGCGTATAAAAATTGATCAAATGTTTTGCATGCTTCCATCAACTTCT
TCTCTTGACCAATTCGAAGCCATTTCTCCAGCTTCCAAACACACTTTGGC
[G/A]TGTATATCTGTTGAATATAGACTTTAGTACTTGGCTGTAGGCCTCCT
CAGCACTAACTTGTGGAAAATCATTGGAAAGGCAATTAGGATCATGTCC
AAAA 

P
HG9
_Scaf
fold_
3072 

2
95
5 G T 

m
issen
se_v
arian
t 

Mu
_g1
672
8.t
1 

hypoth
etical 
protein 
PHAV
U_004
G0058
00g 
[Phase
olus 
vulgari
s] 

Cytochro
me P450 

TTGCATGCTTCCATCAACTTCTTCTCTTGACCAATTCGAAGCCATTTCTCC
AGCTTCCAAACACACTTTGGCGTTGTATATCTGTTGAATATAGACTTTA[
G/T]ACTTGGCTGTAGGCCTCCTCAGCACTAACTTGTGGAAAATCATTGG
AAAGGCAATTAGGATCATGTCCAAAAATTATTGAACATGAGTTATCAAA
AGAAA 

P
HG9
_Scaf
fold_
3072 

2
96
3 C G 

m
issen
se_v
arian
t 

Mu
_g1
672
8.t
1 

hypoth
etical 
protein 
PHAV
U_004

Cytochro
me P450 

TTCCATCAACTTCTTCTCTTGACCAATTCGAAGCCATTTCTCCAGCTTCC
AAACACACTTTGGCGTTGTATATCTGTTGAATATAGACTTTAGTACTTGG
[C/G]GTAGGCCTCCTCAGCACTAACTTGTGGAAAATCATTGGAAAGGCA
ATTAGGATCATGTCCAAAAATTATTGAACATGAGTTATCAAAAGAAAAG
CGACCG 



G0058
00g 
[Phase
olus 
vulgari
s] 

P
HG9
_Scaf
fold_
3072 

2
97
4 C A 

m
issen
se_v
arian
t 

Mu
_g1
672
8.t
1 

hypoth
etical 
protein 
PHAV
U_004
G0058
00g 
[Phase
olus 
vulgari
s] 

Cytochro
me P450 

TCTTCTCTTGACCAATTCGAAGCCATTTCTCCAGCTTCCAAACACACTTT
GGCGTTGTATATCTGTTGAATATAGACTTTAGTACTTGGCTGTAGGCCTC
[C/A]CAGCACTAACTTGTGGAAAATCATTGGAAAGGCAATTAGGATCAT
GTCCAAAAATTATTGAACATGAGTTATCAAAAGAAAAGCGACCGAATA
CATCTTG 

P
HG9
_Scaf
fold_
3072 

3
38
5 T A 

m
issen
se_v
arian
t 

Mu
_g1
672
8.t
1 

hypoth
etical 
protein 
PHAV
U_004
G0058
00g 
[Phase
olus 
vulgari
s] 

Cytochro
me P450 

GTCCCTTGACGTAGTTGTTGAAATTTTTGCTCAAGACATGGTGCACGTTG
AGGGGGTCACTAGTGACCAAATAGTTCATGTTGGTAAACCAAGGTCCAA
G[T/A]ACTCACCAGTGCCCCCATGTTGTTTCAGAATCTCAAATGCACCAT
CATGGATGCGCCACAAATTACAGAGTACCTGTGGTAGCATGCCAAGGAT
GGGGTA 

P
HG9
_Scaf

8
84
4 T C 

m
issen
se_v

Mu
_g1
672

hypoth
etical 
protein 

Cytochro
me P450 

TCGTATACATATTGATCAAATATTTTGCATGCTTCCCTCAACTTCTTCTCT
TGACCAATTTGAAGCCATTTCTTCAGCTTCCAAACACACTTTGGCATTG[
T/C]TATCTGTGGAATATAGACTTTAGTACTTCGCCGAAGGCCTCCTCAAC



fold_
3072 

arian
t 

9.t
1 

PHAV
U_004
G0058
00g 
[Phase
olus 
vulgari
s] 

ACTAACATGTGGAAAATCATTGGAAAGGCAATTAGGATCATGTCCAAAA
ATTA 

P
HG9
_Scaf
fold_
3072 

8
89
1 A G 

m
issen
se_v
arian
t 

Mu
_g1
672
9.t
1 

hypoth
etical 
protein 
PHAV
U_004
G0058
00g 
[Phase
olus 
vulgari
s] 

Cytochro
me P450 

CTCTTGACCAATTTGAAGCCATTTCTTCAGCTTCCAAACACACTTTGGCA
TTGTATATCTGTGGAATATAGACTTTAGTACTTCGCCGAAGGCCTCCTCA
[A/G]ACTAACATGTGGAAAATCATTGGAAAGGCAATTAGGATCATGTCC
AAAAATTATTGAAGATGAGTTATCAAAAGAAAAGCGACCGAATACATC
TTGAAGA 

P
HG9
_Scaf
fold_
3072 

9
26
3 G A 

m
issen
se_v
arian
t 

Mu
_g1
672
9.t
1 

hypoth
etical 
protein 
PHAV
U_004
G0058
00g 
[Phase
olus 
vulgari
s] 

Cytochro
me P450 

ATCCCCGAAAGGCTGAAAAATCTCGTGAAACTCTGGTCCCTTGACGTAG
TTATTGAAATTCTTGCTCAAGACATGGTGCACGTTGAGGGGGTCACTAG
TG[G/A]CAAATAGTTCATGTTGGTAAACCAAGGTCCAAGAAACTCACCA
GTGCCCCCATGTTGTTTCAGAATCTCAAATGCATAGTCATGGATGCGCC
ACAAATTA 



P
HG9
_Scaf
fold_
3072 

9
29
6 A C 

m
issen
se_v
arian
t 

Mu
_g1
672
9.t
1 

hypoth
etical 
protein 
PHAV
U_004
G0058
00g 
[Phase
olus 
vulgari
s] 

Cytochro
me P450 

TGGTCCCTTGACGTAGTTATTGAAATTCTTGCTCAAGACATGGTGCACGT
TGAGGGGGTCACTAGTGGCCAAATAGTTCATGTTGGTAAACCAAGGTCC
A[A/C]AAACTCACCAGTGCCCCCATGTTGTTTCAGAATCTCAAATGCATA
GTCATGGATGCGCCACAAATTACAGAGTGCCTGTGGTAGCATGCCAAGG
ATGGGG 

P
HG9
_Scaf
fold_
3072 

9
35
7 A T 

m
issen
se_v
arian
t 

Mu
_g1
672
9.t
1 

hypoth
etical 
protein 
PHAV
U_004
G0058
00g 
[Phase
olus 
vulgari
s] 

Cytochro
me P450 

CTAGTGGCCAAATAGTTCATGTTGGTAAACCAAGGTCCAAGAAACTCAC
CAGTGCCCCCATGTTGTTTCAGAATCTCAAATGCATAGTCATGGATGCG
CC[A/T]AAATTACAGAGTGCCTGTGGTAGCATGCCAAGGATGGGGTAGT
CAGTGAGGAGGGGGTGTCTGCAACATAGTCTCCGACGGAAGAAGTACA
TGATGCAGA 

P
HG9
_Scaf
fold_
3072 

9
40
5 T G 

m
issen
se_v
arian
t 

Mu
_g1
672
9.t
1 

hypoth
etical 
protein 
PHAV
U_004
G0058
00g 
[Phase
olus 

Cytochro
me P450 

CCAGTGCCCCCATGTTGTTTCAGAATCTCAAATGCATAGTCATGGATGC
GCCACAAATTACAGAGTGCCTGTGGTAGCATGCCAAGGATGGGGTAGTC
AG[T/G]AGGAGGGGGTGTCTGCAACATAGTCTCCGACGGAAGAAGTACA
TGATGCAGAAGAGTGCTGCAATGGTTGCTGCTGCATAGCCAAGATTGAC
CATTGTAA 



vulgari
s] 

P
HG9
_Scaf
fold_
3158 

6
60
6 T A 

m
issen
se_v
arian
t 

Mu
_g1
690
9.t
1 

PREDI
CTED: 
U-box 
domai
n-
contain
ing 
protein 
33-like 
isofor
m X1 
[Glyci
ne 
max] 

Protein 
kinase 
domain 

AAGGTCCTTGCATGCTGTTGGAGTGTAACCTTTTTATAGCCACCTCAGTG
TATCTCAAGACACCTTTGAATATACTTCCATATCCACCTTCTCCAATTTT[
T/A]AGGATGGATTGAAGTTACTTGTTGCTTCTTTAATCTCTGAAAAAGAG
AATTCTGAGAAAAATTGAGAGACATGACTGCATGAGGCCTCTCCTTGCT
TTTT 

P
HG9
_Scaf
fold_
3364 

6
90
23 C T 

m
issen
se_v
arian
t 

Mu
_g1
731
4.t
1 

PREDI
CTED: 
UDP-
glycos
yltrans
ferase 
83A1-
like 
[Vigna 
angula
ris] NA 

GAAGCATAGCATGCATGTTGCTTTTGATAGAGAAAATAACTTTCTTGGG
GTCATTTCTGTCATCTTCAGGGCCCAAACCATCTGGCAGTGTCACAAACT
T[C/T]TCTGGGGTCCCTTGGGGTTGTCTAGCCCAGCACCTGCAGCATTTTC
TCGTTTCTGGTTGAACTCTGTATTCAGAAAAGTGATCTTGCAGCCATGTA
TGGC 

P
HG9
_Scaf
fold_

2
47
34 G T 

m
issen
se_v
arian

Mu
_g1
735
4.t

PREDI
CTED: 
DDRG
K 

DDRGK 
domain 

CGCTTTTAAAGTCATAAACGAATTGTTTGATCATCGATAACCAATCGAC
AGGCTCCGCGGCGAGAAACCGTGGTGCGCGCCACTGCCACTCGTCGCAT
GC[G/T]CGCCGACCTGCCGCGTCTGGAGCTAGCACGTCGGCAGATCAAC
CTGCGACGCTAGAAGGTTTCTCATTTTACTCTTTTTTTATTTAATTTGTTT



3399 t 1 domai
n-
contain
ing 
protein 
1 
[Vigna 
angula
ris] 

TGTTTC 

P
HG9
_Scaf
fold_
340 

2
30
80
0 G T 

m
issen
se_v
arian
t 

Mu
_g0
497
1.t
1 

hypoth
etical 
protein 
PHAV
U_004
G0225
00g 
[Phase
olus 
vulgari
s] 

Glycosyl 
hydrolase
s family 
38 N-
terminal 
domain 

GCTTCCGCTTCTTCGACATTAATATACCGAAAATCATCTCCAAGAGGAA
CAAGAAGTGTATTGGTTCGGTACAAAGTTGACTTTTTCCTGTATTGATCC
A[G/T]AATTTAAGAGCTCTTTCCTGAACATTTTCTTGAGTGGTCTCCACAG
GATATTGCCCCCATGGGCATTGTTCATAAACAAAACCCTGCATGCGTGC
AAAGT 

P
HG9
_Scaf
fold_
351 

9
52
80 T C 

m
issen
se_v
arian
t 

Mu
_g0
508
3.t
1 

hypoth
etical 
protein 
PHAV
U_009
G1248
00g 
[Phase
olus 
vulgari
s] 

AMP-
binding 
enzyme 

TATCATGTTGCATGCTGATCCTTTTCACAGCTACTGTGTGGCATTAGTGG
CAGTTTCTCATCCCGCATTGGAGCAATGGGCTTCACAGCAAGGAATTGC
A[T/C]TTCTGATCTTTCAGAACTGTGCAAGAAAGAAGAAACTGTGAAGG
AAGTGCATGCATCACTCGTAAAGGTATGCCTTTAGTATGAATTAAGACA
CAGTGTT 



P
HG9
_Scaf
fold_
3558 

7
72
04 T G 

m
issen
se_v
arian
t 

Mu
_g1
757
7.t
1 

hypoth
etical 
protein 
PHAV
U_003
G2872
00g 
[Phase
olus 
vulgari
s] 

Rhamnog
alacturon
ate lyase 
family 

ATTTACGGGCATTTTGAACTTTGAACCAACAAAAGGTAAAACAGCCAAA
AAAATATTGGCATATAAGACAAGCATTCAGAAAAGTGCTGCATACCTCT
CC[T/G]TGAATTCTGGGTTGGTTGGTCTCGTTAATAGAACTGCTTCTGGGT
ATGCCAGGGTTTGACCAGTTTCTCTATCTTTCATTGTTGGCATGCTTCTCT
GCCT 

P
HG9
_Scaf
fold_
3601 

6
24
0 C G 

m
issen
se_v
arian
t 

Mu
_g1
766
2.t
1 

hypoth
etical 
protein 
PHAV
U_003
G1747
00g 
[Phase
olus 
vulgari
s] 

Protein 
tyrosine 
kinase 

TGATCAGAATTCCGTTCCGTTGGATCTTCGTCCGTTGAACGTACCCGCGG
CGGTGGCGGAGGAGCCGATGATTTCGCCGGCCACCGTCACGCCGCCGAC
T[C/G]GAATTCTATGGGCGAGCTTTTTTACCAGCCAGCGGCGTCCGCTGG
CGGCACAACATGGTGCGTCCGCCCCATTGCGCATGCCAACGTGAGCCCT
GCCGCG 

P
HG9
_Scaf
fold_
37 

6
43
14 C T 

m
issen
se_v
arian
t 

Mu
_g0
073
7.t
1 

hypoth
etical 
protein 
LR48_
Vigan0
1g303
800 
[Vigna 
angula

Pectineste
rase 

TTTGAGATCGCTAACTCCACTGAGCGTGACGCTTGGATCCTTGACTCAG
GGGTACCCTACAACCTGGGCCCACTTCCCACACCAATCCCTATGCCTGC
AG[C/T]TAATTCATTTCTTCAAATCTAATCTCATAGACTATATATGTATGT
AGTCATGCATATGTAGTTACAAATATATATTTAAATCCCTGCATGCTTGC
ATGCT 



ris] 

P
HG9
_Scaf
fold_
3752 

7
62
54 A T 

m
issen
se_v
arian
t 

Mu
_g1
786
5.t
1 

hypoth
etical 
protein 
PHAV
U_009
G1287
00g 
[Phase
olus 
vulgari
s] NA 

ATCATCAAAATTAGCTGTTTTGGGGTTTGAACTTTTGGTGTTTGTATTTA
ATCCAACAATCTTATCAAGCAGATCATCAACACCGACACTCTTCGCATG
C[A/T]TCCACCGAATATGTCATCCACATAAGACGACGTGGAAACCGGTTT
ATTAGATCCGGCGAATATGGAATCGTAGTTGAACGAAGAGCCATTGGAT
TTCCCG 

P
HG9
_Scaf
fold_
3905 

1
21
35 T C 

m
issen
se_v
arian
t 

Mu
_g1
815
1.t
1 

PREDI
CTED: 
unchar
acteriz
ed 
protein 
LOC1
00305
687 
isofor
m X1 
[Glyci
ne 
max] 

Ribosoma
l protein 
L7Ae/L3
0e/S12e/
Gadd45 
family 

CGAGTGTTTCTCTTGAAAATAGTTTTTCATTATCCAAGTATAAATTCTTA
TATGGTTGCCCTGTTCATGATTTATTTTTCTCCCTGCAGTGAAGAGGGTG[
T/C]GTTGCAGCTGAACCAGTTGCTTCCATTCCAGGTGAGCCCATGGATAT
CATGACTGCCTTACAACTTGTTCTGAGAAAATCTCTGGCTTATGGTGGTC
TTG 

P
HG9
_Scaf
fold_

1
21
58 T G 

m
issen
se_v
arian

Mu
_g1
815
1.t

PREDI
CTED: 
unchar
acteriz

Ribosoma
l protein 
L7Ae/L3
0e/S12e/

TTTTCATTATCCAAGTATAAATTCTTATATGGTTGCCCTGTTCATGATTTA
TTTTTCTCCCTGCAGTGAAGAGGGTGTTGTTGCAGCTGAACCAGTTGCT[
T/G]CATTCCAGGTGAGCCCATGGATATCATGACTGCCTTACAACTTGTTC
TGAGAAAATCTCTGGCTTATGGTGGTCTTGCACGAGGCCTTCATGAATCT



3905 t 1 ed 
protein 
LOC1
00305
687 
isofor
m X1 
[Glyci
ne 
max] 

Gadd45 
family 

GCA 

P
HG9
_Scaf
fold_
3953 

7
87
12 G C 

m
issen
se_v
arian
t 

Mu
_g1
820
7.t
1 

helicas
e-like 
transcr
iption 
factor 
CHR2
8 
isofor
m X1 
[Vigna 
radiata 
var. 
radiata
] 

SNF2 
family N-
terminal 
domain 

GTGCTTGAGGGCATGCCACTACTCATACATGTAATATCAGCATTTAACTC
CACGTTTTCAGCCTTCATGTTATTCATCATTTCATCATTTGGAACCAATT[
G/C]GAACAAAAGTCATTAGGCAAAATACAAGGAGAAGAGTCAGCAACA
AAGGGTCCATCATGCGTTCCCTGGTAACAGGCTGAATATCCATGGTAGT
CAATGA 

P
HG9
_Scaf
fold_
3965 

3
69
60 A C 

m
issen
se_v
arian
t 

Mu
_g1
822
1.t
1 

hypoth
etical 
protein 
PHAV
U_003
G2029
00g 

Quinolina
te 
synthetas
e A 
protein 

TGGGCGTTCGAGGGTGAACACTTGGCACAACGTGCTGGTCAGCATGCAG
AAGAGGACCAAGCAGCTGGTGGCTCAGAGGGAAGGGAAGGTTCCCTTT
GAC[A/C]TTTTCCTTCATTGGTTGTTACCTCGGATGGGGTTTTTCCCAAGG
GTAGCTACGCTGAAGCCCAGGTTAGACACCGTTTGAATTTTTTAATTCTT
CCCCTC 



[Phase
olus 
vulgari
s] 

P
HG9
_Scaf
fold_
41 

9
99
23 A C 

m
issen
se_v
arian
t 

Mu
_g0
083
5.t
1 

peptide 
chain 
release 
factor 
APG3, 
chloro
plastic 
[Vigna 
radiata 
var. 
radiata
] 

PCRF 
domain 

AAGTATATGCATGCCTTCCTTTCTTTTAAGCTTTAAATCAACATCTTAAT
CTATTGATCTGGAATATTTACTTAGGTTGATGAAGTTGAAGTCGAAATTG
[A/C]CCCAAAGATATTGAACTGACAACAGCGCGTTCTGGGGGTGCTGGA
GGTAAATATCTCTGAGAGACCATTGTTGTCAAGTAATCAATCTTTCTATT
CCTTG 

P
HG9
_Scaf
fold_
4282 

1
03
34 G C 

m
issen
se_v
arian
t 

Mu
_g1
849
2.t
1 

Putativ
e 
WRK
Y 
transcr
iption 
factor 
72, 
partial 
[Glyci
ne 
soja] 

WRKY 
DNA -
binding 
domain 

TGTGAAATAACAAATGTTATGCCTTTCAAACAGATGCATGATGGATGTC
ACTGGAGGAAATATGGACAGAAGATAGCAAAAGGAAATCCATGTCCAA
GAG[G/C]TACTATCGTTGCACGCTTGCTCCAGCATGCCCGGTCAGGAAAC
AGGTATTCATCAACATCACATTTTTAAGTCCTATTTGAATAAAATTCTCA
GGAAGTA 

P
HG9
_Scaf

1
37
12 T G 

m
issen
se_v

Mu
_g0
565

BRO1 
domai
n- NA 

AGTATAAATTCATGAATTATTGGCTATGTTAAAGTTATATTTTTGGTAGG
AAGTATTTAATCAATCTTGATACCATTACTAACCTTAGCTTCGAGGAATT
[T/G]CATTTGATGAATCGGAGATGCTTCCTTCCACGCCCTTGGTTGGTGTC



fold_
450 

arian
t 

8.t
1 

contain
ing 
protein 
BROX 
homol
og 
isofor
m X2 
[Vigna 
radiata 
var. 
radiata
] 

GCATCCTGACAAAGAGTGATAAGCCTGCTCAAGAAAGTGAAACATTTTT
ATTT 

P
HG9
_Scaf
fold_
4543 

1
44
63 A G 

m
issen
se_v
arian
t 

Mu
_g1
873
3.t
1 

hypoth
etical 
protein 
PHAV
U_003
G2047
00g 
[Phase
olus 
vulgari
s] 

Leucine 
rich 
repeat 

ATTCTGATCCAACTTTAGCTTGGTCAAGTTATGAAGGCGACCAAAAGAA
TCAGGAAGTGCATGAATTTGATTGTTGCTGAGATCCAAGTCCCTGAGGT
TA[A/G]CAAATCACCAAATGTCTCTGGAAGTTCTTTAAGGTCACTGAAGT
TACTGCTCAGGTTTAGAACTTGAAGATTAGTCAATTTCCCAATTGCAATA
GGAAGA 

P
HG9
_Scaf
fold_
4543 

1
45
30 G C 

m
issen
se_v
arian
t 

Mu
_g1
873
3.t
1 

hypoth
etical 
protein 
PHAV
U_003
G2047
00g 

Leucine 
rich 
repeat 

TGATTGTTGCTGAGATCCAAGTCCCTGAGGTTAATCAAATCACCAAATG
TCTCTGGAAGTTCTTTAAGGTCACTGAAGTTACTGCTCAGGTTTAGAACT
T[G/C]AGATTAGTCAATTTCCCAATTGCAATAGGAAGACCGCGCAGCTCG
TTAAAGTGAGCATCCAGATGGCGCAAGGATTTCATCTCACAAACAGACG
AGGGAA 



[Phase
olus 
vulgari
s] 

P
HG9
_Scaf
fold_
4553 

5
03
01
8 T G 

m
issen
se_v
arian
t 

Mu
_g1
888
2.t
1 

hypoth
etical 
protein 
PHAV
U_005
G0050
00g 
[Phase
olus 
vulgari
s] 

NB-ARC 
domain 

AGCCACTGAGCAAATGACTCCATCAGCAATCTCATGGCTCTGACTGTCT
GAGTACTTTGTTCTATCAGCAAGCATGCAATCGATCCCTTGAAGCTCAA
GC[T/G]AGACTTAAGCCACTTGCAGAAGCGCACCAAGTTGGGGTTCTGG
CCATGGAATCCAATGTAGACATCACAGCTTCTGAGTTTGGCATTCGTAG
CAGGTGAG 

P
HG9
_Scaf
fold_
4561 

4
40
39
0 C A 

m
issen
se_v
arian
t 

Mu
_g1
895
8.t
1 

hypoth
etical 
protein 
PHAV
U_001
G0901
00g 
[Phase
olus 
vulgari
s] 

Exo70 
exocyst 
complex 
subunit 

CGGGAAATTCGTCTCTTGTTCACCACCTTCTTGATCTTGCACCACCTCTT
GTTGTTGTTGTTCCGATGACGCCACATGCTGTTTCCATTTGTTATCGACG[
C/A]GTTCTGATAATTTCCTCCGGGATCCAATTCGGTTGGCATTCTAGATT
CTTCCATCAGAAACCGGAAGTCCTCCTCTAGATACATCATCAAACGCTG
GTGG 

P
HG9
_Scaf
fold_
4562 

7
51
84 G A 

m
issen
se_v
arian
t 

Mu
_g1
896
7.t
1 

PREDI
CTED: 
ultravi
olet-B 
recepto

Regulator 
of 
chromoso
me 
condensat

TTCAATTTTGAAGCAGACTCTACCAAGATTAGTGGATTGTCCGAGTTTGG
AAAATATGCATGCCAAGAATATATCGTGTGGTGCTCGACACAGTGCTTT
A[G/A]AACAGGTATACCAACATATAGCTACCTGCTTATGTCATTTTAATA
GCTGTCTAGTCAGAGTTAGGCTTCCATTATTGAAGTCATTTAATACATCT
CTAAG 



r 
UVR8-
like 
isofor
m X1 
[Vigna 
angula
ris] 

ion 
(RCC1) 
repeat 

P
HG9
_Scaf
fold_
4565 

1
28
78 T C 

m
issen
se_v
arian
t 

Mu
_g1
898
0.t
1 

PREDI
CTED: 
copper 
transpo
rt 
protein 
ATX1 
[Vigna 
angula
ris] 

Heavy-
metal-
associated 
domain 

AGCAACTGAATACACTGCAGGGGTGTGGAAGAAAGTGTGGACTCCATT
GGTTGCTTCACTTTTGTATGCATCATAGTAATGGTTAACAATGTAACTAG
GG[T/C]CTTGTAAAATGAGGAAAAATGAGCATGCCCTGGAAATGGCCAT
GGTTCTGCTACTTTCCCTGCACGTTTGATTGCCTTCAGAACCTTCTTTTCC
TCCAAG 

P
HG9
_Scaf
fold_
4598 

7
50
15 C G 

m
issen
se_v
arian
t 

Mu
_g1
916
3.t
1 

unchar
acteriz
ed 
protein 
LOC1
06780
260 
[Vigna 
radiata 
var. 
radiata
] NA 

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGATTAGTTGTCAATGAC
AACAAGT[C/G]GAATTTCTCCCAGAGAGCAATAACCTCGCTCTGGCTTCT
ATATTGATGCCCTTCTCTGTCATAGTAGTACTGCATGTCCTCACATGCAT
GCATACCAATT 



P
HG9
_Scaf
fold_
46 

4
15
44 T G 

m
issen
se_v
arian
t 

Mu
_g0
087
6.t
1 

histone 
H2A 
[Sesam
um 
indicu
m] 

C-
terminus 
of histone 
H2A 

GGGCGGTGGCCCGAAGAAGAAGCCAGTTTCAAGGTCCGTCAAGGCCGG
TCTCCAATTCCCCGTCGGAAGAATTGGCCGTTATTTGAAGAAAGGAAGG
TAT[T/G]ACAGCGTGTGGGAACCGGTGCTCCTGTTTACCTGGCTGCAGTT
CTTGAATACCTAGCTGCTGAGGTAACCTAGCATTAATTGAATCTCTCAG
AGATTGTT 

P
HG9
_Scaf
fold_
4666 

1
02
99
6 G A 

m
issen
se_v
arian
t 

Mu
_g1
932
8.t
1 

PREDI
CTED: 
RNA-
depend
ent 
RNA 
polym
erase 1 
[Glyci
ne 
max] 

RNA 
dependent 
RNA 
polymera
se 

TGTGCCTTCAACGAATCTGTTAGTATAGTGTTCAGTTGATCCACAGCTTC
TCTTTGTTTTTTCTCAAAAGCACCATCCTTGATACCAAGAGTGGATAAGA
[G/A]GAAATTAACTGCCGATTCAGATAACAAGGCTGATACTTACTACGA
GCCAAAACATCTAACTTCGTGTTATCTGATTCATACTTCAGCATGCTCTT
CCTCA 

P
HG9
_Scaf
fold_
4746 

5
51
17 A T 

m
issen
se_v
arian
t 

Mu
_g1
942
1.t
1 

Nucleo
lar 
comple
x 
protein 
2 like 
[Glyci
ne 
soja] NA 

CTATCTGTGGGTTGGGATATGATATACTCATCATGGGTAAATACCCACCT
AAATTATGGTTAAGATATATACTGATCAGTTTGAGTTTTTCATACAGGAC
[A/T]AGTCAGGATATTGAAGAAAGCATAGAGAATGATACAACAAATCCA
TCAATTGGAAGGTAAAATGGTAACGTAAATACTATTTATCTGTTGATTCT
ATTCA 

P
HG9
_Scaf
fold_
4784 

4
59
41 A C 

m
issen
se_v
arian
t 

Mu
_g1
975
2.t
1 

quinon
e 
oxidor
educta
se 

Zinc-
binding 
dehydrog
enase 

ATTTAGAATTTAGAATATGATGACATACCAAGAAGGTTTCCCCGTGACT
TAAACGACTGGTCATGAAAACAGTAGACCATACAGTGCATGCGACCTCA
GG[A/C]AACTAGCTGCATCAACGAGGGAAATACCTGGTGGAACATAAAG
CACTTGCCCCTCGGGAACTGCAACTTTCTGGGCATATCCTCCACCGGCG
AGAAGAGC 



PIG3 
[Vigna 
radiata 
var. 
radiata
] 

P
HG9
_Scaf
fold_
4797 

8
40
8 C T 

m
issen
se_v
arian
t 

Mu
_g1
987
2.t
1 

PREDI
CTED: 
aldehy
de 
dehydr
ogenas
e 
family 
2 
membe
r C4-
like 
[Glyci
ne 
max] 

