Supplementary Figures
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Supplementary Figure 1: Vector information and partial promoter sequence of human FSTL3 gene (NM_005860), showing 3 potential YAP1 binding sites (boxes).
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[bookmark: _Hlk57213990]Supplementary Figure 2: The data from various databases identified increased FSTL3 expression as a poor prognostic factor in CRC.
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[bookmark: _Hlk57213998]Supplementary Figure 3: Analysis in GEPIA database (http://gepia.cancer-pku.cn/) illustrated that expression of FSTL3 is obviously related to EMT-connected proteins, including CDH1, CDH2, FN1 and VIM in CRC tissues.
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[bookmark: _Hlk57214009]Supplementary Figure 4: Analysis in GEPIA database (http://gepia.cancer-pku.cn/) illustrated that β-Catenin expression is significantly associated with proteins related to aerobic glycolysis, including SLC2A1, LDHA, HK2 and PKM.
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Supplementary Figure 5: Analysis in GEPIA database (http://gepia.cancer-pku.cn/) illustrated that FSTL3 expression is positively associated with expression of SLC2A1, LDHA and PKM, but negatively related to HK2.
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The Luciferase reporter assay:

Vector information (GV238): General: 4818bp; firefly luciferase: 88-1740; SV40 late
poly (A): 1772-1993; Ampr: 3080-3940; f1 ori: 4072-4527; Synthetic poly (A): 4658-
4811.

FSTL3 (NM_005860-promoter):
CAGACAATGACCCTTTGATTCGCACAGCCCAGGCCGGAGTGGCCAAGCCACGGCGGGE
GTCAGGTCTTGGCCAAGGTCACACTGTCCAGCCCCCGCACATCCTCAGTGAGAACACA
GGGTCCCATCCCTGCCCCACTCCCCAATCCCGGGAGAGTCCCGGGGGAATGCCAGAGG
CCAAGGCCAGGTCGAGACGGCGGGGTGTCCCCCGTCAGTGAGAACACAGGGTCCTGT
GCCTGCCCCACTCCCCAAGCCGGGGAGATTCCCGGGGGAAATGCCAGAGGCCAAGGC
CAGGTCGAGACGGCGGGGTGTCCCCCCTCAGTGAGAACACAGGGTCCCGTCCCTGCC
CTGCTCCCCAAGCCGGGGAGATTCCCGGGGGAAATGCCAGAGGCCAAGGCCAGGTCG
AGACGGCGGGGTGTCCCCCCTCAGTGAGAATACAGGGTCCCGTCCCTGCCCTGCTCCC
CAAGCCGGGGAGATTCCCGGGGGAAATGCCAGAGGCCAAGGCCAGGTCAAGACGGC
GGGGTGTCCCCCCTCAGTGCCACTAAGGCAGAACTTGGCCCCTGGCCACTGGCTGCTG
GGGGACACAGGCTGGGCAGCTAAGGTGGAGGAAAIGGGTACAGGTGTGTCTTCTGTGG
GCACAGATCTCACTCAGGCCAGAGAAGGGGCTGTGCCGTGGGGCTGCTGGACACGTC
CGTTTCCACCTGCGGGGTGGGCAATGCCGGCACAGCGAGTGGCCAGACACAGGCATG
CCCAGCAGACACCCAACCGCTCTCCACCACCTCAACCTTCTGTATTTTCCTGAAAGCAT
TTACCACTCCTTGAAGTTATAGATTAATTTGTCTCTGCATTTTGTTGTCCAAACCAGGAG
CTCGGTGAGGGTGTGATGGGGTCTGCCTTGGTCACCGTGGCACCCCAGCACCCCGCAG
GGTCCCTCTGGCCAAAAGAGATGTTCACTGATGCCCTAGAAGCAGGAACAGAGGGGC
TCCCCTGCGCTCGCCAAGGGCGCCTGACAAATCTGGAGGCCCCCATGACAGAATCAGC
TCCAGAGTAGGAAATGTGTCTGGCTGCACGAAAGCCCCCTCGGGCGCAGCGCCTCCA
GGCCCACGCAGATGTCGCTGTCATACATTGTTGGAAACGCCTCTGCTGGAAACAGTGT
TTGCTGAATCTTGGAGGGAGAGGAAAAAACCTAGTAAACATTCTTGTTGAGGTGATCT
GGGGGAATGTCTGCAAAGGCTTGGAGGGCTGATGGGGCAGAGCTGCCCAGGGGCCCA
GGACAAAGGCCAGGCGTGCGCGCGCACACACACACACACACACACACACACACGCA
GTGGCCTCCCTGGGGGCCGTGGCTGGGCGAGGCCTGCTGTTGTCCGAGATGCTGGAA
GGAGCTGTGTCTCTGGGTCTGTCCCGGCCGCACCCCGTTCTGTCCCACACCCAACCAC
TCCCCACCCACAGGCCGGCTCCAGCGGCCAGGTGGACGGGTGCGCGGCCCGCGCTGT
GAGCAGGGAACCATATCCAGCTGAGGTTTTGGGTGTGTGGGGCGGGTCGGGAACAAG
GAGGCCGGGTTGGGGGGCTCAGACCACACTTGGACCATGAAAGTGACCACATGCAAA
TCACAGAAACGGGATGCAGGGATCCACAGACGTGCTCCTCTTGGGTCCCCGTTACCTC
ACCGCCACCCCTGAAACTGAAGACCCCCAAACCCACTTTAATTCCTGGAGACGGCCCC
TCGATCCACCCAAAAGGCTGCCACCACCTCGAACCCACACCCCTGTCCCGGTTCCGCCC
CTGGGTCCAGCCACATCTCCCCAAATGCATTCTCTGGCTCCGGAAGGGGACCCGGGCG
CTCGCCCCCAACTGCCCCCCGCAGCGGCCGGGCCCGGCGCCTGCCCALCCCCGCECAG
GACACGGCCTCGCCCCCGCCACTCCCGCGLCCGLGCeCaececaraececareceacc
CGCGGCCCGCGGGACCTTTATAGGGAGCGCCGGCCGCGCGCTGGGAAGTCGGTGCCG
CTGCCGTCTCTGCGTTCGCC

The potential binding site of YAP1: IAGGAAAI
YAPI1: Matrix ID: MAO0415.1; Predicted sequence: AGGAAAATACAGAAGGTTGA
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