Supplementary Figure 1. Validation was performed using unsupervised cluster analysis on dataset GSE15235. (A) Heatmap displaying the differential expressed genes, immune and stroma cell composition of all 3 BA subtypes. (B) Silhouette plots for each identified BA subtype.
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Supplementary Figure 2. Gene Set Variation Analysis (GSVA) performed on dataset GSE46995.
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Supplementary Figure 3. The intricate relationship between hub genes and enriched Reactome pathways in each subgroup was visualized by “clusterprofile”. Panels A, B and C represents cnetplots for subtype 1, subtype 2 and subtype 3, respectively.
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Supplementary Figure 4. The expression of 35 overlapping genes was related to neutrophil degranulation in the BA group and non-BA group. (p<0.05 indicated statistically significant difference)
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[bookmark: _GoBack]Supplementary Figure 5. Differential expression analysis of hub genes TYROBP, FCGR2A, CD68, C3AR1 and ITGB2 was performed in the healthy subject group and the three BA subtypes.
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Supplementary Figure 6. Kyoto Encyclopedia of Genes and Genomes (KEGG) analysis of representative genes of subtype 2. Counts refer to the number of genes enriched into the relevant pathway and the larger the dotplot, the more genes are enriched. Different colors represented different p.values.
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image1.jpeg
Silhouette

-0.12

Gsunonce

et
Gsuons

Gsuoees

Silhouette plot

n=47

3 clusters C;

I

nj| aveig; si

18 | 0.81

i

16 | 0.98

25

13 | 0.89

3:

04 0.6 0.8 1.0
Silhouette width s;

0.2

0.0

Average silhouette width : 0.89




image2.emf

image1.tiff
Gnetplot for Reactome pathway

Subtype 1
e e P
Norz
Truribe
ROk resg TR
RPUA w5
e
[ R et
RPLEL A micaion  he ruceus i cose
RNA prosessing ORS6
e
Kred
oneri
oho
v GLERI TGE2 RPLPD
%o e Reszin
Feeric SLupn o ReLS
agpp SR saot e
mol o etsent T, P
[ " i i et ®-
moax—s TGISEGTINION o purocsama o npert
PsiDi2 000 e
sicii S EARADH
T com
SR g Pexz
pevy  RYASED
g2 o R o oz
RAPIA FrE et
FooRgn | S100%8 ol
e 1vRoBP
FCoR setvaton
ol
vest yiox
B Subtype 2
RINA mifcsion i e e and ctoecl
KGR oo UTP4 0P g
uppin e T e
g S NPT TRTIO
o0a) otk | o o 47 R wrie
[ e HOSE oK e
reLar i} AR procesang SRIT TEx10GNL i
i Rk e
el RNA processig i o nudews and sl M
foalsiionsine i s
Response 1o meal s
y ReLe i
ougps M2 gy ppe HEK s pr2A
iomar, erace rony g $092, "\ amu
TeP TN N VN g a2 (CRT b P e
RPstAS-L o5 ey P2 L
~ csim csret
e CEspo o acialy, RORE g ot <OSw-CsFR
> ol -
LtRe-CEL S Prosa SRl ="
oS aore | coRuA~_ pout WA T .
. Bl sl yon
coss e . )
et P /yﬂw smm .
SFIA oz 5 oz T mm “
% /dw(mm MW\ NAS/LRE‘ [ 3
7 crgtmi e o com vor )/ e [ &
ves1” Tty s AN
a0 sgpain > Rete ORRNL puign o mymome ®-
s AN 116827 5 Gl FCo~cxgRo—_ LARY 5n \ca\sp:{ Neut
mges Cot_ Neurpidegraagon fema L_DEGS1 ——csart
TNERSFIBS % o s acion t o oscuir vl | SERONST FSPRORG] 31 far - SN
pup S ey OSTRL S SO gy
s AT roris-case] o B BN MOAN e oy TR
SoGas THED e (ST D | iy curmt
ac fard Lo L1 cep P2 ® GoRcoss
eRsF08 i A0GREIFEAR © | s CLEC w, ° 0
gt o P
Ghso s el
C Subtype 3
& seeed Rl o
seerd T Sk
e et 5 1 S e i ek P A et ST )
e TS i OG0 S e i i C
. o ool g st cosen O — =
i i, it i i
Vi e e ey
rones %ois e, Fezo o
il
Mty S
PR eruat P
R -
o Tl T ot
wsrie PRSP s e T e T I
conm s <O o T i oo S s TS
e o e b o]
3 sy coren et e il
I cors ZUM copn et o TR
e okt R g o g, o, cod
e rg 02 ohbt ciss  coul