Aldehyde 
dehydrog
enase 
family 

GAGGTAATTGGAAGAGTTAGTGAGGGAGATAAGGAAGACATTGATGTT
GCTGTTGAAGCAGCACGTCAAGCATTTGACCAAGGTCCATGGCCTCGCA
TGC[C/T]GCCTGTGTACGTCATTCTTCTTCCTTTCTTCAATTTAATCTCTTT
ATACTTCAAAAAAAAAAACTCAATATATTTTAAACCATTTACTTTTTCTT
GCTTT 

P
HG9
_Scaf
fold_
4816 

3
04
34 A G 

m
issen
se_v
arian
t 

Mu
_g2
007
2.t
1 

hypoth
etical 
protein 
PHAV
U_004
G0909
00g 
[Phase
olus 
vulgari

pre-
mRNA 
splicing 
factor 
compone
nt 

CCATATTGAAATATATTATAATTTGGTTACTGACATTTTTCAGATGAGGG
TAAAGAAAAGCCTCTGGCCTCAAATTGAGGCCACTTTCAAGCAGATGGA
C[A/G]AGCTGCAACTGAGTTAGAATGTTTTAAAGCTTTGCAAAAACAAG
AGCAATTAGCAGCATCACATAGGATAAACAATCTATGGGCTGAAGTACA
GAAGCAA 



s] 

P
HG9
_Scaf
fold_
4816 

3
04
84 A C 

m
issen
se_v
arian
t 

Mu
_g2
007
2.t
1 

hypoth
etical 
protein 
PHAV
U_004
G0909
00g 
[Phase
olus 
vulgari
s] 

pre-
mRNA 
splicing 
factor 
compone
nt 

TAAAGAAAAGCCTCTGGCCTCAAATTGAGGCCACTTTCAAGCAGATGGA
CATAGCTGCAACTGAGTTAGAATGTTTTAAAGCTTTGCAAAAACAAGAG
CA[A/C]TAGCAGCATCACATAGGATAAACAATCTATGGGCTGAAGTACA
GAAGCAAAAGGAACTTGAGAAAACTTTGCAAAATAGGTACGGGAGTCT
AATTGAAGA 

P
HG9
_Scaf
fold_
4826 

3
00
36 G C 

m
issen
se_v
arian
t 

Mu
_g2
016
1.t
1 

hypoth
etical 
protein 
PHAV
U_007
G0109
00g 
[Phase
olus 
vulgari
s] 

F-box 
domain 

TTCAACCTGAGGCATGCCATGCTTGATTTCAGACAAGGACCAAGCTGTG
CCGGCTTGAAGGCTCAAGATTTCAACCAAACACTGTTAACGATAAAGAA
TT[G/C]GAAACTCTCACTTTATGTGAATGGACTTTTGAGGTATCTATATGT
TCTTTCAATTATTTCCCATCTACTGTTGCTGATTTAACACAATTATCAAG
CGAAT 

P
HG9
_Scaf
fold_
4835 

5
17
16 G C 

m
issen
se_v
arian
t 

Mu
_g2
023
2.t
1 

hypoth
etical 
protein 
PHAV
U_003
G1856
00g NA 

ATTGAATAAATGCTAACTAAGTTGTTAACTCTGATCAAATTTCTCATTCA
AAAAGAAAAAATATAAATCTTACAGGCTTTTGCTGCCAGGGAACACGCG
T[G/C]GTCATTTTCTGATGGAGAGATGGAACTGCATGCATCTCCTAACAC
TAATCTAGCAACAGAGTAGACCACACTTTCATGATGCAACTTGACATCT
GCAGAG 



[Phase
olus 
vulgari
s] 

P
HG9
_Scaf
fold_
4856 

9
45
89 G A 

m
issen
se_v
arian
t 

Mu
_g2
040
9.t
1 

hypoth
etical 
protein 
PHAV
U_011
G1838
00g 
[Phase
olus 
vulgari
s] 

Pathogen
esis-
related 
protein 
Bet v I 
family 

AATGTCACTCACAGGAAAACTTAGCACTGAAATTCCTGTTCATGCAACT
GCAGACAAATGGTTTAATACCTTCACAAATCAACTCCACCATATGCAAC
AC[G/A]TGCTGATAAAATTCATGAAGCCAAACTCCATGAAGGTGATGAT
TGGCATACCTCTGATTCGGTCAAACACTGGTCTTATACAGTAGGTAATTA
AGCTTAT 

P
HG9
_Scaf
fold_
4879 

1
64
59 A T 

m
issen
se_v
arian
t 

Mu
_g2
058
3.t
1 

4-
couma
rate:co
enzym
e A 
ligase 
3 
[Phase
olus 
vulgari
s] 

AMP-
binding 
enzyme 

AAAACCACAACAACGATTTTGCTGTGTTTGCTCTGTCACAGGGACCTAA
TTGGCCACCACCACCAGACCTTCGTTCAGTCTTGCAGTTAATACCTTCCG
C[A/T]AATTTTTCCTGAAGCTGCTTTAGGAATAGAGTCTGTGAAGAACAC
CCTACCGATTCTCTTGTAAAATACCACCTGCCACAAACGCATGCTTATTA
GCCCC 

P
HG9
_Scaf
fold_
4898 

1
30
43 T A 

m
issen
se_v
arian
t 

Mu
_g2
067
1.t
1 

hypoth
etical 
protein 
PHAV
U_007

Beige/BE
ACH 
domain 

CAAGATTGGGCATGCTGCCATTCAGGTTTCATTGGGTGAAAGATCATGG
CCTCCAGCTGCTGGTTATTCATTTGTTTGTTGGTTTCAGTTTCGTAATTTT[
T/A]AAAATCACAGTCAAAAGACACTGACATTTCAAAATTTGCCTCTTCA
AAGAAGCGCTCTGGTTCAAGTGGATTGCATGAGCGACATATCTTAAGGA
TTTTT 



G1753
00g 
[Phase
olus 
vulgari
s] 

P
HG9
_Scaf
fold_
4915 

4
53
31 C G 

m
issen
se_v
arian
t 

Mu
_g2
079
9.t
1 

hypoth
etical 
protein 
PHAV
U_008
G0081
00g 
[Phase
olus 
vulgari
s] 

Peptidase 
C26 

ACCCAAATATCCATTTTTCCATCTTCCAAAGAATCCTTAAACCAATGATG
CAAAGGGGTGTCTTCAACCACCTCCACATCGTGTCTATGCCCATCATAAT
[C/G]TCATAGTTTATGTGCATCACCCTTTTGCTATCGGGGCACTTAACTGA
AAGCTCTTTCCCTATGTCCTGGTAAAGGGTACCGCCGCATGCAACATTA
AGGA 

P
HG9
_Scaf
fold_
4960 

4
47
69 T A 

m
issen
se_v
arian
t 

Mu
_g2
098
6.t
1 

PREDI
CTED: 
metaca
spase-
3-like 
[Vigna 
angula
ris] 

Caspase 
domain 

CCGTTGATTATGAAGATCAAGGGAAGATAATCGATGATGAGATTAACAC
TGCAATTGTTAGACCCTTACCACCTGGAGCTAAACTTCATGCCATTGTCG
A[T/A]CATGCCATAGTGGGACTGTTCTTGATTTACCTTTTGTCTGCAAGAT
GAACAGGTCAGTTTCGGAAAGCTTGCTTTGCCAACAACAATTTAACACC
ATCTT 

P
HG9
_Scaf
fold_
4982 

6
75
43 A T 

m
issen
se_v
arian
t 

Mu
_g2
112
2.t
1 

inactiv
e beta-
amylas
e 9 
[Arach
is 

Glycosyl 
hydrolase 
family 14 

CGCTGCTTGCATGCTAACATTTGATTCTGAGCTTTTAGTTGGTGAATCAG
CTGCTTCTTCCTCAGAAAGTAGATCAGCTGAATGCAACTCCTGATAATTA
[A/T]GCTCCTAACAAACTCAGCGAATGAAGGAAAATGTTCTGGTGAAAA
GAAATAAGCTCCCATTCTCTGATAAATTAACAAGTCCAACACATTATCT
GCACAC 



durane
nsis] 

P
HG9
_Scaf
fold_
5022 

8
28 T C 

m
issen
se_v
arian
t 

Mu
_g2
132
6.t
1 

expans
in-
A16-
like 
[Vigna 
radiata 
var. 
radiata
] 

Pollen 
allergen 

TGAACTCCTAGCATGCAAATAAGGTATGATATATGTACGTATGTATGTA
AGTAACCTGCGATATTTGATTGGGACGATGCCAGCCTCGTATTCTGCAA
TT[T/C]AAGATACGCAGGTTTGGCCAAATCAAAGTGATCGCGTGGTGGGT
TGCACCATCCTCCATTGTCACCTGGTAGATCGTAATTTGGAGGACAAAA
ATTGGTT 

P
HG9
_Scaf
fold_
51 

2
03
21 A G 

m
issen
se_v
arian
t 

Mu
_g0
099
5.t
1 

PREDI
CTED: 
ethylen
e-
respon
sive 
transcr
iption 
factor 
ERF11
2-like 
[Glyci
ne 
max] 

AP2 
domain 

CTTCTTAAGCATGCAGTTATGAAGAACCATGCACTTTCATCATCTCTTTA
TTCCACATTCAAGCCTTGGAAAAACCAGATCATGATGAGAGATGAATTT
G[A/G]TCCCTTGTTGAGGAAACTATAGTTTGTTCCATTCCTGAACAAGGC
TCTGGCTGTTGTGGAATTTCATTTGGAAGTTCTAAGGTTTACTCTTCTGTT
GTTG 

P
HG9
_Scaf
fold_
5105 

1
73
16 G C 

m
issen
se_v
arian
t 

Mu
_g2
167
6.t
1 

hypoth
etical 
protein 
PHAV
U_001
G1472

Sugar 
(and 
other) 
transporte
r 

AACTAGTAATTGATTACGCATAGAAGTGAACATGGCTATCAAAGATGTG
GAAGAAGGCATGCAGAAAGGAATCAGAGAGCCACTGGTGGGGGAACA
GGAC[G/C]CCGGTTGGTCCATGCAAGCAAAGGGCATCCATGGATGGTTT
ATTTTTGTACATTCGTTGCAGTGTGTGGTTCTTATGAATTTGGTGCTTGC
GTAAGTGTT 



00g 
[Phase
olus 
vulgari
s] 

P
HG9
_Scaf
fold_
512 

7
67
68 A G 

m
issen
se_v
arian
t 

Mu
_g0
604
9.t
1 

PREDI
CTED: 
laccase
-4-like 
[Glyci
ne 
max] 

Multicop
per 
oxidase 

AGGCACACTTCTCTGGCATGCACATATCTCTTGGCTAAGAGCCACGGTG
TATGGTGGCATTGTCATATTGCCTAAACGAGGCATTTCTTATCCATTTCC
C[A/G]ACCAGACAAAGAAAAGATAATCATTCTAGGTAAGTTTTATGTAG
GATNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN
NNNNNNNNNN 

P
HG9
_Scaf
fold_
5140 

2
43
56 T A 

m
issen
se_v
arian
t 

Mu
_g2
176
5.t
1 

hypoth
etical 
protein 
PHAV
U_010
G0007
00g 
[Phase
olus 
vulgari
s] 

Sympleki
n tight 
junction 
protein C 
terminal 

TTCCCTTGAAAAAGGTAAGGGTATCTGATGATAATATGTTTTATATAAA
AATGAAAAAACATTTTGCATAACCTAGGTGTTTTCATATGCAGGTCACA
GA[T/A]CATGCAATGCTTGTTTTGAGCAGCGACAAACTTTTACTCAAGAA
GTTCTTGCCAGAGTTTTGAATCAGTTGGTGTGTTATGTGAAAATTGTTTT
ATATGT 

P
HG9
_Scaf
fold_
515 

1
94
33 T C 

m
issen
se_v
arian
t 

Mu
_g0
610
3.t
1 

VuP5C
S 
[Vigna 
unguic
ulata] 

Amino 
acid 
kinase 
family 

CACAGAACCAAACCCTCCCCCGAGATACCCCTCGTGAATGGCACCGCGT
TAACTCACCTCAACTCCCTCTACGAATCTCACTTCTTCGCCAACATCGAT
C[T/C]TCTAGAGCTTTTGTCTCCAAGGTGAAGCGTCTCATTGTAAAGGTA
CTAATTTTCATTGCTTTTCGTTTTTTACTCTTTCTCTCTCCATATATAATTC
ATA 

P
HG9
_Scaf

1
25
82 T C 

m
issen
se_v

Mu
_g2
179

PREDI
CTED: 
floweri

Sulfotrans
ferase 
domain 

AGGTTACTGCATATTTTCTTCTACAGTGGCAGCAGTGATCATACAACAA
AGTTTTGGTGCAGAAATAGGCCAGGAGACACGGCTCGTGATAGATTTAA
CA[T/C]GGCATGCAAGGTTTGTTCATTTTTCATCTAAATATTGAACTGTAT



fold_
5155 

arian
t 

8.t
1 

ng 
time 
control 
protein 
FY 
[Vigna 
angula
ris] 

GTTGAAGGGTTTGGATAGTTTTACTCTTCCAACATTTCATGGTAATGTAA
ATACC 

P
HG9
_Scaf
fold_
5230 

4
03
6 G T 

m
issen
se_v
arian
t 

Mu
_g2
190
4.t
1 

Putativ
e 
calciu
m-
bindin
g 
protein 
CML2
3 
[Glyci
ne 
soja] 

EF-hand 
domain 
pair 

AGAGATTATGCATGCTGTGGCTCGTGGCATTGGTGGCTCTCCCATCATTG
TTGTTCTTGGAAAAGATAGCTTACTCATGAAGGCTGTTCAGCATGAATT
A[G/T]TACAGTTTCTTCTTCTTCATGAATTTACATCCTCCTTCTTANNNNN
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN
NNNNNNNN 

P
HG9
_Scaf
fold_
544 

4
71
61 A C 

m
issen
se_v
arian
t 

Mu
_g0
630
9.t
1 

hypoth
etical 
protein 
PHAV
U_003
G2354
00g 
[Phase
olus 
vulgari
s] 

NPH3 
family 

CCGCTCGTGCATGCCTTTACTTCCCGAGGCAGAAACGACGGCGTCTCTC
GTTAGCAGATGCATTGAAGCGCTTGTTTCAGTTCACGGCATCACTCGTTT
A[A/C]TGAAGTGAACGAAATGCAGCCTCGAGATTTTCAAATTGTGGCTG
AATCAATGGGTAGAAGGTTCGAGAACCACGACGTCGTCTACAAGATGGT
AGATTCG 



P
HG9
_Scaf
fold_
555 

4
56
20 A C 

m
issen
se_v
arian
t 

Mu
_g0
635
5.t
1 

unchar
acteriz
ed 
LOC1
00527
249 Cupin 

TATATTCATCTACTGAAGAGTTATTTTGAACAAAAACATTGTCTTTGTAA
TATGCAGTATTTGTGAATGGAAAATTCTGCAAAGACCCTAAGGATGTGA
A[A/C]CTGAAGATTTCTTCAAGCATACGGAACCTGCGAACACTGACAAT
GAACTAGGAATAGCAGCGACTCAAGTGACTGTTAATGAATTACCTGGAC
TAAACAC 

P
HG9
_Scaf
fold_
5627 

9
04
40 A T 

m
issen
se_v
arian
t 

Mu
_g2
221
5.t
1 

hypoth
etical 
protein 
LR48_
Vigan0
9g106
600 
[Vigna 
angula
ris] 

Domain 
of 
unknown 
function 
(DUF448
7) 

AAGATCCTTATGCATGCTTTTAACCTTTGGTGCGCAATCAATGGTTAACG
AGGTGTACACGTCTCTTATTGGTGATGGGAGGTCACAGTTGTCACCAAT
T[A/T]TTGTTTGGCTCTGTTCATTGAAGGTTTTCCACTTGATTTACTGACA
GATGAGTTGAGAAACACTTCTATTCAAAGAATTAAGTCTGATTATTTAG
ACTTC 

P
HG9
_Scaf
fold_
5665 

5
56
0 T A 

m
issen
se_v
arian
t 

Mu
_g2
248
4.t
1 

hypoth
etical 
protein 
PHAV
U_007
G2189
00g 
[Phase
olus 
vulgari
s] 

Family of 
unknown 
function 
(DUF531
1) 

AGTGAGTGTGCATGCAACTCAAGTTCAAGATGTATACCTCTTCAGTGCA
GAACCCTTGAAAAATCTGAGAAGGACTGTAAAGGCCATATCATATAAAT
TG[T/A]TTGGACAAGAAGATCAGCCAAGTCTGATAGAGCTCCATGTTTTC
CTTTAAAATGAAAGAGGACTGGGTGAAAACTGGTTTAAAATTCTATCNN
NNNNNNN 

P
HG9
_Scaf
fold_

2
60
74 C T 

m
issen
se_v
arian

Mu
_g2
280
7.t

hypoth
etical 
protein 
PHAV

Chloroph
yll A-B 
binding 
protein 

TGGGGTGGCAAGCATGCTGACTTGGCCATGGTGTGATATCTCAACAACA
ACTGTGTCATCATCTTTTGGGAGGGGTTGTTTCCATGGCTCTCCATCAAT
T[C/T]CATGAATGTGCACTCAGCTGCTCCCTTGTGAAACTCAAATCGGAT
TCTGCTTGTCTGCATCGTGAGAGAAGCATACAAACGTAAGTTTGAGCAA



5689 t 1 U_011
G1558
00g 
[Phase
olus 
vulgari
s] 

AAAGGA 

P
HG9
_Scaf
fold_
5693 

1
14
66 T A 

m
issen
se_v
arian
t 

Mu
_g2
283
9.t
1 

hypoth
etical 
protein 
PHAV
U_003
G0848
00g 
[Phase
olus 
vulgari
s] 

Sugar 
(and 
other) 
transporte
r 

TGACAGTGACTTAACAATATTAACATATGATAAGAGGAATTTGGAAGAA
CCTACCTCATTGTCGCTGTTGGCACAGAAGGCACACTCTGCACGCAAAC
AT[T/A]CATGCAGTTCCACGAAGAGAAATCAGGGGCATTTGTATAAGCCT
TGCATGTAAAGTTGGCACCAAAATCAAGTGTGTCCTGGTTACTAATTGC
AGGAGCA 

P
HG9
_Scaf
fold_
5697 

1
49
65 G A 

m
issen
se_v
arian
t 

Mu
_g2
289
9.t
1 

PREDI
CTED: 
alkane 
hydrox
ylase 
MAH1
-like 
[Glyci
ne 
max] 

Cytochro
me P450 

CTTTGATTATTTTACTTCAATTTTGAAACAACAAGGAGGTAATTTCATGT
TTGAAGGACCCTGGCTATCAGATATGAATATGTTCATCACCAGCGACCC
T[G/A]GAATGTGCAATACATCACAAGCACTAACTTTGGAAACTATGGGA
AGGGACGTAATTTTAGTGAAATTTTTGAAGTTCTGGGCGACGGGATTTT
CAGGTCT 

P
HG9
_Scaf

2
41
53 A T 

m
issen
se_v

Mu
_g2
301

hypoth
etical 
protein NA 

GGAAAGAAATTTGACAATCATTCTATGATTCAGAACGTTGATATGAGAC
TCGAGTCAGGGACTTGTAATGTGTGCTCAGCTCCTTGTTCATCGTGCATG
C[A/T]CTTAACCGAGCTCTCATGGGGTCAAAGGCCAAAGAATTCTCTGAT



fold_
5711 

4 arian
t 

5.t
1 

PHAV
U_011
G0179
00g 
[Phase
olus 
vulgari
s] 

GAAAACTGTCGTGTAGGGGAGGCTAATCAGTATTGTATTGATGAGGCTG
ATGGAC 

P
HG9
_Scaf
fold_
5713 

3
70
35 C G 

m
issen
se_v
arian
t 

Mu
_g2
308
3.t
1 

Beta-
glucosi
dase 
D4 

Glycosyl 
hydrolase 
family 1 

ATGATTGTTTATTTATGAATACTAATTAAACAATTAGATTGAAAGTAAAT
GCAATTGGTATCTTACCATTTTCAGTGATGTAGATCAAAGGATTGTTATA
[C/G]TTGTTTTGATATAGAGCAACAGCTCGTGAATTCCTTTTGGATAAAC
TGACAACCATTTTGAAGCAGCCTACAAAAGTAGTTATCCTTTTATTCATC
AAGC 

P
HG9
_Scaf
fold_
5713 

3
70
46 T C 

m
issen
se_v
arian
t 

Mu
_g2
308
3.t
1 

Beta-
glucosi
dase 
D4 

Glycosyl 
hydrolase 
family 1 

TTTATGAATACTAATTAAACAATTAGATTGAAAGTAAATGCAATTGGTA
TCTTACCATTTTCAGTGATGTAGATCAAAGGATTGTTATACTTTGTTTTG
A[T/C]TAGAGCAACAGCTCGTGAATTCCTTTTGGATAAACTGACAACCAT
TTTGAAGCAGCCTACAAAAGTAGTTATCCTTTTATTCATCAAGCAGAGT
AACTTT 

P
HG9
_Scaf
fold_
5713 

3
79
32 G A 

m
issen
se_v
arian
t 

Mu
_g2
308
3.t
1 

Beta-
glucosi
dase 
D4 

Glycosyl 
hydrolase 
family 1 

AGGTTCATAAAGCAGTTACCATCCTAACATGAAATCAATGACTCTTTGT
GCAGCCTGCCGATCCAATTCTGTATCATGGAGTGGTATCGTCCAATGAC
AA[G/A]TAGTGGTATCCCTATCCATCCCTTTTGAGTTGCCTAGGTGCAGT
GGAACACAAAGTAAAGGTAAGTTTAGGTCTCTATATTAATTCAGTAAAT
GCATACA 

P
HG9
_Scaf
fold_
5713 

3
79
39 G C 

m
issen
se_v
arian
t 

Mu
_g2
308
3.t
1 

Beta-
glucosi
dase 
D4 

Glycosyl 
hydrolase 
family 1 

TAAAGCAGTTACCATCCTAACATGAAATCAATGACTCTTTGTGCAGCCT
GCCGATCCAATTCTGTATCATGGAGTGGTATCGTCCAATGACAAGCTAG
TG[G/C]ATCCCTATCCATCCCTTTTGAGTTGCCTAGGTGCAGTGGAACAC
AAAGTAAAGGTAAGTTTAGGTCTCTATATTAATTCAGTAAATGCATACA
CTTCATG 

P
HG9
_Scaf

3
79
63 T A 

m
issen
se_v

Mu
_g2
308

Beta-
glucosi
dase 

Glycosyl 
hydrolase 
family 1 

AAATCAATGACTCTTTGTGCAGCCTGCCGATCCAATTCTGTATCATGGAG
TGGTATCGTCCAATGACAAGCTAGTGGTATCCCTATCCATCCCTTTTGAG
[T/A]GCCTAGGTGCAGTGGAACACAAAGTAAAGGTAAGTTTAGGTCTCT



fold_
5713 

arian
t 

3.t
1 

D4 ATATTAATTCAGTAAATGCATACACTTCATGAATTGAATTATCAATATAA
ATGTA 

P
HG9
_Scaf
fold_
5724 

9
70
92 A C 

m
issen
se_v
arian
t 

Mu
_g2
318
4.t
1 

PREDI
CTED: 
unchar
acteriz
ed 
protein 
At1g2
8695-
like 
[Glyci
ne 
max] 

Nucleotid
e-
diphosph
o-sugar 
transferas
e 

TTTCACTGCTAATTCACATGTAACATCTTTCTCACAGGATACTGATGTAA
TGTGGTTAAGAAATCCATTTACAAGATTGAGTAAGGATGAGACAGAAG
AC[A/C]TCAAATGAGCACAGACGTGTACCATGGTGATCCTTGGTCAAGG
AATAACCTAATCAACACTGGATTTTACTTTGTGAGGTCAAACAACAAAA
CTATCTCC 

P
HG9
_Scaf
fold_
5724 

9
72
04 C A 

m
issen
se_v
arian
t 

Mu
_g2
318
4.t
1 

PREDI
CTED: 
unchar
acteriz
ed 
protein 
At1g2
8695-
like 
[Glyci
ne 
max] 

Nucleotid
e-
diphosph
o-sugar 
transferas
e 

ACAGACGTGTACCATGGTGATCCTTGGTCAAGGAATAACCTAATCAACA
CTGGATTTTACTTTGTGAGGTCAAACAACAAAACTATCTCCTTGTTTGAA
A[C/A]TGGTATGACAAAAAGGACAAATCCAAAGGAAAAAAAGAGCAAG
ATGTGCTTTATGAACTCATTAGAGGTGGCATGCTTGAATATTTGGGACTC
AGGGTTA 

P
HG9
_Scaf
fold_
5737 

4
10
79 C T 

m
issen
se_v
arian
t 

Mu
_g2
325
9.t
1 

PREDI
CTED: 
midasi
n-like 
[Glyci

Midasin 
AAA lid 
domain 

AGTAGAATAAAATATTAAGCGTAGTGTTCAATACAGGAGAAAACAAAG
AAAAAATAGCAATCGATTTGAAGATCTTTATAGAATACCTTAATTTCAA
GTT[C/T]AGTGTCGATATTGTTTCCATGAGCTGAGAGTACTTGCAATGGT
ACTTCATGACGGGATCAATTTCATTACAATGGTACTTCATGACGGGATC
AATTTCAT 



ne 
max] 

P
HG9
_Scaf
fold_
5737 

4
58
01 T A 

m
issen
se_v
arian
t 

Mu
_g2
325
9.t
1 

PREDI
CTED: 
midasi
n-like 
[Glyci
ne 
max] 

Midasin 
AAA lid 
domain 

AGGAGCTGAAACAAAAAATTTTTTAAGTATTTCATCTTGCAAAACATGA
AGGCACTTCAAAAGTGGAATGAAGCGACTGGCTTCTTCATCAAAATTAT
GT[T/A]GCTCTCAATATTTCGTTGCTGGAATGTTAGCCTTAGTGGATCAA
AACAACTAATAGCATTAAAGAGATATTTAGTTTTGCCATTTGATGGAGC
CAAATTA 

P
HG9
_Scaf
fold_
5737 

4
98
33 C T 

m
issen
se_v
arian
t 

Mu
_g2
325
9.t
1 

PREDI
CTED: 
midasi
n-like 
[Glyci
ne 
max] 

Midasin 
AAA lid 
domain 

AGAAACATACCAGGCTTTGGAAGCTGCATAGCCCGCAAAACTCTCAGGG
CATTCCTGCAAGTAGTAGGTGCCATGAATTCAAACCCACCATCCTCAAC
AA[C/T]CCAATACCTATATGATTAAACAAAGTAATGCAAAATAAACACA
AGAGACAATCATCATGGCAGTATTTCACAATGCAAAAGTAATTATAAAA
GAAATAAG 

P
HG9
_Scaf
fold_
5763 

2
77
78
0 A T 

m
issen
se_v
arian
t 

Mu
_g2
350
6.t
1 

hypoth
etical 
protein 
PHAV
U_009
G0328
00g 
[Phase
olus 
vulgari
s] 

GDP-
fucose 
protein 
O-
fucosyltra
nsferase 

GTTTCTCGCCGCGTCAATATTCTCCTTAGTTGTCACTTCTTTCTTCTTTGT
TCACGTTCACGTTTCTCCTTCTCCCACTGATCACAGGTTCAATGACAAG[
A/T]CCCTTCGGTGTGCCTCTTCTCTCTGTTCCTCTGTTTTTTTTTTTTTCTT
TTTTTGCAAAAAAAAAAAAGTTTTTTAGGGCTCTGCGCAATTCTTTCATC
T 

P
HG9
_Scaf
fold_

4
32
54 G T 

m
issen
se_v
arian

Mu
_g2
379
8.t

PREDI
CTED: 
vacuol
ar 

Armadillo
/beta-
catenin-
like 

ATTGGTTGTTGCATGCTCAGGAACTTGTTCCTGTTGTCCTTGATAAGGCA
AGAGAGGTTAAGGGATTTGCGGGTAGATGGAAGATGATCATTGCGAAA
TT[G/T]AACAGATCCCGTCGCGATTATCAGATTTGTCAAGCCATCCATGT
TTCTCAAAGAATGCTCTGTGCAAGGAGCAGTTGCAGGCTGTGTCAAAGA



5784 t 1 protein 
8 
[Vigna 
angula
ris] 

repeat CACTTGC 

P
HG9
_Scaf
fold_
58 

2
45
31
8 T A 

m
issen
se_v
arian
t 

Mu
_g0
115
3.t
1 

Hypot
hetical 
protein NA 

TGCTTCTGTTAAATAAAAACTATTCCACGCACACAGACATATACAATTTC
AAAGCATTAGACAAGTCGAATTCACCGGAGTATAATTATCCTCCATTGG
A[T/A]CGCAGCCTCCGTTTTCTTCCTCGACTCTTCCTCTTTCTCTTCCACCG
GTGACTCCAAACGGGAATCGCTTGCCAAATTCTTGTCGCTGCTTCCGTCG
TCA 

