A list of the Archaeplastida species in the genomic dataset, a four-letter species code, a drought adaptation status, the literature for any drought status and the cultivation status. For the drought adaptation status, plants were characterised as drought adapted, drought sensitive or for plants, with no clear response drought response uncertain. For the cultivation status, plant were defined as wild, cultured or cultivated. These were defined based on evidence from the genome papers of these species.  
	Species
	Species Code
	Drought status
	Source
	Cultivation

	Galdieria sulphuraria
	gsul
	Drought response uncertain
	NA

	Cultivated

	Galdieria phlegrea
	gphl
	Drought response uncertain
	NA

	Wild

	Cyanidioschyzon merolae
	cmer
	Drought response uncertain
	NA

	Cultured

	Porphyridium purpureum
	ppur
	Drought response uncertain
	NA

	Cultured

	Cyanophora paradoxa
	cpar
	Drought response uncertain
	NA

	Cultured

	Bathycoccus prasinos 
	bpra
	Drought response uncertain
	NA

	Wild

	Ostreococcus lucimarinus
	oluc
	Drought response uncertain
	NA

	Cultured

	Ostreococcus tauri
	otau
	Drought response uncertain
	NA

	Cultured

	Micromonas commoda
	mcom
	Drought response uncertain
	NA

	Cultured

	Micromonas pusilla
	mpus
	Drought response uncertain
	NA

	Cultured

	Auxenochlorella protothecoides
	apro
	Drought response uncertain
	NA

	Cultured

	Chlorella variabilis 
	cvar
	Drought response uncertain
	NA

	Cultured

	Picochlorum sp.
	psp.
	Drought response uncertain
	NA

	Cultivated

	Coccomyxa subellipsoidea
	csub
	Drought response uncertain
	NA

	Cultured

	Chromochloris zofingiensis
	czof
	Drought response uncertain
	NA

	Cultured

	Gonium pectorale
	gpec
	Drought response uncertain
	NA

	Cultured

	Volvox carteri
	vcar
	Drought adaptation
	(Jaenicke and Gilles, 1982)
	Cultured

	Chlamydomonas reinhardtii
	crei
	Drought response uncertain
	NA

	Cultured

	Chlamydomonas eustigma
	ceus
	Drought response uncertain
	NA

	Wild

	Klebsormidium flaccidum 
	kfla
	Drought adaptation
	(Holzinger and Becker, 2015)
	Cultured

	Marchantia polymorpha
	mpol
	Drought adaptation
	(Bowman et al., 2017)
	Wild

	Physcomitrella patens
	ppat
	Drought adaptation
	(Li et al., 2017b)
	Wild

	Selaginella moellendorffii
	some
	Drought sensitive
	(Dinakar and Bartels, 2013)
	Wild

	Ginkgo biloba
	gbil
	Drought adaptation
	(Shan-An et al., 1997)
	Wild

	Picea abies 
	pabi
	Drought adaptation
	(Kohler et al., 2010)
	Cultivated

	Gnetum montanum
	gmon
	Drought sensitive
	(Wan et al., 2018a)
	Wild

	Amborella trichopoda
	atri
	Drought response uncertain
	NA
	Wild

	Spirodela polyrhiza
	spol
	Drought sensitive
	(Cheng, 2011)
	Wild

	Zostera marina
	zmar
	Drought sensitive
	(Leuschner and Ellenberg, 2017)
	Wild

	Zostera muelleri
	zmue
	Drought sensitive
	(Lee et al., 2016)
	Wild

	Dioscorea rotundata
	drot
	Drought adaptation
	(Loko et al., 2015)
	Cultivated

	Apostasia shenzhenica
	ashe
	Drought adaptation
	(Zhang et al., 2017)
	Wild

	Dendrobium catenatum
	dcat
	Drought adaptation
	(Wan et al., 2018b)
	Wild

	Phalaenopsis equestris
	pequ
	Drought adaptation
	(Wan et al., 2018b)
	Cultivated

	Asparagus officinalis
	aoff
	Drought adaptation
	(Whitmore, 2000)
	Cultivated

	Phoenix dactylifera 
	pdac
	Drought adaptation
	(Safronov et al., 2017)
	Cultivated

	Elaeis guineensis
	egui
	Drought adaptation
	(Murugesan et al., 2017)
	Cultivated

