	Supplementary Table S1: The secondary structure prediction of the DNA methyltransferase proteins of Dermacentor silvarum and Haemaphysalis longicornis

	Protein name
	Composition (%)
	Solvent accessibility (%)

	
	α-Helix
	β-sheet
	Random coil
	Exposed
	Buried
	Intermediate

	DsDnmt
	21.87
	8.53
	69.60
	44.00
	48.27
	7.73

	DsDnmt1
	24.04
	15.85
	60.11
	51.37
	38.25
	10.38

	HlDnmt1
	30.80
	3.49
	65.71
	67.56
	25.05
	7.39

	HlDnmt
	9.50
	15.08
	75.42
	45.44
	46.18
	8.38
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