P
HG9
_Scaf
fold_
5802 

1
67
60
9 T C 

m
issen
se_v
arian
t 

Mu
_g2
402
2.t
1 

PREDI
CTED: 
putativ
e 
multidr
ug 
resista
nce 
protein 
[Vigna 
angula
ris] 

ABC 
transporte
r 
transmem
brane 
region 

CAACAAACACGTACAAAAGATGTTACCAGAGAGTTAAGAAAAAAATGC
TGGAAATTGAGTATGTATATATACCTTATAGGCCATAGTATCTTGAATTG
TT[T/C]AGCGTCAGAAGTTATGGTGGCAATAACTCGGAAAGTTGTAGAA
GAGTCAGTTTGCTTGTCGAAGAAACCAACCTCTTGCCTTAGAACTGATTT
AAGATAT 

P
HG9
_Scaf
fold_
5802 

1
67
63
0 G A 

m
issen
se_v
arian
t 

Mu
_g2
402
2.t
1 

PREDI
CTED: 
putativ
e 
multidr
ug 
resista
nce 
protein 

ABC 
transporte
r 
transmem
brane 
region 

GTTACCAGAGAGTTAAGAAAAAAATGCTGGAAATTGAGTATGTATATAT
ACCTTATAGGCCATAGTATCTTGAATTGTTTGAGCGTCAGAAGTTATGGT
G[G/A]AATAACTCGGAAAGTTGTAGAAGAGTCAGTTTGCTTGTCGAAGA
AACCAACCTCTTGCCTTAGAACTGATTTAAGATATTCAATTCTCATGCGG
GAAGTT 



[Vigna 
angula
ris] 

P
HG9
_Scaf
fold_
5802 

1
82
77
7 T G 

m
issen
se_v
arian
t 

Mu
_g2
402
4.t
1 

hypoth
etical 
protein 
PHAV
U_001
G2564
00g 
[Phase
olus 
vulgari
s] 

Pyridoxal
-
phosphate 
dependent 
enzyme 

AATCAAAATGGCATGCTGCAAGCTGAAGCGCACCCTAAGCAACGGGCT
GCAAGTCCTATACCAACAGCTGTTGTGCCAGTACCAGCATCTACAACAA
ATT[T/G]ATGGGCCTTTCTTTTCCAAGTAAATGATTCTGTGATAAGTATTG
CACTAAGCGACTAACACCTACACAGAAAGAATATTTTCATAAGTTATTG
AACAACC 

P
HG9
_Scaf
fold_
5806 

1
77
26
7 G T 

m
issen
se_v
arian
t 

Mu
_g2
407
3.t
1 

putativ
e 
phosph
olipid-
transpo
rting 
ATPas
e 9 
[Vigna 
radiata 
var. 
radiata
] 

Phospholi
pid-
translocat
ing P-
type 
ATPase 
C-
terminal 

GTTGTGTTGAATTTTGTTAATCAGTGGGATAAAGGATAAAGAATGAGTG
GTGGCAGGAAGAGGAAGCTGCGTTTAAGCAAGATCTACTCATTCGCATG
CT[G/T]AAGGCATCTTTCAAGGGAGATGATACACAGATTGGAGGAAAAG
GTTTTTCCAGGGTGGTGTTCTGCAATGAGCCAGATATCTTTGGGGATGGT
GATAGGA 

P
HG9
_Scaf
fold_

7
31
55 A G 

m
issen
se_v
arian

Mu
_g2
420
7.t

Scarec
row-
like 
protein 

GRAS 
domain 
family 

TGGACCCAGATTTGAAAATGTCTTCTTTGATCAAAGTAGGAAATTTGATT
ATTTTCAATCTGATCCAAATCCAATCGCAGCTAACACATCTTCATCCTCC
[A/G]TGTGACCCATGAGGAGAACTCTCCAGAGGACTGTGATTTTTCTGAT
GCAGTTTTGAGTTACATCAGCCAGATCCTAATGGAGGAAGATATGGAGG



5822 t 1 9 
[Glyci
ne 
soja] 

ACAAG 

P
HG9
_Scaf
fold_
5831 

1
88
54
9 A G 

m
issen
se_v
arian
t 

Mu
_g2
432
0.t
1 

hypoth
etical 
protein 
PHAV
U_002
G3316
00g 
[Phase
olus 
vulgari
s] 

NF-X1 
type zinc 
finger 

TTTGCCTATTCAGAAGAAAGAATCCCTCGTATCTGCTTCAGTAAACCCTT
GGAGTGTCTTAAATCAAGACTCTTCTCCAAGTTCATCGGTTGCAGCTGTT
[A/G]AATTGATTTTTCTAGGGAACACTCCGAAAGTAGTGCTGTTACAAAG
TTGGAGCCTCATAATGGTGGTTCAAATCTAAGAGGACAGCATGCAGGAA
ACTTG 

P
HG9
_Scaf
fold_
62 

1
92
81
2 G A 

m
issen
se_v
arian
t 

Mu
_g0
127
6.t
1 

ras-
related 
protein 
RABC
1 
[Vigna 
radiata 
var. 
radiata
] 

Ras 
family 

GGAAGGAGAAGGAAACTAGACAGGGGCAAAGAGAAGAGGAACAGACG
CCTATTTGGAAGTTGAAGAACTCTGCTCTGAGAATTCTGGATTCTGGCTT
TGG[G/A]TTCCGCGGAGTAAGATGGGAAATGGGTGCTCTGCTGCATGCA
CCCGCCATAGTTGTGTTGTGAGTTAGGAACCACAATCTAATCTAAGGAA
TCTCTGAAA 

P
HG9
_Scaf
fold_
64 

1
90
96 C G 

m
issen
se_v
arian
t 

Mu
_g0
130
8.t
1 

PREDI
CTED: 
cytoch
rome 
b561 
and 

DOMON 
domain 

GATCCTTGTGCCTAAAATATCTAGCAATAATTGCCCCTACAGGCAGGAT
TAGACCCCACCCTATTATGCCCAAAATTCCATGGTTCCTCCTCTTCTGAA
T[C/G]ATTCATGGGATACAGGACTCGTAGAACCTGTCAAAGTATAGCTCA
TCAAGTTTCTGCACTCAAAGGTTACATCATAATAATGGCATGCTTCAGA
CACGAG 



DOM
ON 
domai
n-
contain
ing 
protein 
At3g6
1750-
like 
[Vigna 
angula
ris] 

P
HG9
_Scaf
fold_
664 

7
09
51 A T 

m
issen
se_v
arian
t 

Mu
_g0
695
2.t
1 

hypoth
etical 
protein 
PHAV
U_010
G1522
00g 
[Phase
olus 
vulgari
s] 

2OG-
Fe(II) 
oxygenas
e 
superfami
ly 

CCACAAGCACCCTGACTTCACCTCTCTACAAGAAAAACTCCCTGACTCTT
ACGCATGGACACAACCAGATTCTGACCACCATGCTGATTACTATCACCA
C[A/T]AAATTACCCTTCCATTAACAACAACACCAACAATGTCCCTGTCAT
CGATTTCAACGACCCTAATGCTCCAAACCTCATAGCTCATGCATGCAAA
ACATGG 

P
HG9
_Scaf
fold_
688 

8
93
9 C T 

m
issen
se_v
arian
t 

Mu
_g0
702
7.t
1 

PREDI
CTED: 
putativ
e 
pectine
sterase
/pectin

Pectineste
rase 

GACTTGTCTGCTTGGACTCTCAATGCCACCGCTTGATGTTTTTCAGGTCC
AGCAGAGTTCTCAAATCCCATGTTGATGGCCACAAAGTAATCTCCTTGA
A[C/T]GCTACATGCATAAAGTGATCAATTAATTTATTCAATTAAAATTCC
ATAAATTACAACTGTTTTATAGTTTTAGTTTTAAAAACTTTTACTCAAAT
GCATA 



esteras
e 
inhibit
or 28 
[Glyci
ne 
max] 

P
HG9
_Scaf
fold_
688 

9
48
2 T A 

m
issen
se_v
arian
t 

Mu
_g0
702
7.t
1 

PREDI
CTED: 
putativ
e 
pectine
sterase
/pectin
esteras
e 
inhibit
or 28 
[Glyci
ne 
max] 

Pectineste
rase 

AGAATCTTGAAGAAGACGACGCCCAACTAAATTTGTGACATTTGAATTT
GTAACAGCATTAGCCAAATCTATTACAATGGCAAGAGCATTGCTTGTCA
TA[T/A]CATGCCTGTCATTAATAAATCCTTCATCTTCTTACCAGCTTCACT
AGTTGTGTTCTCAAACCCATCCAAGCAAGTATCTTGGTACGTAATTGCAC
CACTA 

P
HG9
_Scaf
fold_
688 

1
57
05 T A 

m
issen
se_v
arian
t 

Mu
_g0
702
8.t
1 

PREDI
CTED: 
putativ
e 
pectine
sterase
/pectin
esteras
e 
inhibit

Pectineste
rase 

AGAATCTTGAAGAAGACGACGCCCAACTAAATTTGTGACATTTGAATTT
GTAACAACATTAGCAAAATATGTTACAATGCCAAGAGCATTGCTTGTCA
TA[T/A]CATGCCTGTCATTAATAAATCCTTCATCTTCTTACCAGCTTCACT
AGTTATGTTTTCAAACCCATCCAAACAAGTATCTTGGTACGTAATTGCAC
CACTA 



or 28 
[Glyci
ne 
max] 

P
HG9
_Scaf
fold_
691 

3
11
11 G T 

m
issen
se_v
arian
t 

Mu
_g0
706
2.t
1 

hypoth
etical 
protein 
PHAV
U_001
G1541
00g 
[Phase
olus 
vulgari
s] 

KIP1-like 
protein 

AAGATAGGACGGCTGCAGTTGGAGGTGCAAAGACTGCAATTTTTACTTC
TAAAGTTGAATGATGAAAAAGAAGGCAGAGGAAAGACAGTGATGGACG
AAC[G/T]AATTCAAAAGTCCTTTTGCGAGATTATCTCTATGGTGGGACGA
GAAGAAACTTCCAGAAGACGAAGAAAAAAGCACCCTTTTGTGCATGCA
TGCAGCCTC 

P
HG9
_Scaf
fold_
70 

7
89
78 T G 

m
issen
se_v
arian
t 

Mu
_g0
141
4.t
1 

hypoth
etical 
protein 
PHAV
U_011
G2063
00g 
[Phase
olus 
vulgari
s] 

Phosphati
dylinosito
l-4-
phosphate 
5-Kinase 

TCTTGTAATATGTCAATGATCCCGAAAAAGATGATGATCTCATATAACT
CGCCGGTTGGTTCTCCAACCAGCTGAGGAGTGTCACAACTTTTTCGCACT
G[T/G]AATTCGGCCCGTGCCGGCATGTTTATACCTAACTGAATCCACCTG
AAACATGAAACAGAATGCAAATGTTTTCAGAACATTCAATGCATGCAAC
CTTTCC 

P
HG9
_Scaf
fold_
712 

3
49
2 C G 

m
issen
se_v
arian
t 

Mu
_g0
715
7.t
1 

hypoth
etical 
protein 
PHAV
U_001

DnaJ 
domain 

CCTGGTTCACTTGTATGGTGTGCATGCTTTTATTATATGTCTAACAAGTG
TTACTACATGTTAACAGGAAGTGGTCAAATGTATAAATAATGCAGCTGA
A[C/G]TTTAAAAGTGAGGACTTCTGATGCAGCTGTTACAGCTTTAGAACT
AGTTTCTAAGGCATTGTCTATAAGTTTATACTCAGAAAAATTGCTGCAA
ATGAAG 



G1290
00g 
[Phase
olus 
vulgari
s] 

P
HG9
_Scaf
fold_
731 

8
95
33 A G 

m
issen
se_v
arian
t 

Mu
_g0
723
0.t
1 

PREDI
CTED: 
unchar
acteriz
ed 
protein 
LOC1
00787
799 
isofor
m X1 
[Glyci
ne 
max] 

WD 
domain, 
G-beta 
repeat 

GAAATAGATAGATTATACATTTCAGTTTACTTACGATGGTAAATCATAC
ATGCGAATCGAATTGTCTTTGCAAGAGCAAAATAATATATGTCTATCTTC
T[A/G]ATCAGGCATCCCAAAAAGTGAAACAACACCCTATATAAAAAGAA
AACAAGAAGTGAATTGACCAACTCCTCTTATTTTTGCAACAAAGGTTGT
AGTGATC 

P
HG9
_Scaf
fold_
756 

1
27
33
8 G A 

m
issen
se_v
arian
t 

Mu
_g0
738
3.t
1 

PREDI
CTED: 
unchar
acteriz
ed 
protein 
LOC1
08325
651 
[Vigna 
angula

Plant 
invertase/
pectin 
methylest
erase 
inhibitor 

CCATGATTACAACTTGCTACTTTTAACAATGGTGTCCATGATGGCAAGG
CAATTGCCACCTAACTGGAACAGAGCCGTGGAGTCCTGGGCGAAGGGC
ATG[G/A]GACTCCAGGAGACTCTGAGAAAGAGTCTTCGCAGGCGGATTT
GTACGATATCACAGCGCTCAATTTGCTTTGAGCCTCCACAAAGTTCATCT
TCGCCACC 



ris] 

P
HG9
_Scaf
fold_
758 

2
77
41 T C 

m
issen
se_v
arian
t 

Mu
_g0
740
3.t
1 

PREDI
CTED: 
probab
le 
galacti
nol--
sucros
e 
galacto
syltran
sferase 
2 
[Vigna 
angula
ris] 

Raffinose 
synthase 
or seed 
imbibitio
n protein 
Sip1 

ACTTACATGAAACATATCCCAGTCAGGTTGCATGAACTCTCCCAGGAAA
AGTGTGTTATATGCAACAGATGAAATGTGAATTGTGTGGGAAGCAGGAT
CA[T/C]GGGATAAAAGTCATCAGATGCTCTCACAACAGCAGTCTGCTTGG
AACTATAAAGGCCATCAGTGTTATGACACATACAGGCAATGCATCCGTT
GTCAGGA 

P
HG9
_Scaf
fold_
761 

2
93
82 G A 

m
issen
se_v
arian
t 

Mu
_g0
744
2.t
1 

hypoth
etical 
protein 
PHAV
U_003
G1947
00g 
[Phase
olus 
vulgari
s] 

WSTF, 
HB1, 
Itc1p, 
MBD9 
motif 1 

CAATCCCTCAAACCATGTCTCCGATTCGAAGGAGGAAACCGCCGCGGCT
CCTCTCCCAACTACAAGGAGTTCCCGCCCTTCCCGGGCATGCACCATGC
GC[G/A]CGCCTCTCGCCTCCATTTCTCGCCGGCGCCGGCGAAGAAGGAG
GATTCGCCGCCTCCGCAATGCGGCAAGATTGTGACTCCGCTAGTGGAGC
CGCCGTCG 

P
HG9
_Scaf

1
56
77 T A 

m
issen
se_v

Mu
_g0
163

ATP 
syntha
se beta 

ATP 
synthase 
alpha/beta 

ATTTTATTAACTGTAAAAAAGAAAGACCCTTTCACGACCGCAGAGGAAT
TCATTCTTCTTCCTCTCTTCGGAGAGCCCTTTCGCGTGGGCGTAGGAAAG
A[T/A]AATTCCCAGTCGAAGGTCAAATCCTAGTAAGACGGACTTTGTTGC



fold_
78 

1 arian
t 

8.t
1 

subunit
, 
partial 
(chloro
plast) 
[Debre
geasia 
saeneb
] 

family, 
nucleotid
e-binding 
domain 

AGCAGATGAAAGCTGCGAATAAGAGAACTGCGACAAGAGAGCAATTCT
TGCCCCT 

P
HG9
_Scaf
fold_
78 

1
56
86
5 T C 

m
issen
se_v
arian
t 

Mu
_g0
163
8.t
1 

ATP 
syntha
se beta 
subunit
, 
partial 
(chloro
plast) 
[Debre
geasia 
saeneb
] 

ATP 
synthase 
alpha/beta 
family, 
nucleotid
e-binding 
domain 

GAAAGATCAATTCCCAGTCGAAGGTCAAATCCTAGTAAGACGGACTTTG
TTGCAGCAGATGAAAGCTGCGAATAAGAGAACTGCGACAAGAGAGCAA
TTC[T/C]GCCCCTTCTAACTCCAACCCTGACAGTGAGACCAGTCGAGCCA
TTTCATACCTTTCTCTATTCCCTATCAGTCGACTTTGTACTCGCTTCGGTC
GAGCAA 

P
HG9
_Scaf
fold_
79 

9
11
35 G A 

m
issen
se_v
arian
t 

Mu
_g0
165
9.t
1 

unchar
acteriz
ed 
LOC1
00816
015 

zinc-
finger of 
the FCS-
type, C2-
C2 

CTTTCTCATTGCAGATTTCAAGAGAACATTTGATGACCCCTTTGAACTAG
TAATTTGGGGGAGAAGTCTCAAACCAACATCCATGTCGGTAATATCAAA
T[G/A]TCTTGCATGCTTTCTTTTGTTCACATTCTTCCTTTCTGGGGATTCCA
CCTTGAAGGGTCTAATTATGAACTTTGAAAGCATGGTGAGTGGAGAAAG
AAGA 

P
HG9
_Scaf
fold_

9
11
41 G A 

m
issen
se_v
arian

Mu
_g0
165
9.t

unchar
acteriz
ed 
LOC1

zinc-
finger of 
the FCS-
type, C2-

CATTGCAGATTTCAAGAGAACATTTGATGACCCCTTTGAACTAGTAATTT
GGGGGAGAAGTCTCAAACCAACATCCATGTCGGTAATATCAAATGATCT
T[G/A]ATGCTTTCTTTTGTTCACATTCTTCCTTTCTGGGGATTCCACCTTG
AAGGGTCTAATTATGAACTTTGAAAGCATGGTGAGTGGAGAAAGAAGA



79 t 1 00816
015 

C2 GAAGGA 

P
HG9
_Scaf
fold_
8 

2
89
18 G A 

m
issen
se_v
arian
t 

Mu
_g0
012
5.t
1 

PREDI
CTED: 
AUG
MIN 
subunit 
6 
[Vigna 
angula
ris] 

HAUS 
augmin-
like 
complex 
subunit 6 
N-
terminus 

CGATTTTCGCAAGGTATATCGANNNNNNNNNNNNNNNNNNNNNNNNNN
NNNNNNNNNATGTAATTTGAATGAATGTGTTTGGATGGCGCTGGAACAG
GTT[G/A]GCAAGGGATTATTAGCGAGCTTGAGTCGCAGGGAGCGTTACC
GAGGAGTAATTCGAGGGTTTCTTCACTTGCTACCTGCTGTGGACCTAGGT
CAGTGTGT 

P
HG9
_Scaf
fold_
843 

3
27
26 A C 

m
issen
se_v
arian
t 

Mu
_g0
794
9.t
1 

PREDI
CTED: 
PI-
PLC X 
domai
n-
contain
ing 
protein 
At5g6
7130-
like 
[Vigna 
angula
ris] NA 

GTGGTTCTTGTACACACAGAAAAGAATCAAAGCCGCTAAATTCTAGAAG
TACATCACTTTTCTTGCAGAATTACTTTCCAACATATCCAGTTGAAGCTG
A[A/C]CATGCAAAGAGCATTCGGCTCCACTTGCTGATATGGTGAACACAT
GTTACAAAGCTGCAGGAAATGTGTTGCCTAATTTTATAGCAGTTAATTTT
TACAT 

P
HG9
_Scaf
fold_
85 

4
17
32 C A 

m
issen
se_v
arian
t 

Mu
_g0
174
3.t
1 

unchar
acteriz
ed 
protein 
LOC1 NA 

ATAGGGTTTTCAATTTGAAAGGCTGCATGCAGATCTTGATGGTGAGAGG
TGACATTGTCTATACGACCGCGTTTGAGGGTAATTGCAGAGTGGGAAGA
AT[C/A]TCGGCGGTGTCGAATCCTCTTTTGAGGGATGATTCTTTGGCGTC
AGAGGTGGATCCTTGGAGGTGATCGAGATTGGGGAATTGAGGGTTAGGT
TCAAGAA 



06769
554 
[Vigna 
radiata 
var. 
radiata
] 

P
HG9
_Scaf
fold_
91 

8
24
85 A G 

m
issen
se_v
arian
t 

Mu
_g0
183
8.t
1 

hypoth
etical 
protein 
PHAV
U_003
G2322
00g 
[Phase
olus 
vulgari
s] NA 

GTTAGCAAAATAAATATATGAAAAAGCAAGCATGTATGATTTTGCAAGG
GGGGAAATAGTCCATTAACTTACACTTGCAATGCATGCATCTTTGACGC
TT[A/G]TGTCTTCTTCAAACTTTCTTCACGTTTCCTTGATTCAGTTAATGC
AGATTTATTCATTGCAGAGTCATGTTTATGCGTTAACTCGGATGATTCAA
CCAAG 

P
HG9
_Scaf
fold_
955 

1
44
14 G C 

m
issen
se_v
arian
t 

Mu
_g0
847
3.t
1 

hypoth
etical 
protein 
PHAV
U_010
G1188
00g 
[Phase
olus 
vulgari
s] 

Subtilase 
family 

CATGCAGCTAAGATTGATGTACCAGGAGCAGTGATGTCCGGTTTCAACA
CAAATGGACAACTATTTGATGGCCCTCTAGAACTGTAAGAATCCACACT
TG[G/C]GCTGGTTTAATACCTAAAGCTGTTATCTTAAAAGACATGCTTGC
GTTTGCATTAGAGTTACTCTTGATGTAGGCTTTGAGAATTTCTCCATTTC
TTGGGT 

P
HG9

1
46 C T 

m
issen

Mu
_g0

hypoth
etical NA 

GTATCTGGGCATGACACAAATGGTGTCACTATGGCATCCCAAGATACAA
ATTTCTTTTGCCCTGCTACCTATGCACAATTTTATTTAGACCAAAATCCA



_Scaf
fold_
96 

92
5 

se_v
arian
t 

200
9.t
1 

protein 
PHAV
U_001
G0003
00g 
[Phase
olus 
vulgari
s] 

T[C/T]CCTCATAATGGTGGGAGATTAAGTGTTTCAAAAGATTCAGATGTT
CAATCTACTGGTGGAAATGGACATCAGAATACGCATGCTAGAAGTCCTA
AGCAAG 

P
HG9
_Scaf
fold_
981 

1
00
42 C G 

m
issen
se_v
arian
t 

Mu
_g0
858
9.t
1 

hypoth
etical 
protein 
PHAV
U_011
G1697
00g 
[Phase
olus 
vulgari
s] 

recA 
bacterial 
DNA 
recombin
ation 
protein 

GGTCGGCCATCATGTTCGCATTGAATATTGGCATGCTTGAAAGCGGTGA
CAGCACGAAATCTGAGAGGAAGAGGGAACAATAGAGAAGAAGAGAAT
GGTG[C/G]TTGAGAATAACACTGTGGGGTTTCAGAGGAAACATCAAATC
CATTATTGCAGGAACAAAATTGAAGATACAAAAAGACGTGTTTTTTTTG
TTGTAACAGA 

P
HG9
_Scaf
fold_
1104 

9
87
52 A T 

s
top_
gaine
d 

Mu
_g0
929
5.t
1 

hypoth
etical 
protein 
PHAV
U_006
G1997
00g 
[Phase
olus 
vulgari
s] 

DNA 
polymera
se phi 

CTTACAACAAATTACGAGTTCGGATGCAGCTTCAGAGTACTCCCCTGGA
CAAAGAAGTACTTGCAGAAGCAGCTGGATAAGCAAGTATCTCAGTGCAT
GC[A/T]TCTATTAGCACCAGTGCTACAGTCTTGGCTCCTTTCCTGCTTAAT
ATTACCACAAAATATAAAAGAGAAGAATATTATATAAATGAATAAAAT
AAATGAT 



P
HG9
_Scaf
fold_
111 

8
66
93 C T 

s
top_
gaine
d 

Mu
_g0
231
3.t
1 

ATP 
syntha
se CF1 
alpha 
subunit 
(chloro
plast) 
[Pachy
rhizus 
erosus] 

ATP 
synthase 
alpha/beta 
family, 
nucleotid
e-binding 
domain 

TGCTTTGAATTTGGAATCAAAAAATGTTGGTGTTGTGTTAATGGGTGATG
GTTTGATGATACAAGAGGGAAGTTCAGTAAAAGCAACAGGAAGAATTG
CT[C/T]GATACCAGTAAGTGAGGCTTATTTGGGTCGTGTTATAAATGCCC
TGGCTAAACCAATTGATGGTCGAGGAGAAATTTCAGCTTCGGAATCTCG
ATTAATC 

P
HG9
_Scaf
fold_
1186 

2
50
68 T G 

s
top_
gaine
d 

Mu
_g0
977
4.t
1 

probab
le 
acyl-
activati
ng 
enzym
e 18, 
peroxis
omal 
[Vigna 
radiata 
var. 
radiata
] NA 

TGTCAATCTGCATGCACTCACTTCTCATTTTCCTTTTAGGGACCACTCCA
AACGCACCAACCTTGGCCGTCTCATGGAAACTCATGCCCCTCAACTTTTA
[T/G]ACCTTCTTACGAAGACCCTATTACCAGTTTTCCTCTCTTTCACAAGT
TTTCTGTTCAACACCCTCAGGCAAGCAAAGCAACACGACTCTACCCTCA
CTCC 

P
HG9
_Scaf
fold_
13 

1
31
64
2 T G 

s
top_
gaine
d 

Mu
_g0
020
9.t
1 

F-
box/ke
lch-
repeat 
protein 
At1g5
7790 

F-box-
like 

ATTTTTATCTTGCATGCTTATAGTTAATACTTATTATTCAGGCTAAGCGA
CACAATCACAGATAATAGAAGAGCAGTTGATGAAGTGAAAAGTGAAAA
TT[T/G]GAGCTGCAATCCTGGGCTGATCTCCCTGCTGAACTCTTAGAATT
AATCTTGTCCCGATTGATCCTAGCAGATAACATCCGTGCTTCTTCTGTTT
GCAAGA 



[Vigna 
radiata 
var. 
radiata
] 

P
HG9
_Scaf
fold_
2271 

2
29
97 C A 

s
top_
gaine
d 

Mu
_g1
427
4.t
1 

unkno
wn 
[Glyci
ne 
max] 

Major 
intrinsic 
protein 

CACCAAATTAACTAGTACTCTTCAGCAGGCACAGGTTCATGCTCAGGAG
GCTCAATTGGGACCATAACGTATTCATATAGGACTGCTGCTAGGGCTGC
TC[C/A]ATTAATGGGCCCACCCAGAAGATCCAGTGGTAGTTCCACCTCCA
GCCCACCAATGCAGGCCCAAAAGCCCGGGCAGGGTTCATGCATGCTCCA
TCAAAAG 

P
HG9
_Scaf
fold_
2361 

1
79
22
1 A T 

s
top_
gaine
d 

Mu
_g1
461
6.t
1 

PREDI
CTED: 
alpha-
aminoa
dipic 
semial
dehyde 
syntha
se 
[Vigna 
angula
ris] 

Saccharo
pine 
dehydrog
enase C-
terminal 
domain 

TCCAAATAAAATTGGTCTTGTAATAAGATTATATTTGTTTGATGATCCAG
ATCATATGATGGCAATGAAGATGATCAACCAAGCACATGTGCGGAAGG
GG[A/T]AATAAAGTCTTTCACTTCTTATTGCGGTGGACTTCCATCACCTG
AAGCAGCTAACAATCCTTTAGCATATAAATTCAGGTACTCTTGGAATGG
CTTTGTG 

P
HG9
_Scaf
fold_
2462 

6
55
20 C G 

s
top_
gaine
d 

Mu
_g1
492
3.t
1 

hypoth
etical 
protein 
PHAV
U_001
G0406
00g 
[Phase
olus 

Legume 
lectin 
domain 

AGCATGTAGGGATCAACAATAACTCTGAGGTATCTCTCAATTATACCAG
GTTTGATATTGAAACAAACTTAGGTAACATGGGGCATGCCTTGATAACG
TA[C/G]ATGCTTCTGCTAAACTCCTTGCTGTCTCGTGGTTCTTCGATGGCA
CTAGTTCTCGTTTTATGCCTAACGCTTCTCTTTCTTACAAGATTGACCTAG
AGGA 



vulgari
s] 

P
HG9
_Scaf
fold_
248 

1
22
55
1 C T 

s
top_
gaine
d 

Mu
_g0
420
2.t
1 

PREDI
CTED: 
unchar
acteriz
ed 
protein 
LOC1
07470
435 
[Arach
is 
durane
nsis] 

Retroviral 
aspartyl 
protease 

TATCGCTCTGATGGGGGGTAGTGTGGTTGGGACAGCAAAGATGTCATCA
AACTCTTGCAACAGTTTCTGTATTACAGGCGAAGGTGCTGGTTCTGGGTT
C[C/T]AGAGTGTTGGAGTAGTAATAAATGAAAACATGGCCCAGCGTCTTC
TAGTGTTACTAACTGATTTAATTCCCGCAATTTCAAGGGTCTGAAAGTAG
GGTGA 