image2.tiff
Seoros of RPS2

oson signss-ane Tt

+

BA  ronBA

cree

Wieson Signes-sar Tt
it

10-

o
b
BA ronteA
Res2

Wicoson SRk Test
525w
1150

110-

100-

e

BA  nonBA

5001

Seoms o G241

Fearn
Wieaien Sqnod-Rank Test

Seamos of FoaRA

ReszTA

ikonon SRk Tt
(=

100~

as-

Soorssof RS2

W S e Wi s et osen S T
B EEE [T
-
’ os-
| 1o
co-
f
g 3 5105
3 gss- 8
H H H
i i £ 00
5o §so- H
os-
as-
v .
B nortas FSE G ores
we e ez

Vioon Sioco-Rank Tos Wicown Sgnes-Rark st Wleorn Sinod-Rank Test
P s PR

] *

as-
55-
s 27 a0-
H H
6o~ H
i £ 05
8 i
a0-
750
[ Bh o B nonbA
RSy 2R TYRoB

Wloson Sigoed ok Test Dioon S Ronk Test | iconon S Rank st
i or g

.
100~
T0- &
£
5
a5 H
8
s0-
60-
55 a5

pEi

Saarssof COK

et

Wconon S-Rank Tos
Pt

Saaresof WADZLI

e

iwon Sgret-Rark et

90-

Soarse o UBEZDY

70-

ioron Signs o st
P T

R101
Wikoson igrsg-m ot
s0-

575

§70-

H
65-

BA non-BA
wors

Pt

BA  non-gA

FE

Wi Signs-Rank Test
Rt

Seoros of RPLBO

Seorseof GSFIR

52551

70-
Ba nonten
ReLse

Wicaren Sand-Rank Tos
75501

110-

105~

100-

as-

90-

55
BA non-oA




image3.jpeg
CD68

ITGB2

12

1"

"

10

©

[ Healthy 53 Subtypel (51 Subtype2 E Subiype3

£ Healthy 3 Sublypel =7 Sublype2 £ Subiype3

[ Healthy 59 Subtypel (53 Subtype2 5 Subtyped

0033 000029 4.5e-07
8.86-07 0.00037 0,006
S - 1 049 011
R . E— T sae0s 76e-07
0000887 oo . 5907
a 10 <
=2 E‘}E : ;
- £ a5
6
9 Subtypel *
&
Kruskal-Wallis, p = 2.1e-08 8] Kruskal-Walls, p = 8.4e-08 4] Kruskal-Walis, p = 8.2e-10
Healthy  Subtypel  Subtype2  Subtype3 Healthy  Subtypel ~ Subtype2  Subtype3 Healthy  Subtypel ~ Subtype2  Subtype3
1 Healthy £ Subtypel 57 Subtype2 £ Subtype3 - Healthy 53 Subtypel £ Subtype2 ES Subiype3
00039 i 3e-06
00082 Subtype24.7e-05
089 068
T s4e0s - 5.30-06
Tooms 000015

o9 Al *
z A
- A
3

— =5

7 G
+
Kruskal-Wallis, p = 5.7e-06 6] Kruskal-Wallis, p = 1.6e-09
Healthy — Subtypel ~ Subtype2  Subtype3 Healthy  Subtypel ~ Subtype2  Subtyped




image4.emf

