
Supplementary Figures and Figure legends 

 

 

Sup Figure.1 . The analysis of 16 circadian clock-related genes in OV using TCGA 

datasets. T: Tumor; N:normal.  

 

 



 

 

Sup Figure. 2. The analysis of TIM mRNA and protein expression. (A) Analysis of 

TIM mRNA expression in different tissues. (B) Comparison TIM mRNA expression in 

tumor tissues compared to normal tissues in Pan-cancer. (C) Analysis of TIM mRNA 

expression in different tumor grades and disease stages of OV using CPTAC samples. 

(D) Analysis of TIM protein expression in different tumor grades and disease stages of 

OV using CPTAC samples.  



 

 

Sup Figure. 3. The analysis of tumor immune microenvironment in OV. (A) The 

correlation analysis between TIM expression and different immune cell infiltration. (B) 

The mRNA expression levels of several chemokines in OV and normal tissue were 

analyzed by TIMER.  