P
HG9
_Scaf
fold_
3158 

6
60
7 A T 

s
top_
gaine
d 

Mu
_g1
690
9.t
1 

PREDI
CTED: 
U-box 
domai
n-
contain
ing 
protein 
33-like 
isofor
m X1 
[Glyci
ne 
max] 

Protein 
kinase 
domain 

AGGTCCTTGCATGCTGTTGGAGTGTAACCTTTTTATAGCCACCTCAGTGT
ATCTCAAGACACCTTTGAATATACTTCCATATCCACCTTCTCCAATTTTT[
A/T]GGATGGATTGAAGTTACTTGTTGCTTCTTTAATCTCTGAAAAAGAGA
ATTCTGAGAAAAATTGAGAGACATGACTGCATGAGGCCTCTCCTTGCTT
TTTC 

P
HG9

3
00 T A 

s
top_

Mu
_g2

hypoth
etical 

F-box 
domain 

TCAACCTGAGGCATGCCATGCTTGATTTCAGACAAGGACCAAGCTGTGC
CGGCTTGAAGGCTCAAGATTTCAACCAAACACTGTTAACGATAAAGAAT



_Scaf
fold_
4826 

37 gaine
d 

016
1.t
1 

protein 
PHAV
U_007
G0109
00g 
[Phase
olus 
vulgari
s] 

TG[T/A]AAACTCTCACTTTATGTGAATGGACTTTTGAGGTATCTATATGTT
CTTTCAATTATTTCCCATCTACTGTTGCTGATTTAACACAATTATCAAGC
GAATT 

P
HG9
_Scaf
fold_
4844 

6
32
24 C T 

s
top_
gaine
d 

Mu
_g2
033
0.t
1 

hypoth
etical 
protein 
PHAV
U_001
G2118
00g 
[Phase
olus 
vulgari
s] 

DnaJ C 
terminal 
domain 

CATATTTCTGAATTTACCTGTCCAGGTCTGTGAGCAATGTCCTAATGTCA
AATACGTAAGGGAGGGGTATTTCGTCACTGTTGATATTGAGAAAGGCAT
G[C/T]AGATGGGCAGGTAATCTTTTAAAGCTTATACACAGACTTTAAGTA
TGCATTTGATGTCTTATTACCTGTTTTCATAAAAAGCTTTCTACCATGGA
CTATA 

P
HG9
_Scaf
fold_
4972 

3
11
50 C A 

s
top_
gaine
d 

Mu
_g2
104
9.t
1 

PREDI
CTED: 
transcr
iption 
factor 
TGA3 
[Vigna 
angula
ris] 

Seed 
dormancy 
control 

TGAACCACTACATTGAGCTGAACATCAGGCGCTTGCGTTTGAAATGCAA
GTCTGAGCTCTTCATTCCGCCTTTGTTGCTCTTCAACCCATTGTCCGTATT
[C/A]ATTTCAAAAGCAACAATCCCTGTTTCATATAACAGAAGGAGTACTA
AGAAGAATGTAACAAGCTATAATAAGCACAGTGCTGCATGCACAAAGG
GAACAA 

P
HG9

4
04 G C 

s
ynon

Mu
_g0

PREDI
CTED: 

DYW 
family of 

TGCACATCTACAAAACTGGGCTTACCAATGATATTTTCTGGTGTAATACT
CTTATCAACATATATGTCAGAGTTGGTAACTTGGTTTCCGCACAGAAGCT



_Scaf
fold_
100 

28 ymo
us_v
arian
t 

206
8.t
1 

putativ
e 
pentatr
icopept
ide 
repeat-
contain
ing 
protein 
At5g0
9950 
[Vigna 
angula
ris] 

nucleic 
acid 
deaminas
es 

[G/C]TTGATGAAATGCCGCAAAAGAACCTCGTTTCTTGGTCTTGTTTGAT
TTCTGGGTATGCACAAAATGGCATGCCTGATGAGGCATGTGCTTTATTC
AAAGG 

P
HG9
_Scaf
fold_
100 

8
85
88 A T 

s
ynon
ymo
us_v
arian
t 

Mu
_g0
207
7.t
1 

PREDI
CTED: 
anthoc
yanidi
n 3-O-
glucos
yltrans
ferase 
2-like 
[Vigna 
angula
ris] 

UDP-
glucorono
syl and 
UDP-
glucosyl 
transferas
e 

AATTGAGGATGTCAGTAGTAACGGCATCAGCAGTATTGGGCTTGTAGTT
TAGAATGGGCCCCACTGGATAAATGGGCTGAGGCCCGTCAAGGAAGGA
GTG[A/T]CTGCATGCGATTCTAGCTCCTCGAATGAATTTACTATAATGCC
ATCGGCTTTCTTCAGATTACCCCCGAAGGAGACAAAAAACGAGTCCCAC
TCCTTGTT 

P
HG9
_Scaf
fold_
1035 

1
76
02
3 T G 

s
plice
_regi
on_v
arian

Mu
_g0
893
3.t
1 

PREDI
CTED: 
probab
le 
leucine

Malectin 
domain 

ACATTTGAAGAACAAAACAACTATTAGTCTATATGTTGTACAATAAATT
CAATTTGGATATATATCAGAACTAAGTTGTTTCTATTTTGTTTTTGCAGG
T[T/G]ATCTATTGAAAGAACAAGGTAATCTAATGGACCTAGTTGATGAGA
GGTTGGGTAAAGATTTCAAAAGAAATGAAGTAGTGGTCATGATTAATGT
GGCTCT 



t -rich 
repeat 
recepto
r-like 
serine/t
hreoni
ne-
protein 
kinase 
At3g1
4840 
[Vigna 
angula
ris] 

P
HG9
_Scaf
fold_
1049 

2
26
39 A T 

s
ynon
ymo
us_v
arian
t 

Mu
_g0
898
9.t
1 

PREDI
CTED: 
ferredo
xin-
depend
ent 
glutam
ate 
syntha
se, 
chloro
plastic 
isofor
m X2 
[Vigna 
angula
ris] 

Glutamin
e 
amidotran
sferases 
class-II 

GGGTAAAAATTTGGGACTTCACCTCAGAGGCAACATAGACCATATTGTC
TGATGTTCGCCAATACCTAGCAGGTCTAAGTCCATTACGATCAAGGCAT
GC[A/T]CAACAGTTTTCCCATCACTGTGACACAAAAATTCGGATTACCAG
CAATCACAGAAAAATGATAACTTCGGGTTAAATCAAAACAAAATAAAA
TAGAAGTA 



P
HG9
_Scaf
fold_
1070 

1
04
77
3 G C 

s
ynon
ymo
us_v
arian
t 

Mu
_g0
908
3.t
1 

cystein
e-rich 
repeat 
secreto
ry 
protein 
56 
isofor
m X2 
[Vigna 
radiata 
var. 
radiata
] 

Salt stress 
response/
antifungal 

AGGGAGGAGGACATCCACACGCGGAGAGGACGGTGGCGCTTGCGGTGG
GTGGGGTGGCGGCTCTGGGATTCTTGATTGTTTGCATGCTGTTTCTGAAG
TC[G/C]TGTTGAAGAGAAGAGGTGGGAAGCGTTAGGATCAGAGAGTATC
ATAGTATTATTTGTTGATACTTGTTTCATTCTCACCATTTTGTTCTTAAAA
AGTTGT 

P
HG9
_Scaf
fold_
1083 

2
03
16
6 A T 

s
ynon
ymo
us_v
arian
t 

Mu
_g0
917
2.t
1 

hypoth
etical 
protein 
TSUD
_1138
70 
[Trifoli
um 
subterr
aneum
] 

Protein 
tyrosine 
kinase 

CAGTGAAAAGATTGAAAGTTTGGAGCAACAAAGCAGACATGGAATTTG
CTGTTGAAGTTGAGATATTGGCTAGAGTACGACACAAGAATCTTCTCAG
TCT[A/T]GTGGCTATTGTGCTGAAGGTCAGGAACGATTAATTGTATATGA
TTATATGCCGAATTTGAGCCTGCTCTCTCATCTTCATGGACAGCACTCAT
CAGAATC 

P
HG9
_Scaf
fold_
1083 

2
03
17
5 T C 

s
ynon
ymo
us_v
arian
t 

Mu
_g0
917
2.t
1 

hypoth
etical 
protein 
TSUD
_1138
70 

Protein 
tyrosine 
kinase 

GATTGAAAGTTTGGAGCAACAAAGCAGACATGGAATTTGCTGTTGAAGT
TGAGATATTGGCTAGAGTACGACACAAGAATCTTCTCAGTCTACGTGGC
TA[T/C]GTGCTGAAGGTCAGGAACGATTAATTGTATATGATTATATGCCG
AATTTGAGCCTGCTCTCTCATCTTCATGGACAGCACTCATCAGAATCCCT
TCTTGA 



[Trifoli
um 
subterr
aneum
] 

P
HG9
_Scaf
fold_
1083 

2
03
18
7 T A 

s
ynon
ymo
us_v
arian
t 

Mu
_g0
917
2.t
1 

hypoth
etical 
protein 
TSUD
_1138
70 
[Trifoli
um 
subterr
aneum
] 

Protein 
tyrosine 
kinase 

GGAGCAACAAAGCAGACATGGAATTTGCTGTTGAAGTTGAGATATTGGC
TAGAGTACGACACAAGAATCTTCTCAGTCTACGTGGCTATTGTGCTGAA
GG[T/A]AGGAACGATTAATTGTATATGATTATATGCCGAATTTGAGCCTG
CTCTCTCATCTTCATGGACAGCACTCATCAGAATCCCTTCTTGATTGGAA
CCGACG 

P
HG9
_Scaf
fold_
1083 

2
03
19
6 A G 

s
ynon
ymo
us_v
arian
t 

Mu
_g0
917
2.t
1 

hypoth
etical 
protein 
TSUD
_1138
70 
[Trifoli
um 
subterr
aneum
] 

Protein 
tyrosine 
kinase 

AAGCAGACATGGAATTTGCTGTTGAAGTTGAGATATTGGCTAGAGTACG
ACACAAGAATCTTCTCAGTCTACGTGGCTATTGTGCTGAAGGTCAGGAA
CG[A/G]TAATTGTATATGATTATATGCCGAATTTGAGCCTGCTCTCTCATC
TTCATGGACAGCACTCATCAGAATCCCTTCTTGATTGGAACCGACGGAT
GAACAT 

P
HG9
_Scaf
fold_

8
65
99 G A 

s
ynon
ymo
us_v

Mu
_g0
231
3.t

ATP 
syntha
se CF1 
alpha 

ATP 
synthase 
alpha/beta 
family, 

TACTTCAAGTAGGCGATGGTATTGCTCGTATTTTTGGTCTTGATGAAGTA
ATGGCAGGTGAATTGGTGGAATTTGAAGAAGGTACTATAGGCATTGCTT
T[G/A]ATTTGGAATCAAAAAATGTTGGTGTTGTGTTAATGGGTGATGGTT
TGATGATACAAGAGGGAAGTTCAGTAAAAGCAACAGGAAGAATTGCTC



111 arian
t 

1 subunit 
(chloro
plast) 
[Pachy
rhizus 
erosus] 

nucleotid
e-binding 
domain 

AGATACC 

P
HG9
_Scaf
fold_
1122 

3
93
80 T A 

s
ynon
ymo
us_v
arian
t 

Mu
_g0
941
1.t
1 

hypoth
etical 
protein 
PHAV
U_004
G1512
00g 
[Phase
olus 
vulgari
s] 

Protein 
kinase 
domain 

TTGAATGTGCATGAAAAATGAAGTTGAAAATACTTAAATATTGATGTAC
GTGTGTAATTTTAAATCCTTGCCTTTTGCAGTATACCCCTGCGATTGATA
T[T/A]GGAGTATTGGATGCATATTCGCAGAAATGCTCACAGGGAAGCCA
TTGTTTCCTGGAAAAAATGTAGTGCACCAATTGGATCTCATAACTGACCT
GCTTGG 

P
HG9
_Scaf
fold_
1122 

3
93
86 T C 

s
ynon
ymo
us_v
arian
t 

Mu
_g0
941
1.t
1 

hypoth
etical 
protein 
PHAV
U_004
G1512
00g 
[Phase
olus 
vulgari
s] 

Protein 
kinase 
domain 

GTGCATGAAAAATGAAGTTGAAAATACTTAAATATTGATGTACGTGTGT
AATTTTAAATCCTTGCCTTTTGCAGTATACCCCTGCGATTGATATTTGGA
G[T/C]TTGGATGCATATTCGCAGAAATGCTCACAGGGAAGCCATTGTTTC
CTGGAAAAAATGTAGTGCACCAATTGGATCTCATAACTGACCTGCTTGG
TACTCC 

P
HG9
_Scaf

3
94
16 A T 

s
ynon
ymo

Mu
_g0
941

hypoth
etical 
protein 

Protein 
kinase 
domain 

AATATTGATGTACGTGTGTAATTTTAAATCCTTGCCTTTTGCAGTATACC
CCTGCGATTGATATTTGGAGTATTGGATGCATATTCGCAGAAATGCTCA
C[A/T]GGAAGCCATTGTTTCCTGGAAAAAATGTAGTGCACCAATTGGATC



fold_
1122 

us_v
arian
t 

1.t
1 

PHAV
U_004
G1512
00g 
[Phase
olus 
vulgari
s] 

TCATAACTGACCTGCTTGGTACTCCTCCTGCTGAAACCATTTCCAAGGTC
AGTTT 

P
HG9
_Scaf
fold_
116 

1
99
38
5 G C 

s
ynon
ymo
us_v
arian
t 

Mu
_g0
240
5.t
1 

plant 
intrace
llular 
Ras-
group-
related 
LRR 
protein 
6 
[Vigna 
radiata 
var. 
radiata
] 

Leucine 
rich 
repeat 

TTAGGTATACCACCTTCAACGGACACAGTTCAAGTGGGATAAACGAGGA
ACGTGAGGCATTCATCGTGTCTGATTACAGACCAATCGATAGCCTCGCT
TC[G/C]CGCGCTACACGGCCATGTTCTCGCCTCGCCGCCTCTTCTCATCCC
GCAATTACTTCTCCACTTGAGCCTCAACGTCGCCGTTTTGCGCTATGAGT
AAGAT 

P
HG9
_Scaf
fold_
1187 

2
72
62 C A 

s
ynon
ymo
us_v
arian
t 

Mu
_g0
978
5.t
1 

PREDI
CTED: 
CSC1-
like 
protein 
At4g3
5870 
[Vigna 
angula

Late 
exocytosi
s, 
associated 
with 
Golgi 
transport 

CCGGGGACGACGGCGACCCCTTCGGCACCTGGTACGGTAACATCGACTA
CCTCCTCAACATCTCGGCGATCGGGTCCGCCTGCTGCCTCCTGATCTTCC
T[C/A]TCGTCAAGCTCCGCAGCGACCACCGCCGCATGCCGGGCCCTGCTG
GCCTCGCCTCCAAGCTCCTCGCGGTCTGGCATGCCACCAGCCGCGAAAT
CGCCCG 



ris] 

P
HG9
_Scaf
fold_
120 

2
07
81
5 G A 

s
ynon
ymo
us_v
arian
t 

Mu
_g0
252
3.t
1 

hypoth
etical 
protein 
PHAV
U_007
G0819
00g 
[Phase
olus 
vulgari
s] 

RNA 
recognitio
n motif. 
(a.k.a. 
RRM, 
RBD, or 
RNP 
domain) 

TTGTCCACAACTCCTTAACAAAGATTCATATATTCTGTAACTGCGAAAA
GGAGATACGGATTACTGAGCCAGAAAGTGTGCTGGCATGCTTGCACACA
AG[G/A]CTTCGGTAGCCTGCTCCTCATTCTCAAACTGAACCAGGGCCTGT
TTTTTCCCATTCATCTCAAAGACTTTACTGTTGAGTATGGTTCCATGCTCC
TCTAC 

P
HG9
_Scaf
fold_
120 

2
07
82
1 G A 

s
ynon
ymo
us_v
arian
t 

Mu
_g0
252
3.t
1 

hypoth
etical 
protein 
PHAV
U_007
G0819
00g 
[Phase
olus 
vulgari
s] 

RNA 
recognitio
n motif. 
(a.k.a. 
RRM, 
RBD, or 
RNP 
domain) 

ACAACTCCTTAACAAAGATTCATATATTCTGTAACTGCGAAAAGGAGAT
ACGGATTACTGAGCCAGAAAGTGTGCTGGCATGCTTGCACACAAGGGCT
TC[G/A]TAGCCTGCTCCTCATTCTCAAACTGAACCAGGGCCTGTTTTTTCC
CATTCATCTCAAAGACTTTACTGTTGAGTATGGTTCCATGCTCCTCTACA
AGGCT 

P
HG9
_Scaf
fold_
120 

2
07
88
4 T C 

s
ynon
ymo
us_v
arian
t 

Mu
_g0
252
3.t
1 

hypoth
etical 
protein 
PHAV
U_007
G0819
00g 

RNA 
recognitio
n motif. 
(a.k.a. 
RRM, 
RBD, or 
RNP 

CAGAAAGTGTGCTGGCATGCTTGCACACAAGGGCTTCGGTAGCCTGCTC
CTCATTCTCAAACTGAACCAGGGCCTGTTTTTTCCCATTCATCTCAAAGA
C[T/C]TACTGTTGAGTATGGTTCCATGCTCCTCTACAAGGCTCACAATCTC
CTCCTCAGTGATGTCTTGTGGGAGTGTGGACAAATGGATAATCTTTGTTG
GGGA 



[Phase
olus 
vulgari
s] 

domain) 

P
HG9
_Scaf
fold_
1213 

1
01
1 C T 

s
ynon
ymo
us_v
arian
t 

Mu
_g0
987
6.t
1 

polyne
uridine
-
aldehy
de 
esteras
e-like 

Alpha/bet
a 
hydrolase 
family 

AGTTGATGCCAGAAGCTGCAAGGTCCAGCACTGTGACCTTGTGGCCTGC
AGATTCCAACCGTGGCTTGAGCTTGTACCAACACCAAGCTCCATGGCAT
GC[C/T]CATGCACCAGAACATAGTGCTTCCTTTCTATACTGTTTTCTGAAC
CCAACATGATGTTAAATTAGTCTTTGTGATTGCTGCTACTGCTGTGTGAT
CCTTT 

P
HG9
_Scaf
fold_
122 

1
89
17 G A 

s
ynon
ymo
us_v
arian
t 

Mu
_g0
253
9.t
1 

ABC 
transpo
rter C 
family 
membe
r 10 
[Vigna 
radiata 
var. 
radiata
] 

ABC 
transporte
r 

GATTTATTGGCATGGCTCTCTCTTATGGCCTTTCACTTAACATGTCCTTG
GTATTTTCAATTCAAAATCAATGCAATGTAGCGAATTATATAATATCAGT
[G/A]AGAGGCTAAATCAGTATATGCATATACCAAGTGAGGCCCCAGAAG
TAATAGAAGGAAATCGTCCTCCTGTGAATTGGCCGGTTGCTGGTCGAGT
GCAAAT 

P
HG9
_Scaf
fold_
1236 

1
11
98
9 A C 

s
ynon
ymo
us_v
arian
t 

Mu
_g1
000
4.t
1 

hypoth
etical 
protein 
PHAV
U_004
G0818
00g 
[Phase
olus 

PPR 
repeat 
family 

TAGCATTAGGCATGCAACCACTGTCTTCCATTTTTAACCACAAGTCCAAT
GCCTCATCAACCAATCCTTCTTTACATAATCCATTCATCATAATGTTATA[
A/C]TACATACGTTGACCGGGTAGCCTTTAATCAAAAGATTTTGAAAAAC
TTCTTTTGCATCCTTTAGCCTTCTCCCTTTACACATTCCATCAATAAGTAT
ATT 



vulgari
s] 

P
HG9
_Scaf
fold_
1238 

2
33
70 G A 

s
ynon
ymo
us_v
arian
t 

Mu
_g1
001
7.t
1 

hypoth
etical 
protein 
PHAV
U_003
G1978
00g 
[Phase
olus 
vulgari
s] 

Permease 
family 

ACGAGCTAGGCTTTCCTGGGGTAAGTACATATTAAATTGCATGGGTTCA
AAGCTAATATAAATATTGATGTCTGGCTGGTTTGTAGGTTGCTAAATGTG
T[G/A]AGATTGGATTGCCGGAACTCATATTGCTAGTATTTGTTTCTCAGG
TAGAGTTCTTTTTAGTGTCAAAAACTCTTGGCATCATGATCTAAGTTCAT
TTTGT 

P
HG9
_Scaf
fold_
1238 

2
33
95 T C 

s
ynon
ymo
us_v
arian
t 

Mu
_g1
001
7.t
1 

hypoth
etical 
protein 
PHAV
U_003
G1978
00g 
[Phase
olus 
vulgari
s] 

Permease 
family 

TACATATTAAATTGCATGGGTTCAAAGCTAATATAAATATTGATGTCTG
GCTGGTTTGTAGGTTGCTAAATGTGTGGAGATTGGATTGCCGGAACTCA
TA[T/C]GCTAGTATTTGTTTCTCAGGTAGAGTTCTTTTTAGTGTCAAAAAC
TCTTGGCATCATGATCTAAGTTCATTTTGTTCTCTTGATTTCCTTACATTT
ATGG 

P
HG9
_Scaf
fold_
1258 

2
47
64 T C 

s
ynon
ymo
us_v
arian
t 

Mu
_g1
018
0.t
1 

26S 
proteas
ome 
non-
ATPas
e 
regulat

26S 
proteaso
me 
subunit 
RPN7 

ATCTGTTTTGGACGCATTGTTTATAGTTTTGTTTCGTTTTGAAATTTATTT
CAGCTGGTCTGACCGAGCAGATTAAGTTGGACCGCTATCTGCATCCTCA[
T/C]TCCGATATTACATGAGGGAGGTCAGAACTGTTTTGTACTCCCAATTT
TTGGAATCTTACAAGAGTGTGACAATTGAGGCCATGGCCAAAGCTTTTG
GAGT 



ory 
subunit 
6 
homol
og 
[Vigna 
radiata 
var. 
radiata
] 

P
HG9
_Scaf
fold_
128 

2
27
71 T A 

s
ynon
ymo
us_v
arian
t 

Mu
_g0
271
2.t
1 

magne
sium 
transpo
rter 
MRS2-
2-like 

CorA-like 
Mg2+ 
transporte
r protein 

TTGCTCTAGATATCTTTGATCCTATGGTGGGGGAGGCAGTAAACCAATTT
GCATTTGCAGCACCTGATCCACTGATTGGTGATGATGAACCTGCTTTTCT
[T/A]ACAGGTATAGGTCAGCCATATCATCATCATCTTCCATCAATTGTTC
AAGCTCGTCTCTGACCTGTACCAGATAAAAATAATTGGTAATGGGAGAG
GAAAA 

P
HG9
_Scaf
fold_
128 

6
78
75 G A 

s
ynon
ymo
us_v
arian
t 

Mu
_g0
272
0.t
1 

PREDI
CTED: 
probab
le LRR 
recepto
r-like 
serine/t
hreoni
ne-
protein 
kinase 
At1g3
4110 
[Vigna 
radiata 

Leucine 
rich 
repeat 

CTGACACTGGGATTTCTCCTGTAAAAGAATTGAAGTTCAAGTCCAAACT
GATGGTTAAGCTTATAACATGACCAATCTCAGGGGGTATGCCACCAGAG
AG[G/A]TGTTGTAACTCAAATCCAGAATAGTTAACTTCTGCAAATTTCTA
ATGGATTTTGAGATTGATCCTGTCAGTAAATTATTGTTGAGGATGAGCTT
GTTCAA 



var. 
radiata
] 

P
HG9
_Scaf
fold_
128 

1
26
80
6 A C 

s
ynon
ymo
us_v
arian
t 

Mu
_g0
272
9.t
1 

laccase
-15-
like 
[Vigna 
radiata 
var. 
radiata
] 

Multicop
per 
oxidase 

TGGGAATCTCTGCATGAGGTTGGGGAAAAGGGTAGGGAGTATTCTTGGT
TGGATAGACAAAGATAGCACCATGGACAGTGGCTCTTGCCCAGTCACTA
TG[A/C]CATGCCACCATATTGTCCCTTCCTCGAATGAAAAAACCAACTTT
TGTCTGAATTTTCTTCCAGGTTGAATGGGGCACTGAGTGATGTATGCAG
GACCATC 

P
HG9
_Scaf
fold_
1292 

7
89
3 A C 

s
ynon
ymo
us_v
arian
t 

Mu
_g1
033
5.t
1 

polyga
lacturo
nase 1 
beta-
like 
protein 
3 
[Vigna 
radiata 
var. 
radiata
] 

BURP 
domain 

CTTCATCTTCTAAAACTGTTGATGGTAGTTCGGTAAAAAGGTGGGTCGA
ACCAGGTAAGTTCTTCCGCGAGAGCATGCTTAAGGAAGGAACTGTTATG
CC[A/C]TGCCAGATATAAGAGATAAAATGCCGCAAAGGTCGTTTTTACCC
CGCTCCATTTTGGACAAATTACCCTTCTCTTCTTCGAAGGTTGAGGAGTT
GATGAA 

P
HG9
_Scaf
fold_
1292 

7
92
0 G A 

s
ynon
ymo
us_v
arian
t 

Mu
_g1
033
5.t
1 

polyga
lacturo
nase 1 
beta-
like 
protein 
3 
[Vigna 

BURP 
domain 

GTTCGGTAAAAAGGTGGGTCGAACCAGGTAAGTTCTTCCGCGAGAGCAT
GCTTAAGGAAGGAACTGTTATGCCAATGCCAGATATAAGAGATAAAAT
GCC[G/A]AAAGGTCGTTTTTACCCCGCTCCATTTTGGACAAATTACCCTT
CTCTTCTTCGAAGGTTGAGGAGTTGATGAAGGTGTTCAAGGTGTCTGAT
AACTCCTC 



radiata 
var. 
radiata
] 

P
HG9
_Scaf
fold_
1292 

7
93
5 A G 

s
ynon
ymo
us_v
arian
t 

Mu
_g1
033
5.t
1 

polyga
lacturo
nase 1 
beta-
like 
protein 
3 
[Vigna 
radiata 
var. 
radiata
] 

BURP 
domain 

GGGTCGAACCAGGTAAGTTCTTCCGCGAGAGCATGCTTAAGGAAGGAA
CTGTTATGCCAATGCCAGATATAAGAGATAAAATGCCGCAAAGGTCGTT
TTT[A/G]CCCGCTCCATTTTGGACAAATTACCCTTCTCTTCTTCGAAGGTT
GAGGAGTTGATGAAGGTGTTCAAGGTGTCTGATAACTCCTCGATGGAGA
AGATGAT 

P
HG9
_Scaf
fold_
1292 

7
94
7 T C 

s
ynon
ymo
us_v
arian
t 

Mu
_g1
033
5.t
1 

polyga
lacturo
nase 1 
beta-
like 
protein 
3 
[Vigna 
radiata 
var. 
radiata
] 

BURP 
domain 

GTAAGTTCTTCCGCGAGAGCATGCTTAAGGAAGGAACTGTTATGCCAAT
GCCAGATATAAGAGATAAAATGCCGCAAAGGTCGTTTTTACCCCGCTCC
AT[T/C]TGGACAAATTACCCTTCTCTTCTTCGAAGGTTGAGGAGTTGATG
AAGGTGTTCAAGGTGTCTGATAACTCCTCGATGGAGAAGATGATCATCG
ACTCTTT 

P
HG9
_Scaf

2
51
50 A G 

s
ynon
ymo

Mu
_g1
039

protein 
SIEVE 
ELEM

Sieve 
element 
occlusion 

TTTTCCATGATACTAGGAAATTGCTTCAGAATTGCCAATTTTTTTGCAAG
CTGGTCGCTATCTTGAACATGAGCAAACAGACAAAATTCACCGTAGGTC
A[A/G]GTAAAAGCGGCTAAGGCCAAAACTATCTTCATATCCCACTTGTAC



fold_
1298 

us_v
arian
t 

3.t
1 

ENT 
OCCL
USIO
N B 
[Vigna 
radiata 
var. 
radiata
] 

N-
terminus 

ATTGTAAGCATGTCTAATACGGCAATTGTTGTCCGGTGTTCATCTACACC
ATTCA 

P
HG9
_Scaf
fold_
1298 

2
52
20 A T 

s
ynon
ymo
us_v
arian
t 

Mu
_g1
039
3.t
1 

protein 
SIEVE 
ELEM
ENT 
OCCL
USIO
N B 
[Vigna 
radiata 
var. 
radiata
] 

