Supplementary Figure 1. The optimal cutoff value of risk score using ROC curve.
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Supplementary Figure 2. The ROC curves for 5-year OS of two published signatures. (A)
Wang et al signature (PMID: 32519365) and (B) Lin et al signature (PMID: 33069830).
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Supplementary Figure 3. PCA among (A) all genes, (B) autophagy-related genes, (C)
Wang et al signature (PMID: 32519365), (D) Lin et al signature (PMID: 33069830), and (E)
our signature.
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