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{A) Acinetobacter baumannii ATCC 17978 (B) Staphylococcus aurens BCRC 10777
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(C) Staphylococeus epidermidis ATCC 14990
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Fig. S1. Plots of cell number versus optical density at 600 nm of bacteria in MHB medium. (A)
Acinetobacter baumannii ATCC 17978, (B) Staphylococcus aureus BCRC 10777, and (C)
Staphylococcus epidermidis ATCC 14990. For the MIC measurement, the bacterial broth was
diluted in MHB to give a cell density of 1~2 x10® CFU/mL (ODe00=0.38~0.4 for Acinetobacter
baumannii ATCC 17978; ODe00=0.033 for Staphylococcus aureus BCRC 10777; and

ODe00=0.14~0.18 for Staphylococcus epidermidis ATCC 14990).



(A) Staphylococcus aureus BCRC10777
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(B) Staphylococcus epidermidis ATCC 14990
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Fig. S2. MIC and MBC values of the AMPs against gram-positive Staphylococcus aureus and

Staphylococcus epidermidis.
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Fig. S3. Representative TLC image of the extracted bacterial membrane lipids of A. baumannii

ATCC 17978 and Enterococcus faecalis OR1RF ATCC 47077. 1, A. baumannii; 2, A. baumannii

+ standard lipids; 3, standard lipids; 4, E. faecalis + standard lipids; and 5, E. faecalis.



(A) Biofilm inhibition assay
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Fig. S4. (A) Biofilm inhibition assay of pepD2, pepdD2, pepl2, and pepD3 against Acinetobacter

baumannii ATCC 17978. Three peptide concentrations (1/2 MIC, MIC, and 2x MIC) of each

peptide were tested. The bacterial culture without the addition of any peptide is marked as “No

treatment”. The negative control was LB broth without bacteria. (B) Biofilm eradication assays of

pepl2. Three peptide concentrations, 1, 2, and 4 pg/mL (1/2 MIC, MIC, and 2x MIC), of pepl2

were tested. The biofilm without peptide treatment is marked “control”. N=3 for both assays.
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Fig. S5. The effect of aromatic residues on the antimicrobial activity and cytotoxicity of the AMPs.

PepD3 sequence: Ac-WKKLKKLLKKL-NHz; pepD3Y sequence: Ac-YKKLKKLLKKL-NHo.

(A) MIC and MBC against A. baumannii 17978. Each concentration was tested 3-5 times, and

each time, at least 3 repeats were used. The median of the data is displayed as a line. (B) HEK 293

cytotoxicity. Each concentration was tested independently 3 times, and each time, 3 repeats were

used. The data are expressed as the mean + SD.



