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FEGCATCIEGTGEECTCCTTCTCCTCCCCCAGECAAGCTECAGCATTITGAGAGTGE CCGATGGCAGACGGTGGC

CCCCTCAGAGCAGCAAAAGCTGAATAAACTGGATGGGCAAGTATGGATCGCCCTGTACAATCTACTGCTCAGCCC
TGAGGCCCGAGCCCGTTACTGCCTTACAAGCTTTGCCAAGGGACAGCTGCTTAAGGTGGAGAACTCAATGACCCC
GCCCAGCCCCACTGCCCCCCTGCCCAGACCCACEEEECAGEEEATCETGEECTETCEETGTCCCCTTTCCACRAC
TTGGGCTTCAGGCATCGACAGGGGAGCTGGTAAGATGCAAACCCTCCAAGGAC GCTCAGCCCAATTTCAGGACTT
CCTGTCTCTTGGCCCTCTGGCTAGGAACAGTTAGTTTCTCAATGGCCTTCCCTGGATCTCTTGCAGCTTCAGGCC

TTCCTCACTGACACACTACTCGACCAGTTGCCCAATCTTGCCGATC TGAAGGGTTi i-
CTTGG

GACGGTGGTCCACTTTTCCGGCTCCTTCCTCCCTGTCTCCATTACACTTTTTTAGATCCCAGARATCTGGGATCG
CCTGGAGAGAGAGAACAAAGGGAAATGGCAGGCTATCGCCAAGCACCAGCTTCAGCACGTATTCAGCCTCTCGGA
GAAGGATCTTCGTCAACAAGCACAGAGGTAAAGTCCACTGAGTGGCTGAAGTCACGTGCAT

CGGAGAGGCCCCGCTGCGGCTACTGCAACGCAGA
GGCCTCCAAGCGCTGCTCCAGATGCCAGAATGTGTGGTATTGCTGCAGGTGAGGCGATCCTGGGACCTTAGTTGC
CCCCCTAAGCTCCAACCCTGGGTTCTCCTACAACCCCTGTCATTGTCATGCAACCCACCCCGCTGCAGGGAGTGT
CAAGTCAAGCACTGGGAGAAGCACGGAAAGACATGTGTTCTAGCAGCCCAAGGTGACAGAGCCAAGTGAAGGCCG
TAGCTGCCGAGGGCCGACAGAAGAGCGCACCCAGACTGTGACTGAGCTTCAGGGACTCGTGGCTCGCCCCTGTCA
GACCTCAATTTCCCTGGTGAGCACAGCTGAGTCAAGTAGAGCTGCAAACCACCACACTCTTCACTTCCTGCCCCA
CCCAGCGAATACGCAGAGGACCAGGCCACAGCATCAGCAAACTGGCAGACAGGGTTGGGGGGEGTGTAAGCAAGGGC
CGGATGTGGAGACCCTCTTCCTTTCGCACAATAAAGCAGACTCATGAAACGCAACAGTGTGGCGCTGTACAGTCA

TCCTTGGGGTCGGGGGAGAAGACTGGACGGARAGATTGGGAAGGGGCTCTTTGAAAGGGCCCACCCCTETGE T

GCCCCGCCCACAAGTCCACACGGTCGGCTCGCCTAGGGTTCCAGCGCGTCCTCCTCGGCTCTTTCCCGCCGCCCT

GCCTGGATCCTGGGGGCGGTGCCGAAGTCGCGGCCCGCCCTGCGGCCTCGCCCGCTC
ACGCGAGCTGGCACCGT

CCGGGCGCATCGGTCCAGGCCGTACCCGGCTGGAGCGTGCCAACGCTCTGCGCATCGCCCCGGGTACAACACGCA
ATCCGTCACAGCAGCACGTCCCGGGTCGTGGCCACCGTTTCCAGCCTGCAGGGCCCACCACGCACACGTGGTGCG

ACCTCTGTGGAGACTTCATCTGGGG  GTCGTGCGCARGGGCCTACAGTGC

Small Letters = Repeat Sequences; Capital Letters = Unique Sequence; Dark Gray= Regions not covered by Targeted
Sequencing Amplicons, Light Gray= Regions of Interest; CG= CG of interest >mm10. DNA range=chr9:107549843-
107551842 5'pad=0 3'pad=0 Estimated No. of amplicons: 8.
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Collagen 1 (Col1A1)
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