Tab.S 1 Media and composition for screening antimony oxidising bacteria
Commonly used media can be divided into carbon source-containing media and carbon source-free media, and the composition is as follows.
(1) The composition of CDM: MgSO4·7H2O 2 g, NH4Cl 1g, Na2SO4 1 g, K2HPO4 0.013 g, Ca2Cl2·2H2O 0.067 g, Na-lactate 5 g, agar 15 g, distilled water 1000 mL, pH=7.2.(Shi et al.,2013)
(2) The composition of M-CDM: KH2PO4 0.1 g, NH4Cl 0.1 g, CaCl2 0.01 g, KCl 0.05 g, NaHCO3 0.5 g, yeast extract 1 g, and 1 mL/L of vitamin solution, distilled water 1000 mL. The concentration of Sb(Ⅲ) in the enrichment medium was fixed at 500 mmol/L by adding potassium antimony(III) tartrate (KSbC4H4O7·0.5H2O).(Nguyen et al.,2017)
(3) The composition of CDM-A: K2HPO4 0.225 g, KH2PO4 0.225 g, NaCl 0.46 g, (NH4)2SO4 0.225 g, MgSO4·7H2O 0.117 g, yeast extract 1.0 g, Na lactate 2.24 g , NaNO3 1.7 g, NaHCO3 4.2 g, Na2S·9H2O 0.1 g, and cysteine-HCl (0.1) (all in gramsper liter), SL10 trace element solution (1.0), distilled water 1000 mL.(Terry et al.,2015)
(4) The composition of Beef extract peptone AGAR medium: peptone 10 g, beef extract 3 g, NaCl 5 g, pH=7.0.(Du et al.,2020)
(5) The composition of LCM/HCM enrichment Medium: 120 mM HCO3− and 0.002% (wt/vol) yeast extract, distilled water 1000 mL; the medium was amended with 100 μM Sb(Ⅲ) (as potassium antimonyl tartrate).(Hamamura et al.,2013)
(6) The composition of 9K Medium: (NH4)2SO4 3.0 g, KH2PO4 0.5 g, KCl 0.1 g, MgSO4·7H2O 0.5 g, Ca(NO3)2·2H2O 0.01 g, FeSO4·7H2O 44.2 g, distilled water 1000 mL.(Tsaplina et al.,2010)
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