	Cocos nucifera
	cnus
	Drought adaptation
	(Gomes and Prado, 2007)
	Cultivated

	Ananas comosus
	acom
	Drought adaptation
	(Ming et al., 2015)
	Cultivated

	Oryza brachyantha
	obra
	Drought response uncertain
	NA

	Wild

	Oryza punctata
	opun
	Drought response uncertain
	NA

	Wild

	Oryza glumipatula
	oglu
	Drought response uncertain
	NA

	Wild

	Oryza rufipogon
	oruf
	Drought adaptation
	(Biaolin et al., 2010)
	Wild

	Oryza meridionalis
	omer
	Drought adaptation
	(Vaughan et al., 2003)
	Wild

	Oryza barthii
	obar
	Drought response uncertain
	NA

	Wild

	Oryza glaberrima
	ogla
	Drought adaptation
	(Bimpong et al., 2011)
	Cultivated

	Oryza nivara
	oniv
	Drought response uncertain
	NA

	Wild

	Oryza sativa Indica
	osai
	Drought sensitive
	(Wei et al., 2016)
	Cultivated

	Oryza sativa Japonica
	osaj
	Drought sensitive
	(Wei et al., 2016)
	Cultivated

	Leersia perrieri
	lper
	Drought response uncertain
	NA

	Wild

	Phyllostachys edulis
	pedu
	Drought adaptation
	(Wu et al., 2018b)
	Wild

	Brachypodium distachyon
	bdis
	Drought adaptation
	(Bertolini et al., 2013)
	Cultivated

	Hordeum vulgare
	hvul
	Drought response uncertain
	NA

	Cultivated

	Aegilops tauschii
	atau
	Drought response uncertain
	NA

	Cultivated

	Triticum urartu
	tura
	Drought response uncertain
	NA

	Cultivated

	Triticum aestivum
	taes
	Drought sensitive
	(He et al., 2009)
	Cultivated

	Triticum turgidum
	ttur
	Drought response uncertain
	NA

	Wild

	Lolium perenne
	lpee
	Drought adaptation
	(Cheplick et al., 2000)
	Cultivated

	Echinochloa crus-galli
	ecru
	Drought response uncertain
	NA

	Wild

	Setaria italica
	sita
	Drought adaptation
	(Li et al., 2014)
	Cultivated

	Zea mays
	zmay
	Drought sensitive
	(Agrama and Moussa, 1996)
	Cultivated

	Sorghum bicolor
	sbic
	Drought adaptation
	(Abdel-Ghany et al., 2020)
	Cultivated

	Eragrostis tef
	etef
	Drought adaptation
	(Degu et al., 2008)
	Cultivated

	Zoysia japonica
	zjap
	Drought adaptation
	(Patton et al., 2017)
	Cultivated

	Zoysia matrella
	zmat
	Drought adaptation
	(Ntoulas et al., 2012)
	Cultivated

	Zoysia pacifica
	zpac
	Drought adaptation
	(Patton et al., 2017)
	Cultivated

	Oropetium thomaeum
	otho
	Drought adaptation
	(Vanburen et al., 2015)
	Wild

	Musa itinerans
	miti
	Drought adaptation
	(Wu et al., 2018a; Kew Science, 2020b)
	Wild

	Musa balbisiana
	mbal
	Drought adaptation
	(Nansamba et al., 2020)
	Wild

	Musa acuminata
	macu
	Drought response uncertain
	NA

	Wild

	Eschscholzia californica
	ecal
	Drought adaptation
	(Wilts et al., 2018)
	Cultivated

	Macleaya cordata
	mcor
	Drought response uncertain
	NA

	Wild

	Nelumbo nucifera
	nnuc
	Drought response uncertain
	NA

	Cultivated

	Kalanchoe fedtschenkoi
	kfed
	Drought adaptation
	(Yang et al., 2017b)
	Cultivated

	Rhodiola crenulata
	rcre
	Drought adaptation
	(Zhang et al., 2019)
	Wild

	Vitis vinifera
	vvin
	Drought adaptation
	(Gambetta et al., 2020)
	Cultivated

	Lupinus angustifolius
	lang
	Drought adaptation
	(Jensen and Henson, 1990; Kalandyk et al., 2017)
	Cultivated

	Arachis duranensis
	adur
	Drought adaptation
	(Guimarães et al., 2012)
	Wild

	Arachis ipaensis
	aipa
	Drought adaptation
	(Azevedo Neto et al., 2010)
	Wild

	Cajanus cajan 
	ccaj
	Drought adaptation
	(Varshney et al., 2012)
	Cultivated

	Phaseolus angularis 
	pang
	Drought adaptation
	(Cortés et al., 2013)
	Cultivated

