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Name Accession Description Interval E-value
[+] Glyco_hydro_1 pfam00232 Glycosyl hydrolase family 1 14-45% 5.05e-151
[+] BGL TG 6 beta-galactosidase; 17-485 6.34e-138
[+] BalB COGZ Beta-glucosidase/G-phospho-beta-glucosidase/beta-galactosidase [Carbohydrate transportand ... 15-488 4072134
[+] PLND2314 PLNO2814 beta-glucosidase 1-494 4302106

FIGURE S1 | RT-PCR amplification of the open reading frame (ORF) of VmGIlu2 (a)
and conserved domains of VmGIu2 (b). The domain of VmGIu2 was predicted using

NCBI’s conserved domain database.
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FIGURE S2 | Gene deletion verification of VmGIlu2 by PCR and Southern blot analysis.
(a) Detection of VmGIu2 detection mutants by PCR with detection primer pairs with
primer pair VmGIlu2-1-F/R (detection of fusion segment). (b) Detection of VmGIlu2
detection mutants by PCR with four primer pairs. Lane 1 and 5, VmGIlu2-Up-F/HPH-R
(detection of upstream of VmGIu2 and HPH gene); Lane 2 and 6, HPH-F/VmGIlu2-
Down-R (detection of HPH gene and downstream of VmGIu2); Lane 3 and 7, HPH-
F/HPH-R (detection of HPH resistance gene); Lane 4 and 8, VmGIlu2-F/VmGIlu2-R
(detection of VmGIu2 gene). (c) Further confirmation of VmGIu2 gene deletion mutants

by Southern blot.
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FIGURE S3 | Detection of complementation strains by PCR and RT-PCR. (a) The
primer pair VmGIlu2-1D-F/R was used to detect the complementary fragments by PCR
from the genomic DNA of VmGIu2 gene complementation strains. (b) Detection of
VmGIu2 from the wild-type strain, VmGIlu2 deletion mutants and complementation

strains by RT-PCR. The housekeeping gene EF1-a was used as control.
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FIGURE S4 | Detection of gene overexpression (OE) transformants by PCR. The

primer pair VmGIlu2-1D-F/R was used to detect VmGIlu2 overexpression transformants.