Sieve 
element 
occlusion 
N-
terminus 

GAGCAAACAGACAAAATTCACCGTAGGTCAAAGTAAAAGCGGCTAAGG
CCAAAACTATCTTCATATCCCACTTGTACATTGTAAGCATGTCTAATACG
GC[A/T]TTGTTGTCCGGTGTTCATCTACACCATTCAGAATCTTGTAGGAA
ATCTGAAATTACATTTTTTATCTTTTTAATTTGTTATATTGATGAAAATGT
ACTTA 

P
HG9
_Scaf
fold_
130 

5
89
00 T C 

s
ynon
ymo
us_v
arian
t 

Mu
_g0
280
1.t
1 

hypoth
etical 
protein 
PHAV
U_006
G1072
00g 
[Phase
olus 
vulgari

GDSL-
like 
Lipase/Ac
ylhydrola
se 

ACACAAAATGATTAATTATTCAAAGACTGTAACTATTGTGTGTGGTGAT
GCATACCCTCAGAACTTTGCGGTACTCAGATATGAGATAGCGCACATAG
TC[T/C]GGAGAGAAAATTGGCGAGATCTTGCTGAATAGGGCACCAAGTA
GTAATTGTTGACAAAATCATTGCCTCCAAGAGTAATGAGGACGAGTGCT
CTGTTTAC 



s] 

P
HG9
_Scaf
fold_
130 

5
89
12 T C 

s
ynon
ymo
us_v
arian
t 

Mu
_g0
280
1.t
1 

hypoth
etical 
protein 
PHAV
U_006
G1072
00g 
[Phase
olus 
vulgari
s] 

GDSL-
like 
Lipase/Ac
ylhydrola
se 

TAATTATTCAAAGACTGTAACTATTGTGTGTGGTGATGCATACCCTCAGA
ACTTTGCGGTACTCAGATATGAGATAGCGCACATAGTCTGGGAGAGAAA
A[T/C]GGCGAGATCTTGCTGAATAGGGCACCAAGTAGTAATTGTTGACA
AAATCATTGCCTCCAAGAGTAATGAGGACGAGTGCTCTGTTTACTAGGT
TTCTGGC 

P
HG9
_Scaf
fold_
1389 

1
02
57 A T 

s
ynon
ymo
us_v
arian
t 

Mu
_g1
071
5.t
1 

secoiso
laricire
sinol 
dehydr
ogenas
e 
[Vigna 
radiata 
var. 
radiata
] 

short 
chain 
dehydrog
enase 

AGCATGCAGCTAGAGTGATGATCCCAGCCAAAAAGGGTAGCATAATAA
CACTAGGAAGTGTTAGCTCAAGTGTTGGAGGGGTTTCAAGTCACGCATA
CAC[A/T]GTTCTAAACATGCCATTGTGGGACTGGCAAAGAATACAGCAG
CTGAGCTTGGACAATTTGGTATCAGAGTGAATTCTCTGTCATGTTATTGC
ATTAGAAA 

P
HG9
_Scaf
fold_
14 

4
05
96 G T 

s
ynon
ymo
us_v
arian
t 

Mu
_g0
023
3.t
1 

hypoth
etical 
protein 
PHAV
U_002
G3221
00g 

GatB/Gat
E 
catalytic 
domain 

CAAACGCTGATGCAGCATAAGATCTCACAGCACCACTTGGTCAACTTGC
ATTTTGAAATTGTGGGTAACCAGAAGCTCTAGTATTGTACTGATTGAGC
AT[G/T]CTGCATCTGTGTTGTTTATACCTTGCATTTGAACGGCACCGAATG
AATTTCTTCTAGGTTGAGGTAATATTAAACCTTGATTATTGTTCATGCCA
AAGTT 



[Phase
olus 
vulgari
s] 

P
HG9
_Scaf
fold_
1412 

1
60
6 G C 

s
ynon
ymo
us_v
arian
t 

Mu
_g1
079
4.t
1 

hypoth
etical 
protein 
LR48_
Vigan0
2g261
100 
[Vigna 
angula
ris] 

Protein of 
unknown 
function, 
DUF617 

TGAAACCTTGATATGATCTAACAGATTCAAACTCAACAATTTGAAACCT
TGTTGATCCATTTTCTCACTTGCATGGCACATATTAAACCCTAACGAAGA
A[G/C]CACTAAGTTCAGGTCCCTTGATATTTCCATCAGGCATCATCATGT
AATAAGTCTCAGAGTCTTTAGACCCAACAACACGTTCAAAATGAGCCCT
CATGTA 

P
HG9
_Scaf
fold_
1412 

9
90
89 T C 

s
ynon
ymo
us_v
arian
t 

Mu
_g1
080
1.t
1 

hypoth
etical 
protein 
PHAV
U_011
G2012
00g 
[Phase
olus 
vulgari
s] 

Retinobla
stoma-
associated 
protein A 
domain 

AAATGACAGTTCGAAGCCACTTTGCTGTAGTCATTGCGGTGCTTACAGG
GGTCGCAGCCATCTTTGAGTTTGCACTACCTGGCATGCCATTAGCATATG
A[T/C]AGGGGGAGCGGTGAGGTGACAATGGACTTGTAATGGTCTTAGCA
GGTGATGCCAGTGAATCAAATTTCCTCTATAGAATACAACAATAGATAA
TTTTAGG 

P
HG9
_Scaf
fold_
1431 

1
58
73 C T 

s
ynon
ymo
us_v
arian
t 

Mu
_g1
088
8.t
1 

hypoth
etical 
protein 
PHAV
U_010
G1650

Protein 
kinase 
domain 

CAATCTCAATAACATCATTACCATATGCACATACCGTCTGTTGCCTTTCT
TGTACATCTTTGCATGCATTTGTGTACATCTCCATTGTTCGCTTTAACTC[
C/T]GCTTCAACCTCCTCATATCAGCTTCTACTTCGTCCTGAATAAGGATT
AATCATCACCTCTAATACATACTTGGGCTTAAGTATATTTTATTGAATTC
AAT 



00g 
[Phase
olus 
vulgari
s] 

P
HG9
_Scaf
fold_
1436 

7
55
44 T A 

s
ynon
ymo
us_v
arian
t 

Mu
_g1
091
2.t
1 

PREDI
CTED: 
choline 
transpo
rter-
like 
protein 
2 
[Glyci
ne 
max] 

Plasma-
membran
e choline 
transporte
r 

TTGGACAAGGCATGCAACTTACAGATGCTTCACCGTGGTTCCAGTAATA
AGAGGCGACAGACCCAGCAATCACAGTTGAGGAGCTAGCTATGAAAAA
TTG[T/A]TAGCCCAATAACACCCAAATAGGTGGAAAAGGATGGCAACTC
CAATATGTGGTGTGTAATGAATGCTATAACCACAACAACGATCACAGTT
TACCCGTTT 

P
HG9
_Scaf
fold_
144 

5
58
21 A G 

s
ynon
ymo
us_v
arian
t 

Mu
_g0
304
0.t
1 

PREDI
CTED: 
probab
le 
serine/t
hreoni
ne-
protein 
kinase 
Cx32, 
chloro
plastic 
[Glyci
ne 
max] 

Protein 
tyrosine 
kinase 

TGGAAATGCGGAACTTGAAGCAGTTCAATTTTGCGGATCTGAAAGCAGC
AACCAAGAGTTTCAGGTCTGATGCATTGCTTGGAGAAGGGGGTTTTGGG
AA[A/G]TTTACAAAGGATGGTTGCATGAGAAGACACTGACACCCACCAA
AGCTGGGTCTGGAATGGTGGTTGCTGTTAAGAAGTTGAATTCCGAGAGT
TTGCAGGG 



P
HG9
_Scaf
fold_
1445 

4
97
07 A C 

s
ynon
ymo
us_v
arian
t 

Mu
_g1
093
7.t
1 

unchar
acteriz
ed 
protein 
LOC1
06754
701 
[Vigna 
radiata 
var. 
radiata
] 

SAM 
domain 
(Sterile 
alpha 
motif) 

GCTGCTTTGAATTAAAACTATTTGTCAGAGGGTGAGTTGCCTTCGAAAG
TTTTTCACGGAGATCCATATGCCTCTTACTACCATTGCTGTCTGCATGCT
T[A/C]ATGCACTTTTTTGCATGAGCTTCAACCGAAGATCATCTTTAACAA
TATGTCCATATAAGTAAATTAAGAGGAACAAGATTAGAAATATAAAAAT
CATTGA 

P
HG9
_Scaf
fold_
145 

8
89
87 A C 

s
ynon
ymo
us_v
arian
t 

Mu
_g0
305
5.t
1 

hypoth
etical 
protein 
PHAV
U_008
G0825
00g 
[Phase
olus 
vulgari
s] 

Leucine 
rich 
repeat N-
terminal 
domain 

AGGTGGACCAATGTGTTGATGGAAGGCTCCTTGGTAACTTTGCAGCAGA
GGAAGCAATTCCTGTGATAAAATTGGGGTTGATTTGTGCATCACAAGTG
CC[A/C]CAAACCGTCCAGATATGGCTGAGGTAGTCAACATACTAGAATT
AATCCAATGTCCTTCAGAAGGACTAGAGGAATTATAATGAGTTTTGTTT
CAGTCTTT 

P
HG9
_Scaf
fold_
1476 

1
07
27
8 C T 

s
ynon
ymo
us_v
arian
t 

Mu
_g1
112
6.t
1 

PREDI
CTED: 
jasmon
ic 
acid-
amido 
synthet
ase 

GH3 
auxin-
responsiv
e 
promoter 

CTTTTGTTTATATCACTGTTTATAGGGTTTATCCGACAAGGGACGGAGGT
AGGATTCTTGAATTCATATACAGCAGCAACCAGTTCAAAACAAAAGGAG
G[C/T]TAACAGTTGGAACAGCCACAACACACTACTATGCAAGTGAGGAA
TTCAAAACCAAACAAGAGAAAACAAAGGCATTCACTTGCAGTCCATAC
GAAGTTAT 



JAR1-
like 
[Vigna 
angula
ris] 

P
HG9
_Scaf
fold_
1476 

1
07
29
3 A C 

s
ynon
ymo
us_v
arian
t 

Mu
_g1
112
6.t
1 

PREDI
CTED: 
jasmon
ic 
acid-
amido 
synthet
ase 
JAR1-
like 
[Vigna 
angula
ris] 

GH3 
auxin-
responsiv
e 
promoter 

CTGTTTATAGGGTTTATCCGACAAGGGACGGAGGTAGGATTCTTGAATT
CATATACAGCAGCAACCAGTTCAAAACAAAAGGAGGCTTAACAGTTGG
AAC[A/C]CCACAACACACTACTATGCAAGTGAGGAATTCAAAACCAAAC
AAGAGAAAACAAAGGCATTCACTTGCAGTCCATACGAAGTTATATCCGG
AGGGGATTA 

P
HG9
_Scaf
fold_
1476 

1
07
31
4 A C 

s
ynon
ymo
us_v
arian
t 

Mu
_g1
112
6.t
1 

PREDI
CTED: 
jasmon
ic 
acid-
amido 
synthet
ase 
JAR1-
like 
[Vigna 
angula
ris] 

GH3 
auxin-
responsiv
e 
promoter 

CAAGGGACGGAGGTAGGATTCTTGAATTCATATACAGCAGCAACCAGTT
CAAAACAAAAGGAGGCTTAACAGTTGGAACAGCCACAACACACTACTA
TGC[A/C]GTGAGGAATTCAAAACCAAACAAGAGAAAACAAAGGCATTCA
CTTGCAGTCCATACGAAGTTATATCCGGAGGGGATTACAAACAATCCAC
GTACTGTCA 



P
HG9
_Scaf
fold_
1476 

1
07
32
0 G A 

s
ynon
ymo
us_v
arian
t 

Mu
_g1
112
6.t
1 

PREDI
CTED: 
jasmon
ic 
acid-
amido 
synthet
ase 
JAR1-
like 
[Vigna 
angula
ris] 

GH3 
auxin-
responsiv
e 
promoter 

ACGGAGGTAGGATTCTTGAATTCATATACAGCAGCAACCAGTTCAAAAC
AAAAGGAGGCTTAACAGTTGGAACAGCCACAACACACTACTATGCAAG
TGA[G/A]AATTCAAAACCAAACAAGAGAAAACAAAGGCATTCACTTGCA
GTCCATACGAAGTTATATCCGGAGGGGATTACAAACAATCCACGTACTG
TCACCTCCT 

P
HG9
_Scaf
fold_
1494 

6
08
5 A T 

s
ynon
ymo
us_v
arian
t 

Mu
_g1
118
9.t
1 

hypoth
etical 
protein 
PHAV
U_006
G0990
00g 
[Phase
olus 
vulgari
s] 

Proteaso
me 
subunit 

TGTATGTTTGTTTTCCAGTTCCACGTTTGGTATACCTGCAATTTTTTTCCT
TCCAACAATTAAAATTTGTGTATCTTATCCAGGTTAACATGATTGGCAT[
A/T]ACTTTGAGGACAACCATGTCGCAACTGGGCTTGGAAATCACCTTGC
TAGGCCAATTCTTCGTGATGAGTGGCATGAAAACTTGACCTTCGACGAG
GGGGT 

P
HG9
_Scaf
fold_
1494 

6
10
6 C A 

s
ynon
ymo
us_v
arian
t 

Mu
_g1
118
9.t
1 

hypoth
etical 
protein 
PHAV
U_006
G0990
00g 

Proteaso
me 
subunit 

CACGTTTGGTATACCTGCAATTTTTTTCCTTCCAACAATTAAAATTTGTG
TATCTTATCCAGGTTAACATGATTGGCATAAACTTTGAGGACAACCATG
T[C/A]CAACTGGGCTTGGAAATCACCTTGCTAGGCCAATTCTTCGTGATG
AGTGGCATGAAAACTTGACCTTCGACGAGGGGGTCAAGTTACTAGAAA
AGTGCAT 



[Phase
olus 
vulgari
s] 

P
HG9
_Scaf
fold_
1494 

6
12
7 C T 

s
ynon
ymo
us_v
arian
t 

Mu
_g1
118
9.t
1 

hypoth
etical 
protein 
PHAV
U_006
G0990
00g 
[Phase
olus 
vulgari
s] 

Proteaso
me 
subunit 

TTTTTTCCTTCCAACAATTAAAATTTGTGTATCTTATCCAGGTTAACATG
ATTGGCATAAACTTTGAGGACAACCATGTCGCAACTGGGCTTGGAAATC
A[C/T]TTGCTAGGCCAATTCTTCGTGATGAGTGGCATGAAAACTTGACCT
TCGACGAGGGGGTCAAGTTACTAGAAAAGTGCATGCGTGTGCTTTTATA
CCGGGA 

P
HG9
_Scaf
fold_
1494 

6
14
8 T C 

s
ynon
ymo
us_v
arian
t 

Mu
_g1
118
9.t
1 

hypoth
etical 
protein 
PHAV
U_006
G0990
00g 
[Phase
olus 
vulgari
s] 

Proteaso
me 
subunit 

AATTTGTGTATCTTATCCAGGTTAACATGATTGGCATAAACTTTGAGGAC
AACCATGTCGCAACTGGGCTTGGAAATCACCTTGCTAGGCCAATTCTTC
G[T/C]ATGAGTGGCATGAAAACTTGACCTTCGACGAGGGGGTCAAGTTA
CTAGAAAAGTGCATGCGTGTGCTTTTATACCGGGATAGGTCTGCAGTCA
ACAAAAT 

P
HG9
_Scaf
fold_
1494 

6
18
4 G C 

s
ynon
ymo
us_v
arian

Mu
_g1
118
9.t
1 

hypoth
etical 
protein 
PHAV
U_006

Proteaso
me 
subunit 

TAAACTTTGAGGACAACCATGTCGCAACTGGGCTTGGAAATCACCTTGC
TAGGCCAATTCTTCGTGATGAGTGGCATGAAAACTTGACCTTCGACGAG
GG[G/C]TCAAGTTACTAGAAAAGTGCATGCGTGTGCTTTTATACCGGGAT
AGGTCTGCAGTCAACAAAATTCAGGTTTTATACTGTTTCCTTTTCCTCCT
CTGCTG 



t G0990
00g 
[Phase
olus 
vulgari
s] 

P
HG9
_Scaf
fold_
1494 

6
19
3 A G 

s
ynon
ymo
us_v
arian
t 

Mu
_g1
118
9.t
1 

hypoth
etical 
protein 
PHAV
U_006
G0990
00g 
[Phase
olus 
vulgari
s] 

Proteaso
me 
subunit 

AGGACAACCATGTCGCAACTGGGCTTGGAAATCACCTTGCTAGGCCAAT
TCTTCGTGATGAGTGGCATGAAAACTTGACCTTCGACGAGGGGGTCAAG
TT[A/G]TAGAAAAGTGCATGCGTGTGCTTTTATACCGGGATAGGTCTGCA
GTCAACAAAATTCAGGTTTTATACTGTTTCCTTTTCCTCCTCTGCTGTGGT
CTTCC 

P
HG9
_Scaf
fold_
1497 

5
21
59 T C 

s
ynon
ymo
us_v
arian
t 

Mu
_g1
120
6.t
1 

Leucin
e-rich 
repeat 
protein 
soc-2-
like 
protein 

NB-ARC 
domain 

TGCGAAAGTTGTCTCTTTATAGTTGTAACACGAGGGAGGCTTTCGAAAG
TGACAGCATTCCAATTTCTGAGGCACTGCCAAATCTAGTGGAATTGTGT
AT[T/C]ATTATTGCAAAGATTTAGTGACACTACCCAATGGATTGTGTGAT
ATTACTTCTATCGAGAAGCTTAGTATCACTAGGTGCATGCGTTTTATTGC
GTTGCC 

P
HG9
_Scaf
fold_
1515 

1
01
42 C T 

s
ynon
ymo
us_v
arian
t 

Mu
_g1
126
4.t
1 

18.5 
kDa 
class I 
heat 
shock 
protein 

Hsp20/alp
ha 
crystallin 
family 

CATCTTACTGCAACCTGTGAAGTTTCAAATCTCTTCCAAGTATTATAAGC
ATGTCGCTAATTCCAAGTTTCTTCGGTGGCAGAAGGAGCAACGTCTTTG
A[C/T]CTTTCTCATTGGACGTGTGGGATCCCTTCAAGGATTTTCCTTTTCC
CAATTCTCTTTCTGCATCCTTCCCTGAATTTTCTCGGGAAAATTCTGCATT
TGT 



P
HG9
_Scaf
fold_
1515 

1
01
51 A C 

s
ynon
ymo
us_v
arian
t 

Mu
_g1
126
4.t
1 

18.5 
kDa 
class I 
heat 
shock 
protein 

Hsp20/alp
ha 
crystallin 
family 

GCAACCTGTGAAGTTTCAAATCTCTTCCAAGTATTATAAGCATGTCGCTA
ATTCCAAGTTTCTTCGGTGGCAGAAGGAGCAACGTCTTTGACCCTTTCTC
[A/C]TGGACGTGTGGGATCCCTTCAAGGATTTTCCTTTTCCCAATTCTCTT
TCTGCATCCTTCCCTGAATTTTCTCGGGAAAATTCTGCATTTGTGAGCAC
CCA 

P
HG9
_Scaf
fold_
157 

1
78
52 C A 

s
ynon
ymo
us_v
arian
t 

Mu
_g0
328
2.t
1 

PREDI
CTED: 
multipl
e 
organe
llar 
RNA 
editing 
factor 
1, 
mitoch
ondrial
-like 
[Vigna 
angula
ris] NA 

AGAGAAGTGAAATTGAGGATGACCTGAACGAACGGCGCTGAACCACGC
CCTTCGGAGAGTGGCAACTCCATGAAACGGGGGCGGAAAACGACGCCG
CATG[C/A]ACGCGGAGATGGACTGGGTGATGCTGGAGAGTGCTGTGAGG
GTACGGCGGAGGCGAATTAAGGACGACGCCATGGGAGAGTGTAGGGTT
TTGGAAGATTA 

P
HG9
_Scaf
fold_
1736 

6
29
98 G T 

s
ynon
ymo
us_v
arian
t 

Mu
_g1
224
3.t
1 

organi
c 
cation/
carniti
ne 
transpo
rter 3 
[Vigna 
radiata 

Sugar 
(and 
other) 
transporte
r 

GAGATAGTGGCATGCCATAATAGACCAATCCAATACCTATTCCCATAGC
CATGATTGACACAAGCCTTCTCGAAGACCATTTCTTCTGTAAAAGAATTT
T[G/T]GGGCAGAGAACAAATCCTCGTTCCAAGTTTCTTCCTTGTAGGACA
TGTTACTAATGGCCAAATCGAGGTTGCTTAGAGTGACTGATGTGATGCA
TTTCAG 



var. 
radiata
] 

P
HG9
_Scaf
fold_
1745 

1
16
03 T A 

s
ynon
ymo
us_v
arian
t 

Mu
_g1
230
3.t
1 

hypoth
etical 
protein 
PHAV
U_004
G1198
00g 
[Phase
olus 
vulgari
s] 

Ankyrin 
repeats 
(many 
copies) 

ATGCTTGTGACTGGCGAGGCGATTCATCTCGTGTTTCTGCTTCCCGGGGT
TCAAATGATGGACAAGGACCATCATTACAAGTACACAGAGGAATTGCTA
C[T/A]ATGGAAATGGAGTACAAGTGACAGGGCAAAGCATCTCTGCCGGA
ACTGAAGCTACACGGTTCCTTCTAATCTCAGGGGTATGAGAAAGAGACG
AGCGATC 

P
HG9
_Scaf
fold_
1766 

2
88
0 T A 

s
ynon
ymo
us_v
arian
t 

Mu
_g1
245
8.t
1 

PREDI
CTED: 
protein 
AIG1-
like 
[Glyci
ne 
max] 

AIG1 
family 

GTCCAAACAATGCTTGCAATGCAAGAAAAGTAGCATATTCCTCTTCAGA
AAAACGAGTTTTCACTGAAAATACCATCAGAATTGCATGAATTCCATCT
TT[T/A]CCATATCAATACATTTCACTATTTCTTTCCCAGCTGAATGAGTTC
CATCATAAAGTCCTGCAAAACTTGTCAAGATATTTTGATTCAGAATTAA
ATCTAT 

P
HG9
_Scaf
fold_
1766 

2
89
2 A G 

s
ynon
ymo
us_v
arian
t 

Mu
_g1
245
8.t
1 

PREDI
CTED: 
protein 
AIG1-
like 
[Glyci
ne 
max] 

AIG1 
family 

CTTGCAATGCAAGAAAAGTAGCATATTCCTCTTCAGAAAAACGAGTTTT
CACTGAAAATACCATCAGAATTGCATGAATTCCATCTTTTGCCATATCAA
T[A/G]ATTTCACTATTTCTTTCCCAGCTGAATGAGTTCCATCATAAAGTCC
TGCAAAACTTGTCAAGATATTTTGATTCAGAATTAAATCTATTTTATGTT
CATT 



P
HG9
_Scaf
fold_
178 

9
81
55 T C 

s
ynon
ymo
us_v
arian
t 

Mu
_g0
378
6.t
1 

PREDI
CTED: 
unchar
acteriz
ed 
protein 
LOC1
06773
219 
[Vigna 
radiata 
var. 
radiata
] 

Cellulase 
(glycosyl 
hydrolase 
family 5) 

CAAACACCAGTTTCTTACCCAAATTTATCTTCAATGGTTTATTCTTTAAA
TAGTGCAAGTCAGAATCATAACCTATACCTGAAATAACCACAAGCACAT
T[T/C]GGTTTGTCTTATGTACAGCTAATGCTGCTTGGGTCATATACTTGTA
CCAATCAGGCAAGTTTTGGCGTGGACCACGCAATTCATTCCTCAAACTC
ATTGC 

P
HG9
_Scaf
fold_
178 

9
81
78 A G 

s
ynon
ymo
us_v
arian
t 

Mu
_g0
378
6.t
1 

PREDI
CTED: 
unchar
acteriz
ed 
protein 
LOC1
06773
219 
[Vigna 
radiata 
var. 
radiata
] 

Cellulase 
(glycosyl 
hydrolase 
family 5) 

TTTATCTTCAATGGTTTATTCTTTAAATAGTGCAAGTCAGAATCATAACC
TATACCTGAAATAACCACAAGCACATTTGGGTTTGTCTTATGTACAGCTA
[A/G]GCTGCTTGGGTCATATACTTGTACCAATCAGGCAAGTTTTGGCGTG
GACCACGCAATTCATTCCTCAAACTCATTGCCACAACCTATTAGTGAAC
CAAAA 

P
HG9
_Scaf

9
82
15 G A 

s
ynon
ymo

Mu
_g0
378

PREDI
CTED: 
unchar

Cellulase 
(glycosyl 
hydrolase 

CAGAATCATAACCTATACCTGAAATAACCACAAGCACATTTGGGTTTGT
CTTATGTACAGCTAATGCTGCTTGGGTCATATACTTGTACCAATCAGGCA
A[G/A]TTTGGCGTGGACCACGCAATTCATTCCTCAAACTCATTGCCACAA



fold_
178 

us_v
arian
t 

6.t
1 

acteriz
ed 
protein 
LOC1
06773
219 
[Vigna 
radiata 
var. 
radiata
] 

family 5) CCTATTAGTGAACCAAAAGTAATAATAAAGTCATAATAATAAAGATAAA
GTATTA 

P
HG9
_Scaf
fold_
178 

9
88
90 G A 

s
ynon
ymo
us_v
arian
t 

Mu
_g0
378
6.t
1 

PREDI
CTED: 
unchar
acteriz
ed 
protein 
LOC1
06773
219 
[Vigna 
radiata 
var. 
radiata
] 

Cellulase 
(glycosyl 
hydrolase 
family 5) 

CAACAATCTCTTTCAAAGGCCTTTTATCAAGACCCTCAGGGATCATTGGT
TGGAGGTGACCAGCCCAATTGGCACATGCCAACTTGGTTCGTTGTCCTG
T[G/A]CTTCATCTATGATCCATCTCTTATGTGTTGATAAAGGATATGTATT
GGAATATGATGTAGAGATGAATAAAAGGAGAAGAAGAAAACCAATTCG
TGAAAT 

P
HG9
_Scaf
fold_
178 

9
88
99 T A 

s
ynon
ymo
us_v
arian
t 

Mu
_g0
378
6.t
1 

PREDI
CTED: 
unchar
acteriz
ed 
protein 

Cellulase 
(glycosyl 
hydrolase 
family 5) 

CTTTCAAAGGCCTTTTATCAAGACCCTCAGGGATCATTGGTTGGAGGTG
ACCAGCCCAATTGGCACATGCCAACTTGGTTCGTTGTCCTGTGGCTTCAT
C[T/A]TGATCCATCTCTTATGTGTTGATAAAGGATATGTATTGGAATATG
ATGTAGAGATGAATAAAAGGAGAAGAAGAAAACCAATTCGTGAAATTA
TTCTAAA 



LOC1
06773
219 
[Vigna 
radiata 
var. 
radiata
] 

P
HG9
_Scaf
fold_
178 

9
89
29 A G 

s
ynon
ymo
us_v
arian
t 

Mu
_g0
378
6.t
1 

PREDI
CTED: 
unchar
acteriz
ed 
protein 
LOC1
06773
219 
[Vigna 
radiata 
var. 
radiata
] 

Cellulase 
(glycosyl 
hydrolase 
family 5) 

GGATCATTGGTTGGAGGTGACCAGCCCAATTGGCACATGCCAACTTGGT
TCGTTGTCCTGTGGCTTCATCTATGATCCATCTCTTATGTGTTGATAAAG
G[A/G]ATGTATTGGAATATGATGTAGAGATGAATAAAAGGAGAAGAAGA
AAACCAATTCGTGAAATTATTCTAAACATCTTCGTTTTGAACGGAAAAT
AAATTTT 

P
HG9
_Scaf
fold_
1812 

1
14
77 G A 

s
ynon
ymo
us_v
arian
t 

Mu
_g1
269
1.t
1 

hypoth
etical 
protein 
PHAV
U_006
G0171
00g 
[Phase
olus 

Lipoxyge
nase 

TAAAAGCAAGTGATGCAATAAGCAGTTTTCCAGCATTATCAAATTTAAA
AATAAGCACTTGTAATAAGTTCTTACTTTTAATTGTTTTGGGGGTATCAA
A[G/A]GCAAAAAGTTCTGGCTATCATTAGCAACCTTGATCAACTTGGGAA
TGGCACTCTGGAGGAAATTTAGACTATTGTCTTTAAGAGTTGGTAAGTG
AAACCC 



vulgari
s] 

P
HG9
_Scaf
fold_
1853 

8
62
4 A T 

s
ynon
ymo
us_v
arian
t 

Mu
_g1
289
6.t
1 

hypoth
etical 
protein 
PHAV
U_004
G1759
00g 
[Phase
olus 
vulgari
s] 

