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Supplementary Figure 1A. Gene structure analysis of the twenty-eight STARTS in Oryza sativa var. japonica: exon-intron patterns
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Supplementary Figure 1B. Gene structure analysis of the twenty-seven STARTS in Oryza sativa var. indica: exon-intron patterns
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Supplementary Figure 1C. Gene structure analysis of the twenty-four STARTS in Oryza glaberrima: exon-intron patterns
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Supplementary Figure 1D. Gene structure analysis of the twenty-five STARTSs in Oryza rufipogon: exon-intron patterns
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Supplementary Figure 1E. Gene structure analysis of the twenty-six STARTS in Oryza nivara: exon-intron patterns
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Supplementary Figure 1F. Gene structure analysis of the twenty-three STARTS in Oryza barthii: exon-intron patterns



0GLUM01G07380_HzsVll I---E8-8-H-0-0--0-00——8—§
OGLUM03G00670_Hzs I — ) —--—4+-040—0-0—O0——0 &4 —0 0
0GLUMO03G27880_Hzsirli———0—-HHHH—8--0-0--0-00—-8-0
OGLUM10G13240_Hzs i — - -8-——8-+-8-1+—0-0—0— - 0—00)—-0— =
OGLUM12G20280_HzSMIl -444+—8+H-0-0-H0—0-04 89
0GLUM02G28170_Hzs Si—IHI— T -0
OGLUM08G10180_Hz< —“_—

OGLUMO1G35890_HS
OGLUMO1G37810_HS
OGLUMO4G22100_HS
OGLUMO4G26010_HS
OGLUMOBGO7200_HS
OGLUMO8G02240_HS
OGLUMOBG05340_HS
OGLUMO9G17630_HS
OGLUM10G19540_HS
0GLUM02G00270_psp El—————+H—-----—H—8-10--0---0- 8 mm
OGLUMO6G01090_psp Sl

OGLUM10G11870_psD M 09— ———0 —H H& o—

OGLUM02G01810_mS

— —--H—H-0--04 . —
#—4—4- o

OGLUM02G16340_ms 0~ - 4 & - —
OGLUMO4G00980_ms L0——-§ +a
OGLUM06G29150_ms #—E1 o8- a0 81— {—m
OGLUMO7G04970_ms 00 —a-+4 +—an
OGLUM07G25570_mS.
Okb 1kb 2kb 3kb 4kb Skb 6kb 7kb 8kb 9kb
Legend:
@ cos ™8 pgreamidownsteam  —Intron MM pyF1336 MM Hp BN MEKHLA W by B START bzIP

Supplementary Figure 1G. Gene structure analysis of the twenty-five STARTS in Oryza glumipatula: exon-intron patterns
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Supplementary Figure 1H. Gene structure analysis of the twenty-two STARTSs in Oryza meridionalis: exon-intron patterns
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Supplementary Figure 11. Gene structure analysis of the twenty-four STARTS in Oryza punctata: exon-intron patterns
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Supplementary Figure 1J. Gene structure analysis of the twenty-five STARTS in Oryza brachyantha: exon-intron patterns
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