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Supplementary Figure 4. STRING Protein-protein interaction (PPI) analysis. STRING analysis of the relationship among the 34 differential expressed genes with statistical significance between IND patients and healthy donors (HD). The network nodes represent the proteins encoded by the differentially expressed genes and the linkage of each node represented the interactions (edges) reported for these molecules in different immunological processes; PPI enrichment p-value < 1.0e-16. Network edges represent confidence (line thickness indicates the strength of data support). The confidence score threshold was set at Highest (0.9) and active interaction sources, including experiments, databases, co-occurrence, gene fusion, neighborhood and co-expression as well as species limited to “Homo sapiens” were applied to construct PPI networks. The arrows indicate whether the genes encoding these proteins were upregulated (red) or downregulated (blue) in the IND patients versus HD.
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