Protein 
kinase 
domain 

TGATTCTGTGCATGCTGGCAGTAGCCTTCTTGCTGGCTTTGTTTATAGCA
ATCTTGATTACTAAACTTTACAGAAGAAGGAAACAAGGATTGGATAATT
C[A/T]GGAAACTCATTTCATTTCAAAGGCTGAGTTTCACTGAATCAAACA
TAGTGTCATCAATGACAGAACATAATGTTATTGGAAGTGGTGGATTTGG
CACAGT 

P
HG9
_Scaf
fold_
1901 

2
32
51 G A 

s
ynon
ymo
us_v
arian
t 

Mu
_g1
305
9.t
1 

PREDI
CTED: 
nucleol
ar and 
coiled-
body 
phosph
oprotei
n 1 
isofor
m X1 
[Vigna 
angula
ris] 

SRP40, 
C-
terminal 
domain 

CTACAATCTTTGTTTTCACCCCTCGTCAAGTCTTCTTAAGCAACCAAACC
ATGAAGCACACTGTTCAGAACGGAACTCCAAACTCCAAGCGGGAAACC
AC[G/A]TTCTCCTTCACCAATCCATTGCCCATTACTTGGAACTCAGTGGCT
TCAACAAGACGCTAAAGAAATTCCGCTCTGAAGCGCAAATTGAGGTCGG
TTACAT 

P
HG9
_Scaf
fold_

1
18
51
1 G C 

s
ynon
ymo
us_v

Mu
_g0
394
2.t

PREDI
CTED: 
probab
le 

DHHC 
palmitoylt
ransferase 

TTTCTGAGATTACTTTTCAGTTATGATTTACTTTGTATCATTCTTTAATAT
GCTTTATGTATTCTAATTGTTTGCACATTGTTATGCAGCGTAATTATCG[G
/C]TCTTCTTCATGTTTGTCTTCTCAACTACGCTACTGTGTATATATGTTTT
TGCGTTTTGCTGGGTTTATATTGTAAGAATTATGACAGCAGAAGAGACA



201 arian
t 

1 protein 
S-
acyltra
nsferas
e 7 
[Vigna 
angula
ris] 

AC 

P
HG9
_Scaf
fold_
201 

1
18
54
1 G A 

s
ynon
ymo
us_v
arian
t 

Mu
_g0
394
2.t
1 

PREDI
CTED: 
probab
le 
protein 
S-
acyltra
nsferas
e 7 
[Vigna 
angula
ris] 

DHHC 
palmitoylt
ransferase 

CTTTGTATCATTCTTTAATATGCTTTATGTATTCTAATTGTTTGCACATTG
TTATGCAGCGTAATTATCGGTTCTTCTTCATGTTTGTCTTCTCAACTAC[G/
A]TACTGTGTATATATGTTTTTGCGTTTTGCTGGGTTTATATTGTAAGAAT
TATGACAGCAGAAGAGACAACAATTTGGAAGGCAATGATAAAAACTCC
AGC 

P
HG9
_Scaf
fold_
201 

1
18
54
7 G T 

s
plice
_regi
on_v
arian
t 

Mu
_g0
394
2.t
1 

PREDI
CTED: 
probab
le 
protein 
S-
acyltra
nsferas
e 7 
[Vigna 
angula

DHHC 
palmitoylt
ransferase 

ATCATTCTTTAATATGCTTTATGTATTCTAATTGTTTGCACATTGTTATGC
AGCGTAATTATCGGTTCTTCTTCATGTTTGTCTTCTCAACTACGCTACT[G/
T]GTATATATGTTTTTGCGTTTTGCTGGGTTTATATTGTAAGAATTATGAC
AGCAGAAGAGACAACAATTTGGAAGGCAATGATAAAAACTCCAGCGTC
CAT 



ris] 

P
HG9
_Scaf
fold_
201 

1
18
57
1 C T 

s
ynon
ymo
us_v
arian
t 

Mu
_g0
394
2.t
1 

PREDI
CTED: 
probab
le 
protein 
S-
acyltra
nsferas
e 7 
[Vigna 
angula
ris] 

DHHC 
palmitoylt
ransferase 

ATTCTAATTGTTTGCACATTGTTATGCAGCGTAATTATCGGTTCTTCTTCA
TGTTTGTCTTCTCAACTACGCTACTGTGTATATATGTTTTTGCGTTTTG[C/
T]GGGTTTATATTGTAAGAATTATGACAGCAGAAGAGACAACAATTTGG
AAGGCAATGATAAAAACTCCAGCGTCCATAGTATTAATAATTTACACCT
TTAT 

P
HG9
_Scaf
fold_
201 

1
18
57
7 T C 

s
ynon
ymo
us_v
arian
t 

Mu
_g0
394
2.t
1 

PREDI
CTED: 
probab
le 
protein 
S-
acyltra
nsferas
e 7 
[Vigna 
angula
ris] 

DHHC 
palmitoylt
ransferase 

ATTGTTTGCACATTGTTATGCAGCGTAATTATCGGTTCTTCTTCATGTTTG
TCTTCTCAACTACGCTACTGTGTATATATGTTTTTGCGTTTTGCTGGGT[T/
C]ATATTGTAAGAATTATGACAGCAGAAGAGACAACAATTTGGAAGGCA
ATGATAAAAACTCCAGCGTCCATAGTATTAATAATTTACACCTTTATATC
GAT 

P
HG9
_Scaf
fold_
2064 

1
30
90 C T 

s
ynon
ymo
us_v
arian

Mu
_g1
366
7.t
1 

mitoch
ondrial 
inner 
membr
ane 

60Kd 
inner 
membran
e protein 

TAGCTTCTCAGGCTGCTACTGTTAATGAAGTTGCAATTGCTGCCGCTGAT
TCTTTTTTGCCTGTAATGGGCTTGCAGTACGTGATAGATGCTGTGCATTC[
C/T]ACACTGGCTTAAATTGGTGAGTCTATCTCTCTCTCTCTTGCACGATA
TATATATACAGACACACATTGGCTTTCAATGGTGATTCTTAATCTTATTT
CTT 



t protein 
OXA1 
[Vigna 
radiata 
var. 
radiata
] 

P
HG9
_Scaf
fold_
2129 

4
93
6 C A 

s
ynon
ymo
us_v
arian
t 

Mu
_g1
389
6.t
1 

hypoth
etical 
protein 
LR48_
Vigan1
0g032
900 
[Vigna 
angula
ris] MatE 

ATTTTGTTGAAAAAAGAATATCATACCAGACCATGAGTGCTGACGGAAA
GGCAAGCCTGAGAAATTGAGGAATATTATGCAAGGATTCCCTTGAGAAA
CC[C/A]TCCAAGTGCTTTTACAGGAAGAGGAGAGCCTGATGTAAAGTGC
TAGTAGCACTGTGTTAAGCCAATTTGAAATGCAAAATGCAATGGCAGCT
CCTTTCAT 

P
HG9
_Scaf
fold_
2129 

4
94
5 G A 

s
ynon
ymo
us_v
arian
t 

Mu
_g1
389
6.t
1 

hypoth
etical 
protein 
LR48_
Vigan1
0g032
900 
[Vigna 
angula
ris] MatE 

AAAAAAGAATATCATACCAGACCATGAGTGCTGACGGAAAGGCAAGCC
TGAGAAATTGAGGAATATTATGCAAGGATTCCCTTGAGAAACCCGTCCA
AGT[G/A]TTTTACAGGAAGAGGAGAGCCTGATGTAAAGTGCTAGTAGCA
CTGTGTTAAGCCAATTTGAAATGCAAAATGCAATGGCAGCTCCTTTCAT
GCCGAGCCT 

P
HG9
_Scaf
fold_

4
95
1 A G 

s
ynon
ymo
us_v

Mu
_g1
389
6.t

hypoth
etical 
protein 
LR48_ MatE 

GAATATCATACCAGACCATGAGTGCTGACGGAAAGGCAAGCCTGAGAA
ATTGAGGAATATTATGCAAGGATTCCCTTGAGAAACCCGTCCAAGTGCT
TTT[A/G]AGGAAGAGGAGAGCCTGATGTAAAGTGCTAGTAGCACTGTGT
TAAGCCAATTTGAAATGCAAAATGCAATGGCAGCTCCTTTCATGCCGAG



2129 arian
t 

1 Vigan1
0g032
900 
[Vigna 
angula
ris] 

CCTAAGTTT 

P
HG9
_Scaf
fold_
2231 

5
62
8 C G 

s
ynon
ymo
us_v
arian
t 

Mu
_g1
417
9.t
1 

hypoth
etical 
protein 
PHAV
U_002
G3336
00g 
[Phase
olus 
vulgari
s] NA 

TTAATTTGCTTGATTTTTACTTGAGTCGTTACTTACAAAAATTGAGCGAG
TCTAAGATTGCAGAATCTCAAAGAGACTTATCAGAGGCAAAATCTCTGG
T[C/G]AGGAAGCAGAACGCTCTCTATTGCTAAATGTGGGAGGTCCTGAC
GGTGGCAGTACATCCATGAGAATGAAAAGTGAAGAAATTGATCGAGAT
GCAGAGAG 

P
HG9
_Scaf
fold_
2276 

1
32
11 C T 

s
ynon
ymo
us_v
arian
t 

Mu
_g1
427
7.t
1 

hypoth
etical 
protein 
PHAV
U_009
G2042
00g 
[Phase
olus 
vulgari
s] Cupin 

CTCTTTCTCTCTCTTATTTTTTGGGTCCACTGAAAAAGAATATGGAGATT
GATCTTTCTCCCCAGTTGGCGAAGAAAGTTTATGGAGGCAATGGTGGGT
C[C/T]ACCACGCCTGGTCCCCCTCTAAGCTTCGCATGCTTCGCCAAGGCA
ACATTGGTGCCGTCAAACTCTCTCTACACAAAAATGGTTTCGCCCTTCCT
CGTTA 

P
HG9
_Scaf

2
29
60 T C 

s
ynon
ymo

Mu
_g1
444

hypoth
etical 
protein 

Dirigent-
like 
protein 

GTATATTTATAAGCAAGCGAATGATGGAGGTTGCAGTTTGTGGATCATA
CACCACAGTTTGCAATGTAGCATAGCCCCTTACAAAACGAAATTTACCA
GT[T/C]CAGACACCACAGAGACTTCTCTAACATTCTCATGTTGGCGACTA



fold_
2322 

us_v
arian
t 

6.t
1 

PHAV
U_011
G0986
00g 
[Phase
olus 
vulgari
s] 

ATGCCTTGGAGCTCCAAGGTGCTACCATTGTACTGCGAATTTTTGTCGAA
CACAAT 

P
HG9
_Scaf
fold_
2330 

7
82
9 A G 

s
ynon
ymo
us_v
arian
t 

Mu
_g1
448
9.t
1 

solute 
carrier 
family 
40 
membe
r 2 
[Vigna 
radiata 
var. 
radiata
] 

Ferroporti
n1 
(FPN1) 

CCCATCTTCCAATTATGGGACCAAACAGTGCAATGGAGGCAGATTCAAT
GGCACCATATATTGCTGCATACAGCAAAGAGTCTGGCCATATGTTGATC
AT[A/G]ATAAACCAACAGAGAATTCCCACATCCTGAAAACTTAGATGCT
CAGTGAATTTAACTAGTAAAAAGCAAACGAAAGCAAACAAAATAGTGG
AACCCATTT 

P
HG9
_Scaf
fold_
2354 

4
79
35 G C 

s
ynon
ymo
us_v
arian
t 

Mu
_g1
457
7.t
1 

hypoth
etical 
protein 
PHAV
U_005
G0170
00g 
[Phase
olus 
vulgari
s] 

Choline/e
thanolami
ne kinase 

TTTTGGAGAAGGAACTATCAGGCTCACACCAAAGGATAGGATTTTGCCA
CAATGATTTACAATATGGTAACATAATGCTTGATGAAGAGACCAATTCT
GT[G/C]CCATCATAGTGAGTTTCTCTTTGTGCTCGTTTATGGGCGAAATA
ATATAATATTAATGTTTCAAGGGTGCTGCACTGTGGAAATAATTAGTTCC
TCTATC 



P
HG9
_Scaf
fold_
2354 

4
79
41 C A 

s
ynon
ymo
us_v
arian
t 

Mu
_g1
457
7.t
1 

hypoth
etical 
protein 
PHAV
U_005
G0170
00g 
[Phase
olus 
vulgari
s] 

Choline/e
thanolami
ne kinase 

AGAAGGAACTATCAGGCTCACACCAAAGGATAGGATTTTGCCACAATG
ATTTACAATATGGTAACATAATGCTTGATGAAGAGACCAATTCTGTGAC
CAT[C/A]TAGTGAGTTTCTCTTTGTGCTCGTTTATGGGCGAAATAATATA
ATATTAATGTTTCAAGGGTGCTGCACTGTGGAAATAATTAGTTCCTCTAT
CATAATA 

P
HG9
_Scaf
fold_
2365 

2
09
17
7 C T 

s
ynon
ymo
us_v
arian
t 

Mu
_g1
469
1.t
1 

PREDI
CTED: 
inosito
l-3-
phosph
ate 
syntha
se-like 
[Glyci
ne 
max] 

Myo-
inositol-
1-
phosphate 
synthase 

GAAACCTTTTGCATGCAAACATTTATGGGTCATTTTTGTGTTTTATGATT
CTCAGGGGCATTTCATGGGCAACAAAGGACAAGATTCAACAAGCCAATT
A[C/T]TTGGCTCCCTCACCCAAGCTTCCGCCATCCGAGTTGGGTCTTTCCA
GGGAGAGGAAATCTATGCCCCATTCAAGAGCCTTCTTCCAATGGTATTC
TATCA 

P
HG9
_Scaf
fold_
239 

5
40
49 A G 

s
ynon
ymo
us_v
arian
t 

Mu
_g0
412
5.t
1 

putativ
e 
purine 
permea
se 4 
[Cajan
us 
cajan] NA 

CCATGAATGAAGAAGAAAGGTTTGGAATTGATTCTTCTGTATGAACAGT
TTCAATATCGTTTGTGCTGTTCAGAAAAGTGCTTGTATTCAGAAACTGAT
T[A/G]TCAATCCTGTGGATTGAGATGTGGCTGCCATGGATGAAGAATTGT
TTTTGTTTTTTGATCTGCAATAGAAGAGGATTGATTTGCAATAGGTAAAA
CTATC 



P
HG9
_Scaf
fold_
2461 

1
21
3 C T 

s
ynon
ymo
us_v
arian
t 

Mu
_g1
491
2.t
1 

hypoth
etical 
protein 
PHAV
U_008
G2140
00g 
[Phase
olus 
vulgari
s] 

Domain 
of 
unknown 
function 

TTGGCAATCTAGCCGAGTACACGTTGGAAGGGAAATGGAGTAAGGTTGT
GGAAATGTACAGACAATTCCCAGCGTGTCACACGGCAATGATTAACGAT
TC[C/T]TGGGCACTGCACTGCACGTGGCGGTGGATTTGGACGAAGAAGG
TGTGGTTCAAGACCTTGTGAATGCAATTATCGATTACAGCAGTGAAGCG
AAGATCAA 

P
HG9
_Scaf
fold_
2461 

1
26
4 T C 

s
ynon
ymo
us_v
arian
t 

Mu
_g1
491
2.t
1 

hypoth
etical 
protein 
PHAV
U_008
G2140
00g 
[Phase
olus 
vulgari
s] 

Domain 
of 
unknown 
function 

AAATGTACAGACAATTCCCAGCGTGTCACACGGCAATGATTAACGATTC
CGTGGGCACTGCACTGCACGTGGCGGTGGATTTGGACGAAGAAGGTGTG
GT[T/C]AAGACCTTGTGAATGCAATTATCGATTACAGCAGTGAAGCGAA
GATCAAGGCTTTAGAAATGGGGAACGATCGAGGGGATACCCCTCTGCAT
GTTGCAGC 

P
HG9
_Scaf
fold_
2486 

1
44
5 A T 

s
ynon
ymo
us_v
arian
t 

Mu
_g1
501
9.t
1 

early 
noduli
n-like 
protein 
3 
[Vigna 
radiata 
var. 
radiata

Plastocya
nin-like 
domain 

CCTATGAATTCGTAGTTGGAGGTCAAAAGGGTTGGAGTGTTCCAAGTAA
CCCCAATTCCAATCCTTATAGTCAATGGGCACAAAAGAGCCGATTTCAA
AT[A/T]GAGACTCCTTAGGTAACTTCTTATTCAAACTCAACTCACCAACC
TTGTGTATTTCTTCATTGGTTTTAACTTCAGTCTAAGTCAAATAATTTTGT
GAAAC 



] 

P
HG9
_Scaf
fold_
2502 

2
64
62 C T 

s
ynon
ymo
us_v
arian
t 

Mu
_g1
510
0.t
1 

unchar
acteriz
ed 
protein 
LOC1
06774
339 
[Vigna 
radiata 
var. 
radiata
] 

CRS1 / 
YhbY 
(CRM) 
domain 

AGGAAAAGGGGTTGATTGTGAATTATTTTTTGTTCAGAAATGTTGTACC
ATTAGCTCACACACCTGAGTGCAGCAACATTGTTAAAGTTGAAGAGGCA
TG[C/T]AGAGAGTGGGTTTGTATTGCTATGTTAAGCAGTTGAATCTTTTG
AATGGATCATTGTTGTCCCGGGCAATGTCAACTTCCAAAGGAAGGAGTA
TGCGCAG 

P
HG9
_Scaf
fold_
2533 

3
00
13 A G 

s
ynon
ymo
us_v
arian
t 

Mu
_g1
516
9.t
1 

PREDI
CTED: 
probab
le 
protein 
phosph
atase 
2C 74 
[Vigna 
angula
ris] 

Protein 
phosphata
se 2C 

GACCAATGAAGGTGCTTGAAGGGATGTTATTGTTCCCACTCACATTGGA
TCATGATTGGGTTAAAACACTCTAATCCTTCAGGAACAAGCATACAGCT
GT[A/G]AATCATCAACCTTGAAACCATACTTAAATCTCCAAGCCTGAACT
GCATGCTTTACTAACAATTTGGCTGCCATGCACCTTTTTGGTGCTGAAGC
AACTAT 

P
HG9
_Scaf
fold_
2533 

3
00
25 C T 

s
ynon
ymo
us_v
arian
t 

Mu
_g1
516
9.t
1 

PREDI
CTED: 
probab
le 
protein 
phosph

Protein 
phosphata
se 2C 

TGCTTGAAGGGATGTTATTGTTCCCACTCACATTGGATCATGATTGGGTT
AAAACACTCTAATCCTTCAGGAACAAGCATACAGCTGTACAATCATCAA
C[C/T]TGAAACCATACTTAAATCTCCAAGCCTGAACTGCATGCTTTACTA
ACAATTTGGCTGCCATGCACCTTTTTGGTGCTGAAGCAACTATGTTTATT
ACTTC 



atase 
2C 74 
[Vigna 
angula
ris] 

P
HG9
_Scaf
fold_
2533 

3
00
37 C T 

s
ynon
ymo
us_v
arian
t 

Mu
_g1
516
9.t
1 

PREDI
CTED: 
probab
le 
protein 
phosph
atase 
2C 74 
[Vigna 
angula
ris] 

Protein 
phosphata
se 2C 

TGTTATTGTTCCCACTCACATTGGATCATGATTGGGTTAAAACACTCTAA
TCCTTCAGGAACAAGCATACAGCTGTACAATCATCAACCTTGAAACCAT
A[C/T]TAAATCTCCAAGCCTGAACTGCATGCTTTACTAACAATTTGGCTG
CCATGCACCTTTTTGGTGCTGAAGCAACTATGTTTATTACTTCACTGTTT
GTTAG 

P
HG9
_Scaf
fold_
2574 

7
95
1 A G 

s
ynon
ymo
us_v
arian
t 

Mu
_g1
537
7.t
1 

hypoth
etical 
protein 
LR48_
Vigan0
1g070
900 
[Vigna 
angula
ris] 

Terpene 
synthase 
family, 
metal 
binding 
domain 

TATGGACATTTGGTTTCAATGCAAAAGTAAAATGGTTTTTACTACAGTA
GGCATGCTGAGGGATGAGCTTTATAGATGAGCATTTGTTTGGAGAAAAT
AT[A/G]GGTGATTTGGAGGCACAAAGATAGAGTGAGTGAAAGCCATAGG
TGTAGTATATATTAAGGTTTGGTGTTGTTGAGGAAGATGAATGGGAACA
CAAGAGGA 

P
HG9
_Scaf
fold_
2661 

3
23
84 G T 

s
ynon
ymo
us_v
arian

Mu
_g1
561
8.t
1 

PREDI
CTED: 
AT-
rich 
interac

ARID/BR
IGHT 
DNA 
binding 
domain 

TGAGGCCAATCCCTCAATCTCAGAGACACAGGATCCTCCCCTTTTCTGG
ATTGTCTGTGGGCACAAGATATGATGGAGATCATGGAAAATCAAATCAG
CC[G/T]ATGCTCCTATTAAGCATAATGTTTCAGGCCTTACTTCAGTTACAA
ATAGGAAATCCGTGTCGAACTCTTTTCAAGCTAACCAAATTATTTCTTTG
AATCC 



t tive 
domai
n-
contain
ing 
protein 
4 
isofor
m X1 
[Vigna 
angula
ris] 

P
HG9
_Scaf
fold_
2747 

1
11
15
7 G A 

s
ynon
ymo
us_v
arian
t 

Mu
_g1
579
9.t
1 

O-
acyltra
nsferas
e 
WSD1 
[Glyci
ne 
soja] 

Protein of 
unknown 
function 
(DUF129
8) 

ATTACTTTCATAAATTTTTCCTCCATCAATTTCGGTGTTGTTTAGTAAGTT
GAATCAACTATATTATTACCTTAGGGTGTCCATATACACTAGGAGCAAT[
G/A]ATGCCACGGGATGACCATATAAGCTAATTTCTTCCATGGGACCAGG
CATATTAGAGAAGGCTATGGTAGTGTTAAAGAGAACTTTGTGTGTTATG
GCAGC 

P
HG9
_Scaf
fold_
2747 

1
11
56
5 T C 

s
ynon
ymo
us_v
arian
t 

Mu
_g1
579
9.t
1 

O-
acyltra
nsferas
e 
WSD1 
[Glyci
ne 
soja] 

Protein of 
unknown 
function 
(DUF129
8) 

CTATCTTTGCACAAGCGTAGGAGCAAATTGCTTCCAATGAGTGCTTTTTT
CGGTCGATTCTATCCTTAGCTTTACGAACATATTCCAATGGATCTTCATA[
T/C]AAGCAATATAGAATGGGAGGATGATGTATCCCAAGCAATTAGCCCA
TTTTACTTTTGATTTCTCTGTCATCATATCTGCTAGATCCTAATTAGCACA
ATA 

P
HG9
_Scaf

1
57
79 G A 

s
ynon
ymo

Mu
_g0
448

hypoth
etical 
protein NA 

ATGGAAAGGTAGGCTGTGGCAGTGTTGGGATTGCAGGCAATGTTGGGTT
AGGCAAAGAGGGAATGCCTGGGAAATTTGATGCAGTTGCTTGCATAAG
ATG[G/A]GAGCTGCTAGGCTCATGCTCATGCTTGAGAAGGTCAGAGCAA



fold_
288 

6 us_v
arian
t 

6.t
1 

VIGA
N_050
23500 
[Vigna 
angula
ris var. 
angula
ris] 

GGAGAAAAGCTGTGATCAATGATTTGCTAGAGGCCATAGCTGAATTAAT
TGATTGCAA 

P
HG9
_Scaf
fold_
294 

4
19
61 A G 

s
ynon
ymo
us_v
arian
t 

Mu
_g0
452
5.t
1 

nuclear 
transcr
iption 
factor 
Y 
subunit 
C-9 
[Vigna 
radiata 
var. 
radiata
] 

Histone-
like 
transcripti
on factor 
(CBF/NF-
Y) and 
archaeal 
histone 

CTGGGGATGGTTGACGTTGATCTGGAGGCTGGGGCCACATTTGTGGTGC
CATGTAGGGGTGAGACTGCTGAGCATACATGTTTGGGTCCATCACAGGC
TT[A/G]CCATTATGACACCAGCAGTCCCAACTTGAGGCGCATGCTGAGGT
GGCATGTAGCAGTATGGAAGTGCATCAGCGGGACCTCCAACAGGCATTG
TTCCTCT 

P
HG9
_Scaf
fold_
3003 

5
18
97 T C 

s
ynon
ymo
us_v
arian
t 

Mu
_g1
657
6.t
1 

hypoth
etical 
protein 
VIGA
N_011
95100 
[Vigna 
angula
ris var. 
angula
ris] 

Urb2/Npa
2 family 

TCAATTTTGTGCGGTCAAGAGTAGATAATGGTGTTGACTCTTGTCAGGAT
TGTAATACTATAAAATTTCCAAGACTAATATGTTACCTTAATGATTGGAT
[T/C]TGACATTGCTATTCCCTCCAAATGGGAAGAAAAACTGGGGTGATGG
GAAGACACCACAGTTGGAGGGAATTGAGGCATATATGGATATTCGTTGT
TGGGA 



P
HG9
_Scaf
fold_
3072 

9
38
8 A C 

s
ynon
ymo
us_v
arian
t 

Mu
_g1
672
9.t
1 

hypoth
etical 
protein 
PHAV
U_004
G0058
00g 
[Phase
olus 
vulgari
s] 

Cytochro
me P450 

AAGGTCCAAGAAACTCACCAGTGCCCCCATGTTGTTTCAGAATCTCAAA
TGCATAGTCATGGATGCGCCACAAATTACAGAGTGCCTGTGGTAGCATG
CC[A/C]GGATGGGGTAGTCAGTGAGGAGGGGGTGTCTGCAACATAGTCT
CCGACGGAAGAAGTACATGATGCAGAAGAGTGCTGCAATGGTTGCTGCT
GCATAGCC 

P
HG9
_Scaf
fold_
3076 

2
83
62 C T 

s
ynon
ymo
us_v
arian
t 

Mu
_g1
674
1.t
1 

zinc 
finger 
CCCH 
domai
n-
contain
ing 
protein 
48-like 

WD 
domain, 
G-beta 
repeat 

ATGGTTTTTAGGAGTATAATATCATGGATGGAAAGTTTGCAAGAAGGAT
TGAGCGCATTGGTGGAACAACATGCCTCTTTTGGCTGGCTGGGAGATGC
AA[C/T]GAAACCCTTGTAGGTTTTTGCACAGAGAGACACCCTCACCACAA
ACTGCATGTGCTAATGCCAATACTTCCTATAGATATAGGAAAAATTCCT
ATAAGCG 

P
HG9
_Scaf
fold_
32 

9
56
65 T A 

s
ynon
ymo
us_v
arian
t 

Mu
_g0
061
4.t
1 

hypoth
etical 
protein 
PHAV
U_002
G2585
00g 
[Phase
olus 
vulgari
s] 

Cellulase 
(glycosyl 
hydrolase 
family 5) 

TAACATCATTTCACACACAAATTCTTCAAAGCAACTATATTGAGCTCAAT
GGTTTCCACAAAAAGTTTGATGAATTCGAAATGGATATTGTTGAGGTTA
C[T/A]AGATTGACCTCCTTCCGCTGTCAATAAGTTTGAACCATTGACTTG
CAGGATCACATTTGTTATCTTTACTCAAGCATTTACAAGTATTAGTCACA
ATGAT 



P
HG9
_Scaf
fold_
3251 

7
93
5 G A 

s
ynon
ymo
us_v
arian
t 

Mu
_g1
708
2.t
1 

SNW 
domai
n-
contain
ing 
protein 
1 
[Glyci
ne 
soja] NA 

TCACGATCCCAATCACGTGTAATCTTTCTCCTCTTCCCCATAGAGGCATC
CTTAGCTTTCAANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN
NNN[G/A]NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN
NNNNNNNNNNNNNNNNNATATCATCCTCATCCACTGACACAGTCGCAT
GCGGGGCGGGCA 

P
HG9
_Scaf
fold_
3251 

8
02
6 C A 

s
ynon
ymo
us_v
arian
t 

Mu
_g1
708
2.t
1 

SNW 
domai
n-
contain
ing 
protein 
1 
[Glyci
ne 
soja] NA 

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN
NNNNNNNNNNNNNNNNNNNNNNATATCATCCTCATCCACTGACACAGT
CGCATG[C/A]GGGCGGGCACAACCCCAATTCTCTCCGACCGTGCCTTCTG
CGCCAATGCCCTCAACTCCTGCTCCTTCTTCTCTTTCTCCTTCAAAATCAT
CTCTTTCTG 

P
HG9
_Scaf
fold_
3293 

1
19
16
2 A G 

s
ynon
ymo
us_v
arian
t 

Mu
_g1
717
6.t
1 

hypoth
etical 
protein 
PHAV
U_002
G1328
00g 
[Phase
olus 
vulgari
s] 

