	Sample name
	Assembly length (bp)
	No. of contigs
	GC (%)
	Contigs N50
	Completeness (%)
	Coverage

	RO1
	4224738
	92
	40
	92363
	98.85
	217

	RO2
	4154828
	57
	40
	118722
	98.56
	268

	RO3
	4223915
	34
	43
	226369
	98.56
	238


Table S1. Sample and sequencing statistics
