Supplementary Table 1. Free-ranging, Nearctic snakes reported in peer-reviewed literature with suspected or confirmed presence of Ophidiomyces ophidiicola and/or cases of ophidiomycosis, and outcomes or suspected outcomes of these cases. In the “species” column, species in bold are free-ranging, and un-bolded species indicate the snakes were originally free-ranging or captive, but were kept in captivity for the purposes of the described observations of ophidiomycosis. “Year” indicates the year(s) the samples were collected (not the publication year). 
	Species
	Citation
	Year
	# snakes examined/ sampled
	Presence of gross lesions?*
	qPCR/PCR/culture detection of Ophidiomyces ophidiicola?
	Presence of fungal hyphae in lesions?
	Diagnosis
	

	
	
	
	
	No
	Yes
	Proportion with gross lesions
	No
	Yes
	Proportion of samples positive with qPCR
	Total samples examined
	No
	Yes
	Negative
	Not Detected
	Detected
	Suspected Ophidiomycosis
	Ophidiomycosis
	Mortalities associated with ophidiomycosis

	Agkistrodon contortrix
	(McKenzie et al., 2019)
	2015–2016
	18
	9
	9
	0.5
	11
	7
	0.39
	NA
	NA
	NA
	0
	9
	0
	7
	0
	0

	Agkistrodon contortrix
	(Lorch et al., 2016)
	2013
	1
	0
	1
	1
	0
	1
	1
	1
	0
	1
	0
	0
	0
	0
	1
	1

	Agkistrodon contortrix
	(Snyder and Sutton, 2020)
	2017–2018
	32
	32
	0
	0
	26
	6
	0.17
	NA
	NA
	NA
	0
	26
	6
	0
	0
	0

	Agkistrodon contortrix
	(Haynes et al. 2020)
	2016–2018
	13
	11
	2
	0.15
	12
	1
	0.08
	NA
	NA
	NA
	0
	12
	0
	1
	0
	0

	Agkistrodon piscivorus
	(Snyder and Sutton, 2020)
	2017–2018
	3
	3
	0
	0
	3
	0
	0
	NA
	NA
	NA
	0
	3
	0
	0
	0
	0

	Agkistrodon piscivorus
	(Haynes et al. 2020)
	2016–2018
	39
	26
	13
	0.33
	28
	11
	0.28
	NA
	NA
	NA
	0
	28
	0
	11
	0
	0

	Carphophis amoenus 
	(Fuchs et al., 2020)
	2018
	7
	7
	0
	0
	5
	2
	0.29
	NA
	NA
	NA
	0
	5
	2
	0
	0
	0

	﻿Carphophis amoenus
	(McKenzie et al., 2019)
	2015–2016
	6
	2
	4
	0.67
	2
	4
	0.67
	NA
	NA
	NA
	0
	2
	0
	4
	0
	0

	Carphophis amoenus
	(Snyder and Sutton, 2020)
	2017–2018
	2
	2
	0
	0
	2
	0
	0
	NA
	NA
	NA
	0
	2
	0
	0
	0
	0

	Cemophora coccinea
	(Snyder and Sutton, 2020)
	2017–2018
	1
	1
	0
	0
	1
	0
	0
	NA
	NA
	NA
	0
	1
	0
	0
	0
	0

	Cemophora coccinea
	(Haynes et al. 2020)
	2016–2018
	28
	25
	3
	0.11
	27
	1
	0.04
	NA
	NA
	NA
	0
	27
	0
	1
	0
	0

	Coluber constrictor
	(Lorch et al., 2016)
	2012–2015
	6
	4
	2
	0.5
	4
	2
	0.33
	6
	2
	4
	2
	0
	0
	2
	2
	2

	Coluber constrictor
	(Guthrie et al., 2016)
	2014
	3
	1
	2
	0.67
	1
	2
	0.67
	2
	0
	2
	0
	0
	0
	2
	0
	0

	Coluber constrictor 
	(Fuchs et al., 2020)
	2018
	3
	1
	2
	0.67
	1
	2
	0.67
	NA
	NA
	NA
	0
	1
	0
	2
	0
	0

	Coluber constrictor
	(Hill et al., 2018)
	2015–2016
	4
	2
	2
	0.5
	2
	2
	0.5
	1
	0
	1
	2
	1
	0
	0
	1
	1 (Euthanized)