	Phaseolus vulgaris
	pvul
	Drought response uncertain
	NA

	Cultivated

	Vigna radiata
	vrad
	Drought adaptation
	(Iseki et al., 2018)
	Cultivated

	Glycine max
	gmax
	Drought sensitive
	(Wang et al., 2017)
	Cultivated

	Glycine soja 
	gsoj
	Drought adaptation
	(Ji et al., 2010)
	Cultivated

	Cicer arietinum
	cari
	Drought adaptation
	(Varshney et al., 2014)
	Cultivated

	Medicago truncatula
	mtru
	Drought response uncertain
	NA

	Cultivated

	Trifolium pratense
	tpra
	Drought response uncertain
	NA

	Cultivated

	Fragaria vesca
	fves
	Drought response uncertain
	NA

	Cultivated

	Prunus avium
	pavi
	Drought response uncertain
	NA

	Cultivated

	Prunus mume
	pmum
	Drought response uncertain
	NA

	Cultivated

	Prunus persica
	pper
	Drought sensitive
	(Eldem et al., 2012)
	Cultivated

	Pyrus bretschneideri
	pbre
	Drought adaptation
	(Cao et al., 2018)
	Cultivated

	Pyrus communis
	pcom
	Drought adaptation
	(Paudel et al., 2019)
	Cultivated

	Malus domestica
	mdom
	Drought response uncertain
	NA

	Cultivated

	Ziziphus jujuba
	zjuj
	Drought adaptation
	(Cruz et al., 2012)
	Cultivated

	Morus notabilis
	mnot
	Drought response uncertain
	NA

	Wild

	Cucurbita maxima
	cmax
	Drought adaptation
	(Yasar et al., 2014)
	Cultivated

	Cucurbita moschata
	cmos
	Drought adaptation
	(Cao et al., 2017)
	Cultivated

	Citrullus lanatus
	clan
	Drought sensitive
	(Zhang et al., 2011)
	Cultivated

	Lagenaria siceraria
	lsic
	Drought adaptation
	(Mashilo et al., 2017)
	Cultivated

	Cucumis melo
	cmel
	Drought adaptation
	(Kusvuran, 2012)
	Cultivated

	Cucumis sativus
	csat
	Drought sensitive
	(Wang et al., 2012)
	Cultivated

	Populus trichocarpa
	ptri
	Drought adaptation
	(Tang et al., 2015)
	Cultivated

	Populus pruinosa
	ppru
	Drought adaptation
	(Yang et al., 2017a)
	Wild

	Linum usitatissimum
	lusi
	Drought sensitive
	(Dash et al., 2014)
	Cultivated

	Jatropha curcas
	jcur
	Drought adaptation
	(Sapeta et al., 2016)
	Cultivated

	Manihot esculenta
	mesc
	Drought adaptation
	(Okogbenin et al., 2013)
	Cultivated

	Hevea brasiliensis
	hbra
	Drought adaptation
	(Kew Science, 2020a; Plants for a Future, 2020)
	Cultivated

	Ricinus communis
	rcom
	Drought response uncertain
	NA

	Cultivated

	Cephalotus follicularis 
	cfol
	Drought response uncertain
	NA

	Wild

	Punica granatum 
	pgra
	Drought adaptation
	(Catola et al., 2016)
	Cultivated

	Eucalyptus grandis
	egra
	Drought response uncertain
	NA

	Wild

	Dimocarpus longan
	dlon
	Drought adaptation
	(Wiriya-Alongkorn et al., 2013)
	Cultivated

	Atalantia buxifolia
	abux
	Drought adaptation
	(Newton and Goodin, 1989)
	Wild

	Citrus clementina
	ccle
	Drought response uncertain
	NA

	Cultivated

	Citrus sinensis
	csin
	Drought response uncertain
	NA

	Cultivated

	Citrus ichangensis
	cich
	Drought response uncertain
	NA

	Wild

	Citrus medica
	cmed
	Drought response uncertain
	NA

	Cultivated

	Carica papaya
	cpap
	Drought response uncertain
	NA

	Cultivated

	Tarenaya hassleriana 
	thas
	Drought adaptation
	(Kocacinar, 2015)
	Cultivated

	Eutrema salsugineum 
	esal
	Drought adaptation
	(Yang et al., 2013)
	Wild

	Thellungiella parvula
	tpar
	Drought adaptation
	(Griffith et al., 2007)
	Wild

	Brassica napus
	bnap
	Drought response uncertain
	NA

	Cultivated

	Brassica oleracea
	bole
	Drought response uncertain
	NA

	Cultivated

	Brassica rapa 
	brap
	Drought response uncertain
	NA

	Cultivated

	Sisymbrium irio
	siri
	Drought response uncertain
	NA

	Wild

	Barbarea vulgaris
	bvug
	Drought response uncertain
	NA

	Wild

	Capsella rubella
	crub
	Drought response uncertain
	NA

	Cultivated

	Capsella grandiflora
	cgra
	Drought response uncertain
	NA

	Wild

	Arabidopsis thaliana
	atha
	Drought sensitive
	(Marín‐de la Rosa et al., 2019)
	Cultivated

