
1 / 6

Comprehensive characterization of integrin subunit genes in

human cancers

Supplementary Figures

Figure. S1 Related to Figure. 1F ....................................................................................................2

Figure. S2 Related to Figure. 3.......................................................................................................3

Figure. S3 Related to Figure. 5.......................................................................................................4

Figure. S4 Related to Figure. 5.......................................................................................................5

Figure. S5 Related to Figure. 5.......................................................................................................6



2 / 6

Figure. S1 Related to Figure. 1F

The gene list of gene trees in Figure.1F.
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Figure. S2 Related to Figure. 3

(A) Boxplot showing the expression of ITGA8 and ITGAX group by normal, wild-type and mutant

samples in LUAD. (B) Boxplot showing the expression of ITGAV and ITGB4 for normal, wild-type

and mutant samples in STAD. (C) Boxplot showing the expression of ITGA1, ITGA7 and ITGA8

grouped by normal, wild-type and mutant samples in UCEC. Boxplots show median, quartiles, min and

max. P values of boxplots are based on the Kruskal–Wallis test.
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Figure. S3 Related to Figure. 5

(A) Cox survival models for ITGA11 and TNM staging indexes in TCGA STAD dataset. (B) Boxplot

showing the expression of ITGA11 grouped by T stage, N stage and tumor grade in STAD samples

from the TCGA dataset. Boxplots show median, quartiles, min and max. P values of boxplots are based

on the Kruskal–Wallis test.
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Figure. S4 Related to Figure. 5

GSEA plot for of KEGG PATHWAYS IN CANCER, HALLMARK EPITHELIAL MESENCHYMAL

TRANSITION and HALLMARK INFLAMMATORY RESPONSE signatures in tumor samples of

STAD from the TCGA and GSE66229 datasets based on ITGA11 expression.
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Figure. S5 Related to Figure. 5

Scatterplot for the correlation between expression of ITGA11 and representative EMT markers in

tumor samples of STAD from the TCGA and GSE66229 datasets.