	﻿Coluber constrictor
	(McKenzie et al., 2019)
	2015–2016
	13
	5
	8
	0.62
	7
	6
	0.46
	NA
	NA
	NA
	0
	4
	1
	5
	0
	0

	Coluber constrictor
	(Snyder and Sutton, 2020)
	2017–2018
	1
	1
	0
	0
	1
	0
	0
	NA
	NA
	NA
	0
	1
	0
	0
	0
	0

	Coluber constrictor
	(Haynes et al. 2020)
	2016–2018
	57
	40
	17
	0.30
	50
	7
	0.12
	NA
	NA
	NA
	0
	50
	0
	7
	0
	0

	Coluber constrictor constrictor
	(Licitra et al., 2019)††††
	2015, 2017
	9
	6
	3
	0.33
	NR
	NR
	NR
	NR
	NR
	NR
	0
	0
	0
	3
	0
	0

	Coluber flagellum
	(Haynes et al. 2020)
	2016–2018
	25
	15
	10
	0.40
	25
	0
	0
	NA
	NA
	NA
	0
	25
	0
	0
	0
	0

	Crotalus adamanteus
	(Haynes et al. 2020)
	2016–2018
	25
	18
	7
	0.28
	19
	6
	0.24
	NA
	NA
	NA
	0
	19
	0
	6
	0
	0

	Crotalus horridus
	(Clark et al., 2011)†
	2006–2009
	40
	38
	2
	0.05
	NA
	NA
	NA
	NA
	NA
	NA
	NA
	NA
	NA
	NA
	NA
	20

	Crotalus horridus
	(McBride et al., 2015)
	2011–2013
	8
	0
	8
	1
	0
	8
	1
	NA
	NA
	NA
	0
	0
	0
	8
	0
	1

	Crotalus horridus
	(Lorch et al., 2016)
	2008–2015
	26
	2
	24
	0.92
	26
	18
	0.69
	26
	2
	24
	2
	0
	0
	6
	18
	2

	Crotalus horridus
	(Stengle, 2018)
	2009–2014
	185
	176
	9
	0.05
	NA
	NA
	NA
	NA
	NA
	NA
	NA
	0
	0
	0
	0
	0

	Crotalus horridus
	(Britton et al., 2019)
	2016
	14 (13 born in captivity)
	13
	1
	0.07
	13
	1
	0.07
	2
	2
	0
	2
	11
	0
	1
	0
	0

	Crotalus horridus
	(Hill et al., 2018)
	2015–2016
	8
	4
	4
	0.5
	5
	3
	0.37
	1
	1
	0
	5
	2
	0
	1
	0
	0

	﻿Crotalus horridus
	(McKenzie et al., 2019)
	2015–2016
	3
	0
	3
	1
	1
	2
	0.67
	NA
	NA
	NA
	0
	0
	0
	2
	0
	0

	Crotalus horridus
	(Snyder and Sutton, 2020)
	2017–2018
	3
	3
	0
	0
	3
	0
	0
	NA
	NA
	NA
	0
	3
	0
	0
	0
	0

	Crotalus horridus
	(Haynes et al. 2020)
	2016–2018
	15
	14
	1
	0.07
	13
	2
	0.13
	NA
	NA
	NA
	0
	13
	0
	2
	0
	0

	Diadophis punctatus 
	(Fuchs et al., 2020)
	2018
	1
	1
	0
	0
	0
	1
	1
	NA
	NA
	NA
	0
	0
	1
	0
	0
	0

	﻿Diadophis punctatus
	(McKenzie et al., 2019)
	2015–2016
	9
	5
	4
	0.44
	6
	3
	0.33
	NA
	NA
	NA
	0
	5
	0
	3
	0
	0

	Diadophis punctatus
	(Snyder and Sutton, 2020)
	2017–2018
	5
	5
	0
	0
	5
	0
	0
	NA
	NA
	NA
	0
	5
	0
	0
	0
	0

	Diadophis punctatus
	(Haynes et al. 2020)
	2016–2018
	11
	8
	3
	0.27
	10
	1
	0.09
	NA
	NA
	NA
	0
	10
	0
	1
	0
	0

	Drymarchon couperi 
	(Chandler et al., 2019)
	2016–2018
	107
	18
	89
	0.83
	59
	47
	0.44
	NA
	NA
	NA
	0
	59
	0
	46
	0
	0

	Elaphe obsoleta obsoleta
	(Rajeev et al., 2009)
	UNK
	1
	0
	1
	1
	0
	1
	1
	1
	0
	1
	0
	0
	0
	0
	1
	1 (Died in captivity)