	Arabidopsis lyrata
	alyr
	Drought response uncertain
	NA

	Wild

	Theobroma cacao 
	tcac
	Drought sensitive
	(Bae et al., 2008)
	Cultivated

	Corchorus capsularis
	ccap
	Drought sensitive
	(Yang et al., 2017c)
	Cultivated

	Corchorus olitorius
	coli
	Drought adaptation
	(Yang et al., 2017c)
	Cultivated

	Durio zibethinus
	dzib
	Drought sensitive
	(Wan Nazri et al., 2014)
	Cultivated

	Gossypium arboreum
	garb
	Drought adaptation
	(Maqbool et al., 2009)
	Cultivated

	Gossypium hirsutum
	ghir
	Drought sensitive
	(Li et al., 2017a)
	Cultivated

	Gossypium raimondii
	grai
	Drought sensitive
	(Chen et al., 2013)
	Cultivated

	Fagopyrum esculentum
	fesc
	Drought sensitive
	(Jamwal et al., 2015)
	Cultivated

	Dianthus caryophyllus
	dcay
	Drought adaptation
	(Wan et al., 2015)
	Cultivated

	Beta vulgaris
	bvul
	Drought sensitive
	(Pidgeon et al., 2006)
	Cultivated

	Spinacia oleracea 
	sole
	Drought sensitive
	(Schwab and Heber, 1984)
	Cultivated

	Chenopodium quinoa
	cqui
	Drought adaptation
	(Al-Naggar et al., 2017)
	Cultivated

	Amaranthus hypochondriacus 
	ahyp
	Drought adaptation
	(Sunil et al., 2014)
	Cultivated

	Camptotheca acuminata
	cacu
	Drought response uncertain
	NA

	Wild

	Camellia sinensis
	csie
	Drought sensitive
	(Liu et al., 2016)
	Cultivated

	Actinidia chinensis
	achi
	Drought sensitive
	(Mills et al., 2009)
	Cultivated

	Lactuca sativa
	lsat
	Drought sensitive
	(Kizil et al., 2012)
	Cultivated

	Erigeron breviscapus
	ebre
	Drought response uncertain
	NA

	Cultivated

	Helianthus annuus
	hann
	Drought adaptation
	(Badouin et al., 2017)
	Cultivated

	Panax ginseng
	pgin
	Drought response uncertain
	NA

	Cultivated

	Daucus carota
	dcar
	Drought response uncertain
	NA

	Cultivated

	Coffea canephora
	ccan
	Drought sensitive
	(Cheserek and Gichimu, 2012)
	Cultivated

	Calotropis gigantea
	cgig
	Drought adaptation
	(Tezara et al., 2011; Mutwakil et al., 2017)
	Wild

	Fraxinus excelsior
	fexc
	Drought adaptation
	(Dobrowolska et al., 2011)
	Wild

	Olea europaea
	oeur
	Drought adaptation
	(Sofo, 2011)
	Cultivated

	Boea hygrometrica
	bhyg
	Drought adaptation
	(Xiao et al., 2015)
	Wild

	Mimulus guttatus
	mgut
	Drought sensitive
	(Hughes et al., 2001)
	Cultivated

	Sesamum indicum
	sind
	Drought adaptation
	(Golestani and Pakniyat, 2015; Dossa et al., 2017)
	Cultivated

	Handroanthus impetiginosus
	himp
	Drought adaptation
	(Dombroski et al., 2014)
	Wild

	Genlisea aurea
	gaur
	Drought response uncertain
	NA

	Wild

	Utricularia gibba
	ugib
	Drought response uncertain
	NA

	Wild

	Ipomoea nil 
	inil
	Drought response uncertain
	NA

	Cultivated

	Ipomoea trifida
	itri
	Drought response uncertain
	NA

	Wild

	Petunia inflata
	pinf
	Drought response uncertain
	NA

	Cultivated

	Petunia axillaris
	paxi
	Drought response uncertain
	NA

	Cultivated

	Nicotiana obtusifolia 
	nobt
	Drought adaptation
	(Su et al., 2017)
	Wild

	Nicotiana sylvestris 
	nsyl
	Drought response uncertain
	NA

	Cultivated

	Nicotiana tabacum
	ntab
	Drought response uncertain
	NA

	Cultivated

	Nicotiana tomentosiformis
	ntom
	Drought response uncertain
	NA

	Wild

	Solanum lycopersicum
	slyc
	Drought sensitive
	(Mishra et al., 2016)
	Cultivated

	Solanum pennellii
	spen
	Drought adaptation
	(Egea et al., 2018)
	Wild

	Solanum pimpinellifolium
	spim
	Drought response uncertain
	NA

	Wild

	Solanum tuberosum
	stub
	Drought sensitive
	(Boguszewska-Mańkowska et al., 2018)
	Cultivated

	Capsicum annuum 
	cann
	Drought adaptation
	(Sahitya et al., 2019)
	Cultivated

	Capiscum baccatum
	cbac
	Drought response uncertain
	NA

	Cultivated

	Capiscum chinense
	cchi
	Drought response uncertain
	NA

	Cultivated
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