Prognostic implication of the m®A RNA methylation regulators in rectal cancer
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Supplementary figures
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Supplementary Fig. 1 The expression of the 17 m°A regulator genes in the 6 paired rectal tumors and normal
rectal samples (paired T-tests). *P < 0.05, **P < 0.01, and ***P< 0.001.
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Supplementary Fig. 2 Comparison of overall survival with differential expression of the 6 m°A regulators:
HNRNPA2B1, RBM15B, RBMX, METTL16, FMR1, and LRPPRC.



