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Supplementary Figure 1. Stacked barplots illustrating the different outcomes of GxG based on the mode of seed dispersal of the studied species (with and without Arabidopsis thaliana). The number of studies found supporting each type of interaction are indicated within each stack.
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[bookmark: _GoBack]Supplementary Figure 2. Stacked barplots illustrating the different outcomes of GxG based on the geographic scale of sampling (genotypes collected from one population vs. multiple populations: with and without Arabidopsis thaliana). The number of studies found supporting each type of interaction are indicated within each stack.
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