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Supplementary Figure 1. GO term classification of DEGs following NRP1 knockdown. (A) Bubble plot of GO terms of upregulated DEGs 
and (B) downregulated DEGs, including biological process (BP), cellular component (CC), and molecular function (MF). GO term description 
was assigned to y-axis and gene ratio was assigned to horizontal axis as the proportion of differential genes in the whole gene set. The dot size 
represents the gene counts in a certain GO term.


