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	Microbiome
	Control group
	IC group
	p-value

	Phylum level
	Proteobacteria
	29.44
	48.51
	0.08

	
	Firmicutes
	33.08
	29.32
	0.68

	
	Actinobacteria
	25.05
	12.73
	0.07

	
	Bacteroidetes
	8.02
	5.21
	0.15

	Family level
	Enterobacteriaceae
	8.15
	14.79
	0.39

	
	Bifidobacteriaceae
	13.84
	4.76
	0.15

	
	Phyllobacteriaceae
	3.78
	14.40
	0.07

	
	Lactobacillaceae
	14.36
	1.48
	0.03



