	Number
	Mutation location
	Primer

	1
	chr12: 49430910
	F: 5'  TTTCTGCCTCTACCACTAGTATGAT  3'

	1
	chr12: 49430910
	R: 5'  ACAGCCAGTGCTATCACAGAAG  3'

	2
	chr12: 49448190
	F: 5'  CCCAGTATACCCATGGTCCTT  3'

	2
	chr12: 49448190
	R: 5'  ACCTGCCCACCTAGGAGAAC  3'    

	3
	chr12: 49437145
	F: 5'  CCAGCCTCCAACACTGACAA  3'

	3
	chr12: 49437145
	R: 5'  TGTGGGACTGGAGACCTGTTC  3'   

	4
	chr12: 49426775
	F: 5'  GCTGAGGAGACAGTAAAGTTCGA  3'

	4
	chr12: 49426775
	R: 5'  CTGATGTCACACAGTGGGCA  3'     

	5
	chr12: 49447259
	F: 5'  AGGTGCACATGGAACATTACAGT  3'

	5
	chr12: 49447259
	R: 5'  CTGTACCAGCTGTGGGCATC  3'   

	6
	chr12:49444112
	F: 5'  CCTAGGCCAGAGAAGTCATCC  3'

	6
	chr12:49444112
	R: 5'  CTACCACTGTCCGTTCCCTC  3'

	7
	chr12:49444568
	F: 5'  AGTGCAGTTAGCTTCTGGTGGA  3'

	7
	chr12:49444568
	R: 5'  GGTAAGGGGATGTTAGTACTCTGTT  3'


Supplementary Table 1: Primers for KMT2D mutations 

     