LrgB-like 
family 

TTATCACCAATTTAGTTTCACTGTATACATAATGATTGTGATGAATGGCC
ATGCATAACATGATGTTTACCTTCAAAAAAAGACACAATGCTGAGAGCC
A[A/G]GCCACTGTTATACATCTGGGTAGAATGGATATGGTTAAGGATGGT
TCTAAAGCAACTAGACGTCCAACAAGGGCAGTTGAGTACAATGAGAAT
ATGGTAG 



P
HG9
_Scaf
fold_
33 

3
13
51 T C 

s
ynon
ymo
us_v
arian
t 

Mu
_g0
064
1.t
1 

PREDI
CTED: 
cellulo
se 
syntha
se-like 
protein 
E1 
[Vigna 
angula
ris] 

Cellulose 
synthase 

TCTTAGTGACATTCTCAAAATTCTGAGGGAACTGCACATAAGCAATATT
GTGGCCTTTCTCTTCATCCATGAAAAAGCATAAAGCATCTCTCACAGACT
G[T/C]AATTGTTTGAGTACATGTCACAGTCTACGTTTAGAATGATTTTCCC
GTTACTAATATTCGAAGACACCCTTAACTGCATGCATTCAAACAGAAGA
ATTAT 

P
HG9
_Scaf
fold_
3411 

1
76
97 G T 

s
ynon
ymo
us_v
arian
t 

Mu
_g1
737
4.t
1 

hypoth
etical 
protein 
PHAV
U_004
G1001
00g 
[Phase
olus 
vulgari
s] 

Leucine 
rich 
repeat N-
terminal 
domain 

TTTTCCTTGACAATAACAAATTGCAAGGCGAGATTCCAGCTTCACTTGG
GAACATATGCACATTACAGGAATTATACCTCAGCAATAACAACCTGACT
GG[G/T]AAATTTCTAGCTTCAATCAGTATTCTTCATGGTGCAACAGAGCT
GTATTTGGGATTCTTGATTTATCTTATAACCGGATTATTGGCATGCTGCC
TAATCT 

P
HG9
_Scaf
fold_
3434 

5
22
0 T A 

s
ynon
ymo
us_v
arian
t 

Mu
_g1
742
4.t
1 

PREDI
CTED: 
NEP1-
interac
ting 
protein 
1-like 
[Vigna 
angula

Ring 
finger 
domain 

CAGCTGAGTTTTGTTTATAATTTAGAATTGCATGTGGTGTAGCCTGATCT
TTTTGAGATATGCAGATTGATGTTATCGCCAGCTTACTGAGTGGGAGAC
T[T/A]TGCGTGAGAGGATAGGTCCAGCCATGTTGAGTGCTGTTCAAAGTC
AGGTAATTTTCTTTCCCAAAGGACTTCTTAGGCTATGATTGGTTTAAGGT
CACTT 



ris] 

P
HG9
_Scaf
fold_
3434 

5
22
9 G A 

s
ynon
ymo
us_v
arian
t 

Mu
_g1
742
4.t
1 

PREDI
CTED: 
NEP1-
interac
ting 
protein 
1-like 
[Vigna 
angula
ris] 

Ring 
finger 
domain 

TTTGTTTATAATTTAGAATTGCATGTGGTGTAGCCTGATCTTTTTGAGAT
ATGCAGATTGATGTTATCGCCAGCTTACTGAGTGGGAGACTTGTGCGTG
A[G/A]GGATAGGTCCAGCCATGTTGAGTGCTGTTCAAAGTCAGGTAATTT
TCTTTCCCAAAGGACTTCTTAGGCTATGATTGGTTTAAGGTCACTTCCAA
TTTTC 

P
HG9
_Scaf
fold_
348 

3
09
60 A G 

s
ynon
ymo
us_v
arian
t 

Mu
_g0
503
7.t
1 

PREDI
CTED: 
tafazzi
n 
[Vigna 
angula
ris] 

Acyltrans
ferase 

AGTGTAAAACATGTTTCTTGCTTTAAACTTTCCCCGTCAGGTTTGTCCTG
GATGGAGATAGCATGCCCCTTGTTGTCCCATTTGTACATACAGGGATGC
A[A/G]AGATTATGCCTATAGGTGCTAACTTTCCCAGAATCGGCAAGATGG
TAAGCATTCTTGATTCGTTTCTTAAAATATTTTATCATCATATATGGGTTT
TTTT 

P
HG9
_Scaf
fold_
3558 

7
72
99 T G 

s
ynon
ymo
us_v
arian
t 

Mu
_g1
757
7.t
1 

hypoth
etical 
protein 
PHAV
U_003
G2872
00g 
[Phase
olus 
vulgari
s] 

Rhamnog
alacturon
ate lyase 
family 

TCTCCTCTGAATTCTGGGTTGGTTGGTCTCGTTAATAGAACTGCTTCTGG
GTATGCCAGGGTTTGACCAGTTTCTCTATCTTTCATTGTTGGCATGCTTC[
T/G]TGCCTTTCATCTGACATTGCCATATAGTTGAACCTGCGCCGTTCAAT
TTTCTATTAGTAAATCACATAGTTCCATTTTCTGTTGCTTTCAAAAAGTTT
AG 

P 6 T A s Mu hypoth Pectineste TTGAGATCGCTAACTCCACTGAGCGTGACGCTTGGATCCTTGACTCAGG



HG9
_Scaf
fold_
37 

43
15 

ynon
ymo
us_v
arian
t 

_g0
073
7.t
1 

etical 
protein 
LR48_
Vigan0
1g303
800 
[Vigna 
angula
ris] 

rase GGTACCCTACAACCTGGGCCCACTTCCCACACCAATCCCTATGCCTGCA
GC[T/A]AATTCATTTCTTCAAATCTAATCTCATAGACTATATATGTATGTA
GTCATGCATATGTAGTTACAAATATATATTTAAATCCCTGCATGCTTGCA
TGCTC 

P
HG9
_Scaf
fold_
37 

9
45
09 T C 

s
ynon
ymo
us_v
arian
t 

Mu
_g0
074
2.t
1 

hypoth
etical 
protein 
PHAV
U_003
G1068
00g 
[Phase
olus 
vulgari
s] 

Fumaryla
cetoacetat
e (FAA) 
hydrolase 
family 

CACTTGCAATCTGTAATTAGATGATGATGATGATGAAGGGGAAAGGGA
AATTGTGTGTGTGAGAGAGAGAAGGTACCTTGGGAACGGCGTTGCCTAG
CTC[T/C]TGGCGTGAGCAGCATAGTTTCTGCCAACAGCGACGATCTTGGT
GCTCAATTCCAGAAGCTTCTGACAAGCTACCGCTGCCATTTCCCTCCTTA
CTCTATC 

P
HG9
_Scaf
fold_
3822 

9
53
4 T G 

s
ynon
ymo
us_v
arian
t 

Mu
_g1
794
8.t
1 

hypoth
etical 
protein 
PHAV
U_001
G1468
00g 
[Phase
olus 
vulgari
s] 

Protein 
kinase 
domain 

ATTTTTTCAAGAGTTCAGAATCAGAAACTAGCTCTTCCAAAGAACCCGG
TACTGTGGATTCTGATAAGTCAAAACCCGGTTCTAGGTGGCACGCGTTT
CT[T/G]AATTGTTGAGGGTCAAATCGAAGAAGCCAATAGCCATATTGCAT
CCTCTCAGTGTCCTCAAGCTCTCCAGAAGATTGAGCAGTGGCATGCGGG
AGACTAT 



P
HG9
_Scaf
fold_
3822 

9
62
5 C A 

s
ynon
ymo
us_v
arian
t 

Mu
_g1
794
8.t
1 

hypoth
etical 
protein 
PHAV
U_001
G1468
00g 
[Phase
olus 
vulgari
s] 

Protein 
kinase 
domain 

CGCGTTTCTTCAATTGTTGAGGGTCAAATCGAAGAAGCCAATAGCCATA
TTGCATCCTCTCAGTGTCCTCAAGCTCTCCAGAAGATTGAGCAGTGGCAT
G[C/A]GGAGACTATAATAGATGCAGATTCGTCCTTGCATAGGCCACCCTG
GAAGATCTTCAGTCACCATGAGATACAAATTGCAACCAATTACTTCGCC
CAAGGT 

P
HG9
_Scaf
fold_
3843 

6
19
73 A G 

s
ynon
ymo
us_v
arian
t 

Mu
_g1
799
5.t
1 

hypoth
etical 
protein 
PHAV
U_006
G1856
00g 
[Phase
olus 
vulgari
s] 

1,3-beta-
glucan 
synthase 
compone
nt 

CCCAAAGGAAGGCATAAACCATCAGTACAATAACCATAGAGTTAAAAT
AAAATCCTATGGTCGTATAGAACACTGAAAGCATGCGAAAGAAGTCTA
ATCT[A/G]GGCCTAGACGGTACACATCTCTGCTCAGGACCTGCTCACCAT
TGCCACTAGCAACCTTGGCCTCAAACATGGATATCTGATTCAAACCAAC
ATCTCTTCC 

P
HG9
_Scaf
fold_
3861 

3
35
0 C T 

s
ynon
ymo
us_v
arian
t 

Mu
_g1
804
8.t
1 

Flavin-
contain
ing 
monoo
xygena
se 
YUCC
A8 
[Glyci

Flavin-
binding 
monooxy
genase-
like 

TTGATGCTATCAAAATTGCTCAAGATATTGCCCAAGTTTGGAAACAAGA
GACCAAGCAAAATAAACATCGTACCAGTGCTTGTCACAAACGTTGCATT
TC[C/T]AGTTCTGAATTAACTCTCAGTGATGATGTTTCTTTTAGCTAGGAA
TTTGTTCATGTAAAAACAAGTTAACAATATCTTTTGTAAGAATAACAAT
AGCATA 



ne 
soja] 

P
HG9
_Scaf
fold_
4543 

1
44
80 C T 

s
ynon
ymo
us_v
arian
t 

Mu
_g1
873
3.t
1 

hypoth
etical 
protein 
PHAV
U_003
G2047
00g 
[Phase
olus 
vulgari
s] 

Leucine 
rich 
repeat 

GCTTGGTCAAGTTATGAAGGCGACCAAAAGAATCAGGAAGTGCATGAA
TTTGATTGTTGCTGAGATCCAAGTCCCTGAGGTTAATCAAATCACCAAAT
GT[C/T]CTGGAAGTTCTTTAAGGTCACTGAAGTTACTGCTCAGGTTTAGA
ACTTGAAGATTAGTCAATTTCCCAATTGCAATAGGAAGACCGCGCAGCT
CGTTAAA 

P
HG9
_Scaf
fold_
4543 

1
44
86 A T 

s
ynon
ymo
us_v
arian
t 

Mu
_g1
873
3.t
1 

hypoth
etical 
protein 
PHAV
U_003
G2047
00g 
[Phase
olus 
vulgari
s] 

Leucine 
rich 
repeat 

TCAAGTTATGAAGGCGACCAAAAGAATCAGGAAGTGCATGAATTTGATT
GTTGCTGAGATCCAAGTCCCTGAGGTTAATCAAATCACCAAATGTCTCT
GG[A/T]GTTCTTTAAGGTCACTGAAGTTACTGCTCAGGTTTAGAACTTGA
AGATTAGTCAATTTCCCAATTGCAATAGGAAGACCGCGCAGCTCGTTAA
AGTGAGC 

P
HG9
_Scaf
fold_
4550 

7
31
90 C T 

s
ynon
ymo
us_v
arian
t 

Mu
_g1
880
1.t
1 

PREDI
CTED: 
unchar
acteriz
ed 
protein 
LOC1

Type II 
intron 
maturase 

CGTAGCAAAACGTGACGAAGCGTTCGTCGTACACGATTTCCAACACCAT
CCGAATGGCCTCAACCACGACCTTCAGCTTCAAATTGGGTAAAACCAAA
GG[C/T]AAGAAGAAGTGGATTTACTGGAGGGCGTAAATGTGACGCAGCA
TGCTTCCACGTTGAACCGATTTTCACGGAGCTCCCGGGACGTGGTCTCG
ATGCTGAG 



06774
737 
[Vigna 
radiata 
var. 
radiata
] 

P
HG9
_Scaf
fold_
4594 

2
38
53 A G 

s
ynon
ymo
us_v
arian
t 

Mu
_g1
910
7.t
1 

PREDI
CTED: 
DEAD
-box 
ATP-
depend
ent 
RNA 
helicas
e 37 
[Glyci
ne 
max] 

DEAD/D
EAH box 
helicase 

AGAGAACAAGCGCTAGCGGATACACAGTTCGCACCCCACGAGGTGGCC
TCTGGACAGGTTGGCCCCTCATAATTCCACTGATGATCGGGAAACAGAA
TGC[A/G]CTGTCTTTCCAGAACCAGTCTGTGCACAAGCCATCAAATCCCG
TCCAGCTAGAGATATTGGTATGGCATGCCGCTGAACAGGTGTTGGTTTC
ACATATTT 

P
HG9
_Scaf
fold_
46 

4
15
70 T C 

s
ynon
ymo
us_v
arian
t 

Mu
_g0
087
6.t
1 

histone 
H2A 
[Sesam
um 
indicu
m] 

C-
terminus 
of histone 
H2A 

TTTCAAGGTCCGTCAAGGCCGGTCTCCAATTCCCCGTCGGAAGAATTGG
CCGTTATTTGAAGAAAGGAAGGTATTCACAGCGTGTGGGAACCGGTGCT
CC[T/C]TTTACCTGGCTGCAGTTCTTGAATACCTAGCTGCTGAGGTAACCT
AGCATTAATTGAATCTCTCAGAGATTGTTAATTGTTGTCAATTTAGTGTT
TTGAT 

P
HG9
_Scaf
fold_
46 

4
15
77 C T 

s
ynon
ymo
us_v
arian

Mu
_g0
087
6.t
1 

histone 
H2A 
[Sesam
um 
indicu

C-
terminus 
of histone 
H2A 

GTCCGTCAAGGCCGGTCTCCAATTCCCCGTCGGAAGAATTGGCCGTTAT
TTGAAGAAAGGAAGGTATTCACAGCGTGTGGGAACCGGTGCTCCTGTTT
AC[C/T]GGCTGCAGTTCTTGAATACCTAGCTGCTGAGGTAACCTAGCATT
AATTGAATCTCTCAGAGATTGTTAATTGTTGTCAATTTAGTGTTTTGATG
ATGGAT 



t m] 

P
HG9
_Scaf
fold_
4678 

3
00
74 G T 

s
plice
_regi
on_v
arian
t 

Mu
_g1
936
9.t
1 

PREDI
CTED: 
F-
box/W
D-40 
repeat-
contain
ing 
protein 
At3g5
2030 
isofor
m X1 
[Glyci
ne 
max] 

F-box 
domain 

GCATTATTGCATGCCCTTTTGTGTGCATCTGTGTTGTAAGTGCTTATCAA
GTCAACATGCAAGGTTTATATTGATGTTCAATACTTTCCTTTCAATTTAG[
G/T]TTGCTCAGTGCCGAATGAAAATGGGCATGCTTGTTACTGGCGTGGG
TGATAAGGTATGGGTGGTATTTCATCTCCTACATTTCCAATTTCTGATTT
TTAA 

P
HG9
_Scaf
fold_
473 

9
13
72 C T 

s
ynon
ymo
us_v
arian
t 

Mu
_g0
579
6.t
1 

hypoth
etical 
protein 
PHAV
U_001
G0664
00g 
[Phase
olus 
vulgari
s] 

Protein 
kinase 
domain 

TCAATGCAGGTGCATGCATAGCTTTCATAGCGTTGCTGTTGATTTCCTCG
TTATACTTATTATATCATAAAAGGAGACTTAATAAACAAAGAGAAAATT
T[C/T]TTCGACAAAATGGTGGTTTCATTTTGCAAAAACGACTTGCTACAC
AACAAGACACTCCCAGTATGGCACAGATTTTTGCAGCAAAAGAGCTAAA
GAAGGC 

P
HG9

2
54 A G 

s
ynon

Mu
_g1

hypoth
etical 

N-
terminal 

CACTCGTTATAACCACATAATCCAGACCCCATGATGCAATTGCTTCAGC
CACATTGGTGGGCTCATCAGGGTCTGGTGGTGGAGGAGTCCTCGATGTC



_Scaf
fold_
4759 

08 ymo
us_v
arian
t 

958
0.t
1 

protein 
KK1_0
43119 
[Cajan
us 
cajan] 

domain of 
lipoyl 
synthase 
of 
Radical_S
AM 
family 

TT[A/G]CATTACAAAATCTGAAAATTAACAAGAAATAATTAAATGGAAG
TGTTCTTGTGAAAAAACTAATCCATGTAAAACTATAACGAGTCTTGGGT
ATCATACT 

P
HG9
_Scaf
fold_
4816 

2
72
44 A G 

s
ynon
ymo
us_v
arian
t 

Mu
_g2
007
2.t
1 

hypoth
etical 
protein 
PHAV
U_004
G0909
00g 
[Phase
olus 
vulgari
s] 

pre-
mRNA 
splicing 
factor 
compone
nt 

TTTATTGCATTTTTCCATCCACAGAATTATAGTTATTACTATTAATTCTTT
GCTAATAAGGAGTGAATTTTCAATTTTGTGCCTTTTGTGTGTAGACTGA[
A/G]GGACGAGAGAAGAGGAGGAAAAGCTACTTCATCTTGCTAAGCTTAT
GCCCACACAGTGGAGAACAATTGCTCCAATTGTGGGTCGTACCCCTTCC
CAGTG 

P
HG9
_Scaf
fold_
4816 

2
72
50 G A 

s
ynon
ymo
us_v
arian
t 

Mu
_g2
007
2.t
1 

hypoth
etical 
protein 
PHAV
U_004
G0909
00g 
[Phase
olus 
vulgari
s] 

pre-
mRNA 
splicing 
factor 
compone
nt 

GCATTTTTCCATCCACAGAATTATAGTTATTACTATTAATTCTTTGCTAAT
AAGGAGTGAATTTTCAATTTTGTGCCTTTTGTGTGTAGACTGAATGGAC[
G/A]GAGAAGAGGAGGAAAAGCTACTTCATCTTGCTAAGCTTATGCCCAC
ACAGTGGAGAACAATTGCTCCAATTGTGGGTCGTACCCCTTCCCAGTGT
CTTGA 

P
HG9

2
73 A T 

s
ynon

Mu
_g2

hypoth
etical 

pre-
mRNA 

ATCTTGCTAAGCTTATGCCCACACAGTGGAGAACAATTGCTCCAATTGT
GGGTCGTACCCCTTCCCAGTGTCTTGAGCGGTATGAGAAGCTCCTTGAT



_Scaf
fold_
4816 

76 ymo
us_v
arian
t 

007
2.t
1 

protein 
PHAV
U_004
G0909
00g 
[Phase
olus 
vulgari
s] 

splicing 
factor 
compone
nt 

GC[A/T]CCTGTGTGAAAGACGAGAACTATGAGCCTGGTGATGATCCTCG
GAAATTGCGTCCTGGGGAGATTGATCCAAACCCCGAGTCAAAACCTGCA
CGCCCTGA 

P
HG9
_Scaf
fold_
4816 

2
73
85 G A 

s
ynon
ymo
us_v
arian
t 

Mu
_g2
007
2.t
1 

hypoth
etical 
protein 
PHAV
U_004
G0909
00g 
[Phase
olus 
vulgari
s] 

pre-
mRNA 
splicing 
factor 
compone
nt 

AGCTTATGCCCACACAGTGGAGAACAATTGCTCCAATTGTGGGTCGTAC
CCCTTCCCAGTGTCTTGAGCGGTATGAGAAGCTCCTTGATGCAGCCTGTG
T[G/A]AAGACGAGAACTATGAGCCTGGTGATGATCCTCGGAAATTGCGT
CCTGGGGAGATTGATCCAAACCCCGAGTCAAAACCTGCACGCCCTGATC
CTGTTGA 

P
HG9
_Scaf
fold_
4816 

2
73
91 C T 

s
ynon
ymo
us_v
arian
t 

Mu
_g2
007
2.t
1 

hypoth
etical 
protein 
PHAV
U_004
G0909
00g 
[Phase
olus 
vulgari
s] 

pre-
mRNA 
splicing 
factor 
compone
nt 

TGCCCACACAGTGGAGAACAATTGCTCCAATTGTGGGTCGTACCCCTTC
CCAGTGTCTTGAGCGGTATGAGAAGCTCCTTGATGCAGCCTGTGTGAAA
GA[C/T]AGAACTATGAGCCTGGTGATGATCCTCGGAAATTGCGTCCTGGG
GAGATTGATCCAAACCCCGAGTCAAAACCTGCACGCCCTGATCCTGTTG
ATATGGA 



P
HG9
_Scaf
fold_
4816 

2
79
16 C T 

s
ynon
ymo
us_v
arian
t 

Mu
_g2
007
2.t
1 

hypoth
etical 
protein 
PHAV
U_004
G0909
00g 
[Phase
olus 
vulgari
s] 

pre-
mRNA 
splicing 
factor 
compone
nt 

ATATTGAGGCACAATTAAGAAAGCAGGACATTGCAAAAAATAAAATTG
CAGAAAGGCAAGATGCCCCATCTGCCATATTGCATGCCAACAAGTTGAA
TGA[C/T]CAGAAACAGTAAGAAAGAGATCAAAATTGATGCTTCCACCAC
CCCAGATTTCTGATCAGGAATTGGATGAAATTGCAAAGATGGGTTATAC
TAGTGACGT 

P
HG9
_Scaf
fold_
4816 

2
79
37 A G 

s
ynon
ymo
us_v
arian
t 

Mu
_g2
007
2.t
1 

hypoth
etical 
protein 
PHAV
U_004
G0909
00g 
[Phase
olus 
vulgari
s] 

pre-
mRNA 
splicing 
factor 
compone
nt 

AGCAGGACATTGCAAAAAATAAAATTGCAGAAAGGCAAGATGCCCCAT
CTGCCATATTGCATGCCAACAAGTTGAATGACCCAGAAACAGTAAGAAA
GAG[A/G]CAAAATTGATGCTTCCACCACCCCAGATTTCTGATCAGGAATT
GGATGAAATTGCAAAGATGGGTTATACTAGTGACGTCACAGGAAGTCA
GGAACTTGC 

P
HG9
_Scaf
fold_
4816 

3
04
57 T C 

s
ynon
ymo
us_v
arian
t 

Mu
_g2
007
2.t
1 

hypoth
etical 
protein 
PHAV
U_004
G0909
00g 
[Phase
olus 

pre-
mRNA 
splicing 
factor 
compone
nt 

TGGTTACTGACATTTTTCAGATGAGGGTAAAGAAAAGCCTCTGGCCTCA
AATTGAGGCCACTTTCAAGCAGATGGACATAGCTGCAACTGAGTTAGAA
TG[T/C]TTAAAGCTTTGCAAAAACAAGAGCAATTAGCAGCATCACATAG
GATAAACAATCTATGGGCTGAAGTACAGAAGCAAAAGGAACTTGAGAA
AACTTTGCA 



vulgari
s] 

P
HG9
_Scaf
fold_
4831 

1
67
37
6 T C 

s
ynon
ymo
us_v
arian
t 

Mu
_g2
020
6.t
1 

Plasma 
membr
ane 
ATPas
e 4 
[Glyci
ne 
soja] 

Cation 
transporte
r/ATPase, 
N-
terminus 

CCCCTGCATTAAAGAAAGCAGATATTGGAATTGCTGTTGCTGACGCCAC
AGATGCTGCAAGAAGTGCTTCTGACATTGTCCTCACTGAACCTGGTCTG
AG[T/C]TCATTATTAGTGCAGTGCTCACCAGCAGGGCAATTTTCCAAAGG
ATGAAGAATTATACTGTTAGTTTCCTTGCATGCATGATTTAATTGCTTGA
CTATTT 

P
HG9
_Scaf
fold_
4861 

6
19
81 C T 

s
ynon
ymo
us_v
arian
t 

Mu
_g2
042
5.t
1 

hypoth
etical 
protein 
PHAV
U_001
G1409
00g 
[Phase
olus 
vulgari
s] 

Protein 
tyrosine 
kinase 

CGAGTAATAAATTTGGATGGCAACATGGAACTTACTCCAGAGCCTGAGC
AACACCTAGAGCAATCCTGAGACGGTGAACCCATGACAGAGGTTTGCAT
GC[C/T]CACTGTGAAGAGCGTCGTTTAGAGTTACATTTCCAACATAATCA
TAAACAAATAGACCCTTTCCATTCTCGATACAGTAACCATCGAGTGCTA
CAATATT 

P
HG9
_Scaf
fold_
4913 

1
34
93
3 C T 

s
ynon
ymo
us_v
arian
t 

Mu
_g2
075
6.t
1 

hypoth
etical 
protein 
PHAV
U_011
G0617
00g 
[Phase
olus 
vulgari

PWI 
domain 

CAAGTATCTCCCCCAAGAGGTCTCCTCGAGATGAATGGAGTTCTCAATC
TCCAATACGGAATGTATCAACCTCTCCAATTAGGAAAAATTCTCCAAGA
CA[C/T]AAAGAAGTCCCATGCAGTCTTCTATGAGAGTCAGGTATAGTGGC
ATCTAGGAAATGTTTGAATAATATTATCGTCTGTTTTGTCTCTGGCATGC
TTGAAT 



s] 

P
HG9
_Scaf
fold_
4936 

1
71
46
6 G A 

s
ynon
ymo
us_v
arian
t 

Mu
_g2
088
7.t
1 

hypoth
etical 
protein 
PHAV
U_011
G1847
00g 
[Phase
olus 
vulgari
s] 

POPLD 
(NUC188
) domain 

AACTTAAGAAAAACCTAGAGAATGGTTTTTGCACTTCTGGCGATGGAAC
CAAGAGGCTGAGAACTCATGTTTGGCATGCAAAGCGGTTTGCTATGACC
AA[G/A]TTTGGGGTTACCATCTTCCTTTGTGTCTTCAAGGAAGGTAGGTT
TTTTTTTGGTTAAAAGGAAAGATATGATAATGTTAATGGGGTAACTTGA
AGCTAAT 

P
HG9
_Scaf
fold_
5022 

8
30 A C 

s
ynon
ymo
us_v
arian
t 

Mu
_g2
132
6.t
1 

expans
in-
A16-
like 
[Vigna 
radiata 
var. 
radiata
] 

Pollen 
allergen 

AACTCCTAGCATGCAAATAAGGTATGATATATGTACGTATGTATGTAAG
TAACCTGCGATATTTGATTGGGACGATGCCAGCCTCGTATTCTGCAATTT
T[A/C]GATACGCAGGTTTGGCCAAATCAAAGTGATCGCGTGGTGGGTTGC
ACCATCCTCCATTGTCACCTGGTAGATCGTAATTTGGAGGACAAAAATT
GGTTGC 

P
HG9
_Scaf
fold_
511 

2
94
08 C T 

s
ynon
ymo
us_v
arian
t 

Mu
_g0
602
6.t
1 

hypoth
etical 
protein 
PHAV
U_002
G1089
00g 
[Phase
olus 

FAT 
domain 

ATGGTGGAAACTCACATGGCCAAGAATCTGAAAGGTCTACAAGTGCAG
AAAGCAGCATGCACAATGGAACTGATCAACCTTTGCAACAAGGTTCTGC
AAA[C/T]TCAATGAAGGAGGTCAAAATACTTTAAGACGTGCTGCTGGTG
CTTTAGGTTTTGTAGCTTCAGCTGCCAGTGCTTTTGATGCTGCTAAAGAT
ATAATGGA 



vulgari
s] 

P
HG9
_Scaf
fold_
5113 

3
34
93 C T 

s
ynon
ymo
us_v
arian
t 

Mu
_g2
170
6.t
1 

hypoth
etical 
protein 
PHAV
U_011
G1232
00g 
[Phase
olus 
vulgari
s] NA 

CAAACAGTTTGAAGATGCTGAGAAAGATGGATGAAGGAGAAATCATCA
CAAATGCTTTCCCTCAGAGCCTAACTACTTCTGCTGCATCTAATAGTAAC
AA[C/T]CTCCTCCTGCTTTGAAGAGGAAGAGAAACCTACCAGGAAACCC
AGGCATGCTTGTTTCTTTCATCTTCTTCAGCCTCTTTATTTTCTCTTCATT
AATATA 

P
HG9
_Scaf
fold_
5183 

1
22
51
5 T C 

s
ynon
ymo
us_v
arian
t 

Mu
_g2
184
5.t
1 

hypoth
etical 
protein 
PHAV
U_002
G1802
00g 
[Phase
olus 
vulgari
s] 

Sugar 
(and 
other) 
transporte
r 

TCACTGTCTCGCCATACTATTATTTTTCAACTATTTTCTCCATATATGCTT
GTTCTTACACTACTGTCTATTGTACATGCATGCAGCTCTTACCTGGGGC[T
/C]GTTTGAGTTCTAATGACGTCACAAAGGCTATGTGTGGCAACGAGCAT
AGAGCATGGTACACAAAAGGGTGTCCTAGTAAAATCGGTTGGCTTGCAA
TAGT 

P
HG9
_Scaf
fold_
520 

3
77
98 C A 

s
plice
_regi
on_v
arian
t 

Mu
_g0
618
0.t
1 

40S 
riboso
mal 
protein 
S7 
[Vigna 
radiata 

Ribosoma
l protein 
S7e 

TTATACATTAATTCAGCAATGTAAGCATGCCTGTTTGTGTTTCTGAGCAA
GCTTGATTAGTTTTGTCTCTGACTTGTGAACGTCGTTTAACTATATGCAG[
C/A]AAATTGATGTTTCTGGGAACCGCAAGGCTGTTGTTATTCACGTTCCG
TACAGATTAAGGAAAGGTTTTCGCAAGATTCATGTTAGGCTTGTCAGGG
AGCT 



var. 
radiata
] 

P
HG9
_Scaf
fold_
5307 

1
25
12 C G 

s
ynon
ymo
us_v
arian
t 

Mu
_g2
202
6.t
1 

cation/
H(+) 
antipor
ter 4-
like 
[Vigna 
radiata 
var. 
radiata
] 

Sodium/h
ydrogen 
exchanger 
family 

GTTTCAAGCTCATGATGTTCCTTCTTTGATACCCAGCGTATTTCCTTGTA
GGGTCATACAATGCCTTCACACCAAGCTGCGAAGCTGTTCCTAGGAACA
T[C/G]CCGAGATGATCAAAATACTTATTACTTTTTTATTTTGTGCCTGCAA
TGGTTGAAGAATCGAAACCAGTTAATTAGTTAAACAATTGAACAAACAC
CAGGA 

P
HG9
_Scaf
fold_
532 

5
86
36 G A 

s
ynon
ymo
us_v
arian
t 

Mu
_g0
622
9.t
1 

hypoth
etical 
protein 
PHAV
U_009
G1852
00g 
[Phase
olus 
vulgari
s] NA 

TTTTGGACCACATCAACTTCTGCGGGAAAGGCTTCCGGCGCTACGCGAA
ACTCTGCATGCACATGCTCTCACGGGGCAAGTTCAAGACACTGGAAAGG
CC[G/A]TGGGGTTTATGTCTTCTTCTTCTTTTACTTTATTAATGTTTTCGAG
TATTTCCCCTGATTTTTTAGGGAAAAGGGTAAAAAACTTGTACTAATTTT
GATT 

P
HG9
_Scaf
fold_
5627 

8
26
34 A G 

s
ynon
ymo
us_v
arian
t 

Mu
_g2
221
4.t
1 

hypoth
etical 
protein 
PHAV
U_007
G1345
00g 

Protein 
tyrosine 
kinase 

TATAGTTCTCATCATTCTCATTAAGTGTTGAGTCAGAGCGTGCATGCAAC
ATTCTGTACCGAGATCTCTCTCTAAAATCAGATTCTGACAATAAACTTGC
[A/G]ACTCAGGAGGATGAGGGACAATCTTGTTAAAATGATATGAACCAT
CATTGGTAATTAAAGGTCTCTCATAACTCATACTATCTAGATTGCATACT
GCAGA 



[Phase
olus 
vulgari
s] 

P
HG9
_Scaf
fold_
566 

2
86
48
7 A G 

s
ynon
ymo
us_v
arian
t 

Mu
_g0
644
4.t
1 

hypoth
etical 
protein 
PHAV
U_006
G1143
00g 
[Phase
olus 
vulgari
s] 

Auxin 
response 
factor 

AATAGATACCTTCTCTCAGGTGAGTCCTCCACCTCAAATCTCATCTTGAA
ACGCATGCCAACTGAAAACTTGCAGTTGACGGCCTCCAGATATTTGTTT
A[A/G]CCAATAATAAACTGGCTAGTCCTGAATGTATCAAAAGGTTTACAC
ATTTTGTTACATTTTCATTATAAGCTTATGTGCCACCTAAAACAAATTTC
AACAT 

P
HG9
_Scaf
fold_
5675 

2
34
01
5 G A 

s
ynon
ymo
us_v
arian
t 

Mu
_g2
268
3.t
1 

hypoth
etical 
protein 
PHAV
U_009
G0976
00g 
[Phase
olus 
vulgari
s] 

Protein 
phosphata
se 2A 
regulatory 
B subunit 
(B56 
family) 

AGGAATGATCAATGTACTTCTTGGCCACCTTAGCATCAAGAGAATTTGA
GGTTATAAACTTGAGCAGCAACTCATACACGAGCTGCAAATGAGGCCAA
GC[G/A]GATCAAACGCTGGCTCATCATCATCATTCTCACCACCACGATTG
GACCTATAATTTGGCGGGAAAACGCGAAAGAGATTAATAGCACACATTC
TACACAC 

P
HG9
_Scaf
fold_
5689 

2
60
75 T G 

s
ynon
ymo
us_v
arian

Mu
_g2
280
7.t
1 

hypoth
etical 
protein 
PHAV
U_011

Chloroph
yll A-B 
binding 
protein 

GGGGTGGCAAGCATGCTGACTTGGCCATGGTGTGATATCTCAACAACAA
CTGTGTCATCATCTTTTGGGAGGGGTTGTTTCCATGGCTCTCCATCAATT
C[T/G]ATGAATGTGCACTCAGCTGCTCCCTTGTGAAACTCAAATCGGATT
CTGCTTGTCTGCATCGTGAGAGAAGCATACAAACGTAAGTTTGAGCAAA
AAGGAG 



t G1558
00g 
[Phase
olus 
vulgari
s] 

P
HG9
_Scaf
fold_
5695 

2
05
58 C A 

s
ynon
ymo
us_v
arian
t 

Mu
_g2
288
2.t
1 

PREDI
CTED: 
DNA 
oxidati
ve 
demeth
ylase 
ALKB
H2 
[Glyci
ne 
max] 

2OG-
Fe(II) 
oxygenas
e 
superfami
ly 

TTAATAGCAGAATTGATGAGGAACAATGTTGTTTGAGAATCATTCTTAC
AGCATCCAACATGTCTTTAAGTCGTGGATAATCATCCCAAGAATATGCA
TG[C/A]GCTGATATCCACTGTAAGTCAACTCGGTCAATCCTGGAGTTGCA
ACATAACATGTGTCTCGAGGCTGCAGAGAATTACATTGTATTACATTAC
ACAAAAT 

P
HG9
_Scaf
fold_
5711 

4
29
36
4 C T 

s
ynon
ymo
us_v
arian
t 

Mu
_g2
304
4.t
1 

PREDI
CTED: 
protein 
EXPO
RTIN 
1A 
[Vigna 
angula
ris] 

CRM1 C 
terminal 

TTTGCAGTGAATTTCAACTGATACATGAGTTATGCTTGTATGTGTTATCG
GCATCCCAGAGGACTGAACTTATCCGTGCGACTCTATCTACACTGCATG
C[C/T]TTTTATCATGGATCCCCTTGGGTTATATATTTGAATCACCATTGGT
AGGTAAAATTTTCAGCTAAAATGTACTTGTTTTGGACGATTCATAAACTG
AACT 

P
HG9
_Scaf
fold_

3
81
36 G A 

s
ynon
ymo
us_v

Mu
_g2
308
3.t

Beta-
glucosi
dase 
D4 

Glycosyl 
hydrolase 
family 1 

TCATGAATTGAATTATCAATATAAATGTAATGCCAAAGCTTACTTGATA
CTTAGCCCTGTAGATGTTAGCAGCAGCTGCATGAGCAAGTAACTGATTG
TG[G/A]CCACAATATAGGGTTCAGTGGCTGAATCCCCACCAGTGCAATTT
AGATTTTGCCAAGGTGAACATCTTCCAGGTGCACCAATCCCTTTAGCAT



5713 arian
t 

1 AGCCATG 

P
HG9
_Scaf
fold_
5724 

9
70
67 A G 

s
ynon
ymo
us_v
arian
t 

Mu
_g2
318
4.t
1 

PREDI
CTED: 
unchar
acteriz
ed 
protein 
At1g2
8695-
like 
[Glyci
ne 
max] 

Nucleotid
e-
diphosph
o-sugar 
transferas
e 

TGAAATACTACTTTTACTTCTCAACTTTCACTGCTAATTCACATGTAACA
TCTTTCTCACAGGATACTGATGTAATGTGGTTAAGAAATCCATTTACAAG
[A/G]TGAGTAAGGATGAGACAGAAGACATTCAAATGAGCACAGACGTGT
ACCATGGTGATCCTTGGTCAAGGAATAACCTAATCAACACTGGATTTTA
CTTTGT 

P
HG9
_Scaf
fold_
5724 

9
70
73 T C 

s
ynon
ymo
us_v
arian
t 

Mu
_g2
318
4.t
1 

PREDI
CTED: 
unchar
acteriz
ed 
protein 
At1g2
8695-
like 
[Glyci
ne 
max] 

Nucleotid
e-
diphosph
o-sugar 
transferas
e 

ACTACTTTTACTTCTCAACTTTCACTGCTAATTCACATGTAACATCTTTCT
CACAGGATACTGATGTAATGTGGTTAAGAAATCCATTTACAAGATTGAG
[T/C]AGGATGAGACAGAAGACATTCAAATGAGCACAGACGTGTACCATG
GTGATCCTTGGTCAAGGAATAACCTAATCAACACTGGATTTTACTTTGTG
AGGTC 

P
HG9
_Scaf
fold_
5737 

4
58
15 T C 

s
ynon
ymo
us_v
arian

Mu
_g2
325
9.t
1 

PREDI
CTED: 
midasi
n-like 
[Glyci

Midasin 
AAA lid 
domain 

AAAATTTTTTAAGTATTTCATCTTGCAAAACATGAAGGCACTTCAAAAG
TGGAATGAAGCGACTGGCTTCTTCATCAAAATTATGTTGGCTCTCAATAT
T[T/C]GTTGCTGGAATGTTAGCCTTAGTGGATCAAAACAACTAATAGCAT
TAAAGAGATATTTAGTTTTGCCATTTGATGGAGCCAAATTAACTATATCA
AGTGA 



t ne 
max] 

P
HG9
_Scaf
fold_
5737 

4
58
63 A G 

s
ynon
ymo
us_v
arian
t 

Mu
_g2
325
9.t
1 

PREDI
CTED: 
midasi
n-like 
[Glyci
ne 
max] 

Midasin 
AAA lid 
domain 

GTGGAATGAAGCGACTGGCTTCTTCATCAAAATTATGTTGGCTCTCAAT
ATTTCGTTGCTGGAATGTTAGCCTTAGTGGATCAAAACAACTAATAGCA
TT[A/G]AGAGATATTTAGTTTTGCCATTTGATGGAGCCAAATTAACTATA
TCAAGTGACAACAACGGCATTAACTGCAAATCAACATCTAGTTGGTCAC
GGCGTGA 

P
HG9
_Scaf
fold_
5737 

5
24
55 A G 

s
ynon
ymo
us_v
arian
t 

Mu
_g2
325
9.t
1 

PREDI
CTED: 
midasi
n-like 
[Glyci
ne 
max] 

Midasin 
AAA lid 
domain 

GCATTTAACATAAGATCAAAAAATAAAGATATCATATAAGAAATAAGG
GAAGTAGAACAAACTAAATCATAAACAAAAAGATCATACCTAGACTTA
ACCC[A/G]CAAGCACAACAAGAAATACTCCTTGAAGAAGTGCATGCTCT
GGTCCTAAGCTTTTCTCCATTGCAATAAAAAAGTCAACCCAAGAAATGA
GATCTCTCAC 

P
HG9
_Scaf
fold_
5747 

2
85
33 A G 

s
ynon
ymo
us_v
arian
t 

Mu
_g2
333
8.t
1 

soyasa
pogeno
l B 
glucur
onide 
galacto
syltran
sferase 
[Vigna 
radiata 
var. 
radiata
] 

UDP-
glucorono
syl and 
UDP-
glucosyl 
transferas
e 

AAAACTGTTCAGCAAAAAGAGGCCATGTCACCATAGGCAAACCTGCATC
CACAGTTTCAATAATTGTGTTCATCCCACAATGAGTCACCACACCTCCAA
T[A/G]CAGGATGCTCCAGAATGAGAAGTTGTGGAGCCCAACCCCATATC
AGATAACCCTTGTTGCTTGCTTCTACCCTCTTCTCAAACTCCTCCACAAA
AACTCT 

P
HG9

5
18 T G 

s
ynon

Mu
_g2

hypoth
etical NA 

TCAGGTCCTTTAGGAACCATACTTTCTGCAGCAAAGTTGGCAAATATGC
CTTGAGTCCATCCACTAGATCGAATCCGTAAAATCCTTTCACTATGTCGC



_Scaf
fold_
5773 

63 ymo
us_v
arian
t 

364
3.t
1 

protein 
VIGA
N_101
76300 
[Vigna 
angula
ris var. 
angula
ris] 

C[T/G]AATTCTGAGTCAAGAGCTTCTTCTTCCAACTTCTGAGCAAGACGC
CTCATGGCACTAGGATTAAGGTGGCATATAAATAGATCAAGCATGCTTT
CATAAT 

P
HG9
_Scaf
fold_
5778 

6
54
62 G T 

s
ynon
ymo
us_v
arian
t 

Mu
_g2
371
1.t
1 

hypoth
etical 
protein 
PHAV
U_007
G1737
00g 
[Phase
olus 
vulgari
s] 

Endonucl
ease/Exon
uclease/p
hosphatas
e family 

CATGAACCCGGGGAAACCTTGTCTTTCTGAGAATCTCCATTACATCTGA
ATTTCTCCTTACCTCGTCACCCTCCTTTTGTCCAGAAGTCAAATGACTAC
A[G/T]TGAAGCAAAAGCTTGTTTGGTGCAAAGACATGCTAATTGATATTG
AACCCTGGAAAACTCAAGGCAATGAGAATGTTGTCTCCAGGTTCTCAAT
TAACCT 

P
HG9
_Scaf
fold_
5782 

5
66
67 A C 

s
ynon
ymo
us_v
arian
t 

Mu
_g2
377
6.t
1 

unchar
acteriz
ed 
protein 
LOC1
06776
651 
[Vigna 
radiata 
var. 
radiata

Protein of 
unknown 
function 
(DUF620
) 

CATCACGAATTGCTGGACTTGTTTCCAATTTCAAGATGAAGCACTCTTCA
TCATTGATTATTTTCTCTCCTATGCATGCAGCGTCCAAAAATAAGTTAGC
[A/C]TTGCCCTCGGATCCAATCCCTATAATAAACAAATAATGGTGGATTA
AATGTTGGAGGAAGAAAAATATTTGTGGATTAAACCATTTTGTTTAAAG
AAATT 



] 

P
HG9
_Scaf
fold_
5802 

1
67
60
2 A G 

s
ynon
ymo
us_v
arian
t 

Mu
_g2
402
2.t
1 

PREDI
CTED: 
putativ
e 
multidr
ug 
resista
nce 
protein 
[Vigna 
angula
ris] 

ABC 
transporte
r 
transmem
brane 
region 

GCACCTGCAACAAACACGTACAAAAGATGTTACCAGAGAGTTAAGAAA
AAAATGCTGGAAATTGAGTATGTATATATACCTTATAGGCCATAGTATC
TTG[A/G]TTGTTTGAGCGTCAGAAGTTATGGTGGCAATAACTCGGAAAGT
TGTAGAAGAGTCAGTTTGCTTGTCGAAGAAACCAACCTCTTGCCTTAGA
ACTGATTT 

P
HG9
_Scaf
fold_
5831 

1
88
54
8 T A 

s
ynon
ymo
us_v
arian
t 

Mu
_g2
432
0.t
1 

hypoth
etical 
protein 
PHAV
U_002
G3316
00g 
[Phase
olus 
vulgari
s] 

NF-X1 
type zinc 
finger 

ATTTGCCTATTCAGAAGAAAGAATCCCTCGTATCTGCTTCAGTAAACCCT
TGGAGTGTCTTAAATCAAGACTCTTCTCCAAGTTCATCGGTTGCAGCTGT
[T/A]AAATTGATTTTTCTAGGGAACACTCCGAAAGTAGTGCTGTTACAAA
GTTGGAGCCTCATAATGGTGGTTCAAATCTAAGAGGACAGCATGCAGGA
AACTT 

P
HG9
_Scaf
fold_
630 

4
29
84 G A 

s
ynon
ymo
us_v
arian
t 

Mu
_g0
678
2.t
1 

hypoth
etical 
protein 
PHAV
U_011
G2162

Protein 
kinase 
domain 

AGTTGTAATAAACATAGACACTAGAGATAGAGGTTTTTCAATCAACAAA
ATAAAATTACCTTGTTTATTATAAGATCAGCATGCTTCACAAGAAGTAA
CA[G/A]GTCTCACCAGCAGCAGTACTCAACACAGGGACAAGGGCTGGAA
GTGTAGATTGCTCAAAATCATTCTTGTCCTGGAAAGTAAATTGTTCTTTG
CACTTCA 



00g 
[Phase
olus 
vulgari
s] 

P
HG9
_Scaf
fold_
66 

3
72
4 T C 

s
ynon
ymo
us_v
arian
t 

Mu
_g0
135
9.t
1 

PREDI
CTED: 
F-
box/L
RR-
repeat 
protein 
10 
[Vigna 
angula
ris] 

Leucine 
Rich 
repeat 

ATTCATCCACATCATCATAATCATGTGTATATAACCCATCTGAAGTGTCA
TAGGGATCAGCCCCAAGCTCCTCACCATGGCATGCCACATGTAAGAAAG
G[T/C]TGCTTCTAGCTAAAGCATCTACCATGTCTCTATTAACATTTCCGGT
CACTCCCAACGATTTGAGCCTTGGAAAATATGGTTTCTTCAACCAGCGA
AATGC 

P
HG9
_Scaf
fold_
688 

8
89
5 G A 

s
ynon
ymo
us_v
arian
t 

Mu
_g0
702
7.t
1 

PREDI
CTED: 
putativ
e 
pectine
sterase
/pectin
esteras
e 
inhibit
or 28 
[Glyci
ne 
max] 

Pectineste
rase 

AAAGTGTATCTTGATATGCATCCATTGAACAATTGTAGAAGATAGACTT
GTCTGCTTGGACTCTCAATGCCACCGCTTGATGTTTTTCAGGTCCAGCAG
A[G/A]TCTCAAATCCCATGTTGATGGCCACAAAGTAATCTCCTTGAACAG
CTACATGCATAAAGTGATCAATTAATTTATTCAATTAAAATTCCATAAAT
TACAA 



P
HG9
_Scaf
fold_
74 

6
23
37 C T 

s
ynon
ymo
us_v
arian
t 

Mu
_g0
151
8.t
1 

hypoth
etical 
protein 
PHAV
U_004
G1737
00g 
[Phase
olus 
vulgari
s] 

Gamma-
glutamylt
ranspepti
dase 

TCTTTATGGCATGCAGCTAATACCAAATGTAGTTCGTTATGAGAACTTGA
CTGCACTGAGTGGTGATCAGATTGAGCTTTCGAAAGAAAGAAGGAATTT
C[C/T]AGAAGAAAGAGGGCATGAACTGAGTGAGTGTGAAGCACTAGCTG
TCACTCAACTTGTTGTCCAAAATCTCAAAACCCCTACCAACAAGAATAG
GAAAATT 

P
HG9
_Scaf
fold_
756 

1
27
31
0 A C 

s
ynon
ymo
us_v
arian
t 

Mu
_g0
738
3.t
1 

PREDI
CTED: 
unchar
acteriz
ed 
protein 
LOC1
08325
651 
[Vigna 
angula
ris] 

Plant 
invertase/
pectin 
methylest
erase 
inhibitor 

ATATAGCAATAGTAACCTAATTCCTCCTCCATGATTACAACTTGCTACTT
TTAACAATGGTGTCCATGATGGCAAGGCAATTGCCACCTAACTGGAACA
G[A/C]CCGTGGAGTCCTGGGCGAAGGGCATGGCGACTCCAGGAGACTCT
GAGAAAGAGTCTTCGCAGGCGGATTTGTACGATATCACAGCGCTCAATT
TGCTTTG 

P
HG9
_Scaf
fold_
756 

1
27
37
6 G C 

s
ynon
ymo
us_v
arian
t 

Mu
_g0
738
3.t
1 

PREDI
CTED: 
unchar
acteriz
ed 
protein 
LOC1
08325

Plant 
invertase/
pectin 
methylest
erase 
inhibitor 

TGATGGCAAGGCAATTGCCACCTAACTGGAACAGAGCCGTGGAGTCCTG
GGCGAAGGGCATGGCGACTCCAGGAGACTCTGAGAAAGAGTCTTCGCA
GGC[G/C]ATTTGTACGATATCACAGCGCTCAATTTGCTTTGAGCCTCCAC
AAAGTTCATCTTCGCCACCAGATCCAGTGCCTCCTTGATGGAGTCCAAC
ATGTCATT 



651 
[Vigna 
angula
ris] 

P
HG9
_Scaf
fold_
758 

2
77
43 G A 

s
ynon
ymo
us_v
arian
t 

Mu
_g0
740
3.t
1 

PREDI
CTED: 
probab
le 
galacti
nol--
sucros
e 
galacto
syltran
sferase 
2 
[Vigna 
angula
ris] 

Raffinose 
synthase 
or seed 
imbibitio
n protein 
Sip1 

TTACATGAAACATATCCCAGTCAGGTTGCATGAACTCTCCCAGGAAAAG
TGTGTTATATGCAACAGATGAAATGTGAATTGTGTGGGAAGCAGGATCA
TG[G/A]GATAAAAGTCATCAGATGCTCTCACAACAGCAGTCTGCTTGGA
ACTATAAAGGCCATCAGTGTTATGACACATACAGGCAATGCATCCGTTG
TCAGGAAA 

P
HG9
_Scaf
fold_
758 

2
77
61 T G 

s
ynon
ymo
us_v
arian
t 

Mu
_g0
740
3.t
1 

PREDI
CTED: 
probab
le 
galacti
nol--
sucros
e 
galacto
syltran
sferase 
2 

Raffinose 
synthase 
or seed 
imbibitio
n protein 
Sip1 

AGTCAGGTTGCATGAACTCTCCCAGGAAAAGTGTGTTATATGCAACAGA
TGAAATGTGAATTGTGTGGGAAGCAGGATCATGGGGATAAAAGTCATC
AGA[T/G]CTCTCACAACAGCAGTCTGCTTGGAACTATAAAGGCCATCAGT
GTTATGACACATACAGGCAATGCATCCGTTGTCAGGAAAATTCCGAGCT
ACTGAGGC 



[Vigna 
angula
ris] 

P
HG9
_Scaf
fold_
758 

2
78
09 A G 

s
ynon
ymo
us_v
arian
t 

Mu
_g0
740
3.t
1 

PREDI
CTED: 
probab
le 
galacti
nol--
sucros
e 
galacto
syltran
sferase 
2 
[Vigna 
angula
ris] 

Raffinose 
synthase 
or seed 
imbibitio
n protein 
Sip1 

ATGAAATGTGAATTGTGTGGGAAGCAGGATCATGGGGATAAAAGTCAT
CAGATGCTCTCACAACAGCAGTCTGCTTGGAACTATAAAGGCCATCAGT
GTT[A/G]GACACATACAGGCAATGCATCCGTTGTCAGGAAAATTCCGAG
CTACTGAGGCCTCAAGTGCCTGATGATAGCTCCGCGTGAGTGTGACCCT
ACCACCATG 

P
HG9
_Scaf
fold_
758 

2
79
20 T A 

s
ynon
ymo
us_v
arian
t 

Mu
_g0
740
3.t
1 

PREDI
CTED: 
probab
le 
galacti
nol--
sucros
e 
galacto
syltran
sferase 
2 
[Vigna 

Raffinose 
synthase 
or seed 
imbibitio
n protein 
Sip1 

AGGCAATGCATCCGTTGTCAGGAAAATTCCGAGCTACTGAGGCCTCAAG
TGCCTGATGATAGCTCCGCGTGAGTGTGACCCTACCACCATGTCCACTA
CC[T/A]GGGTCTCAATAATGTTTTGGACATCAACCTTCACTCCATCTACTC
CACATGAAGCTAAGTAAGCATGAAGCTCATTGTAGAAATCAAAAACCTT
CTTCGG 



angula
ris] 

P
HG9
_Scaf
fold_
834 

4
39
15
7 T C 

s
ynon
ymo
us_v
arian
t 

Mu
_g0
791
0.t
1 

PREDI
CTED: 
cellulo
se 
syntha
se-like 
protein 
E6 
[Vigna 
angula
ris] 

Cellulose 
synthase 

ATTGGTTACCTTTCTGCAGAAGATTCAATGTTGAACCTAGGTCCCCAGA
GGTTTTCTTTACTCATTCCCAAAACTATAGCAGTAGCACTAGCACTGAAT
A[T/C]GCAAAGCATGCTTATTTATCAAGGTAACCAAGTTATTAACTATGC
CCATATAATGCTATCTTCATTAAGCCGTGAAAACTAATGAGATTATATTC
CATTC 

P
HG9
_Scaf
fold_
843 

3
27
44 G A 

s
ynon
ymo
us_v
arian
t 

Mu
_g0
794
9.t
1 

PREDI
CTED: 
PI-
PLC X 
domai
n-
contain
ing 
protein 
At5g6
7130-
like 
[Vigna 
angula
ris] NA 

GAAAAGAATCAAAGCCGCTAAATTCTAGAAGTACATCACTTTTCTTGCA
GAATTACTTTCCAACATATCCAGTTGAAGCTGAATCATGCAAAGAGCAT
TC[G/A]CTCCACTTGCTGATATGGTGAACACATGTTACAAAGCTGCAGGA
AATGTGTTGCCTAATTTTATAGCAGTTAATTTTTACATGGTATTCCTTTTT
CTTCT 

P
HG9
_Scaf

6
88
14 T G 

s
ynon
ymo

Mu
_g0
812

protein 
FAR-
RED NA 

AGAGCATGCAGATTTATGTACTTAAGGGTAGAACAGATGTAGAAAGCTC
AGAATCTGATTCTGTCAAAGACAGCAACTGTTTCTCTGAAGATTCCCTTA
C[T/G]CCATGTCTGTAAATGAAGAAGGTAAACTTGTTGCCGATTCTGCGA



fold_
864 

us_v
arian
t 

7.t
1 

ELON
GATE
D 
HYPO
COTY
L 1 
isofor
m X1 
[Vigna 
radiata 
var. 
radiata
] 

TGACATTCCAACATGAGAGGCCTTCCAATTTGGTTGGTTTCGATGGCAAT
AATAA 

P
HG9
_Scaf
fold_
93 

1
81
94
3 A T 

s
ynon
ymo
us_v
arian
t 

Mu
_g0
189
2.t
1 

hypoth
etical 
protein 
PHAV
U_009
G0055
00g 
[Phase
olus 
vulgari
s] NA 

CATCCGGCAGTTTCTCTCTGACTGAAGAACGGCCAGTGTTTCCTACATGG
AGCAATGAAGTGGGCATGCGCTCCTATGGTGGATCTTCAGATGGTTGGT
C[A/T]TACCTGGTTTTTCTGAGCTGATGGGAACTCCTCACAGAGAAAGGT
GGTCATTTGATAGTGAGTCCTTTGGTTTTAACCATGAAAGATTAGTTAGA
CCCAG 

P
HG9
_Scaf
fold_
947 

9
98
45 T C 

s
ynon
ymo
us_v
arian
t 

Mu
_g0
842
6.t
1 

unchar
acteriz
ed 
protein 
LOC1
06779
136 NA 

AAGGGGCTCTGCATGCACCGCCACGCAATGCTATGTTGCTGCTTAATCG
AAATCGTTTAAAGAAGAACCTGTCTTTGAAAGGTAGTTTAAGCAAGGAA
TT[T/C]CAGGTAAGGTGAGGAAAAATGGGACATTTTCTTCACAGCTGTTT
GGTGGAAGTTCAGCTGATGGGGAGGAAGTTGGTTGCTCCAAGGCGACC
GCAGGTCC 



[Vigna 
radiata 
var. 
radiata
] 

P
HG9
_Scaf
fold_
999 

1
09
4 G A 

s
ynon
ymo
us_v
arian
t 

Mu
_g0
871
4.t
1 

PREDI
CTED: 
ACT 
domai
n-
contain
ing 
protein 
ACR1
0-like 
[Vigna 
angula
ris] NA 

ATGAAGATGTTTCTACGGATGGGAAATGGTGCTACATAGTTTTCTGGGT
GGTTGGGAAACAGAGGACGAGGTGGAGTTTGCTGAAGAAGAGGCTGAT
TGA[G/A]CATGCCCTTCTTGCTCCTCGGCTTCTGGAATCTCTTATTATCGA
TCTGAGTTGCAGCCGTCCAAGCCTCCTGATGTCTTTCTTTTGAATTTTTGC
TGTCA 

 
 