	Farancia abacura
	(Last et al., 2016)
	2014
	1
	0
	1
	1
	0
	1
	1
	1
	0
	1
	0
	0
	0
	0
	1
	1 (Euthanized)

	Farancia abacura
	(Haynes et al. 2020)
	2016–2018
	27
	15
	12
	0.44
	22
	5
	0.19
	NA
	NA
	NA
	0
	22
	0
	5
	0
	0

	Farancia erytrogramma
	(Guthrie et al., 2016)
	2014
	1
	0
	1
	1
	0
	1
	1
	1
	0
	1
	0
	0
	0
	1
	0
	0

	Heterodon nasicus
	(Lorch et al., 2016)
	2014
	2
	0
	2
	1
	2
	0
	0
	2
	0
	2
	0
	0
	0
	2
	0
	0

	Heterodon platirhinos
	(Haynes et al. 2020)
	2016–2018
	35
	30
	5
	0.14
	34
	1
	0.03
	NA
	NA
	NA
	0
	34
	0
	1
	0
	0

	Lampropeltis calligaster
	(Snyder and Sutton, 2020)
	2017–2018
	1
	1
	0
	0
	1
	0
	0
	NA
	NA
	NA
	0
	1
	0
	0
	0
	0

	Lampropeltis elapsoides
	(Haynes et al. 2020)
	2016–2018
	8
	8
	0
	0
	8
	0
	0
	NA
	NA
	NA
	0
	8
	0
	0
	0
	0

	Lampropeltis getula 
	(Fuchs et al., 2020)
	2018
	1
	0
	1
	1
	0
	1
	1
	NA
	NA
	NA
	0
	0
	0
	1
	0
	0

	﻿Lampropeltis getula
	(McKenzie et al., 2019)
	2015–2016
	9
	2
	7
	0.78
	1
	8
	0.89
	NA
	NA
	NA
	0
	1
	1
	7
	0
	0

	Lampropeltis getula
	(Haynes et al. 2020)
	2016–2018
	16
	12
	4
	0.25
	11
	5
	0.31
	NA
	NA
	NA
	0
	11
	0
	5
	0
	0

	Lampropeltis getula getula
	(Guthrie et al., 2016)
	2014
	1
	1
	0
	0
	NA
	NA
	NA
	NA
	NA
	NA
	NA
	0
	0
	0
	0
	0

	Lampropeltis nigra
	(Lorch et al., 2016)
	2013
	1
	0
	1
	1
	0
	1
	1
	1
	0
	1
	0
	0
	0
	0
	1
	1

	Lampropeltis nigra
	(Snyder and Sutton, 2020)
	2017–2018
	7
	7
	0
	0
	5
	2
	0.29
	NA
	NA
	NA
	0
	5
	2
	0
	0
	0

	Lampropeltis triangulum
	(Lorch et al., 2016)
	2013–2014
	4
	1
	3
	0.75
	1
	3
	0.75
	4
	1
	3
	1
	0
	0
	0
	3
	2

	Lampropeltis triangulum
	(Ravesi et al., 2016)
	2015
	1
	0
	1
	1
	0
	1
	1
	NA
	NA
	NA
	0
	0
	0
	1
	0
	0

	Lampropeltis Triangulum
	(McKenzie et al., 2019)
	2015–2016
	5
	0
	5
	1
	1
	4
	0.8
	NA
	NA
	NA
	0
	0
	0
	4
	0
	0

	Lampropeltis triangulum
	(Snyder and Sutton, 2020)
	2017–2018
	2
	2
	0
	0
	2
	0
	0
	NA
	NA
	NA
	0
	2
	0
	0
	0
	0

	Liodytes pygaea
	(Haynes et al. 2020)
	2016–2018
	15
	14
	1
	0.07
	15
	0
	0
	NA
	NA
	NA
	0
	15
	0
	0
	0
	0

	Liodytes rigida
	(Haynes et al. 2020)
	2016–2018
	20
	15
	5
	0.25
	20
	0
	0
	NA
	NA
	NA
	0
	20
	0
	0
	0
	0

	﻿Nerodia erythrogaster
	(McKenzie et al., 2019)
	2015–2016
	2
	1
	1
	0.5
	1
	1
	0.5
	NA
	NA
	NA
	0
	1
	0
	1
	0
	0

	Nerodia erythrogaster
	(Snyder and Sutton, 2020)
	2017–2018
	2
	2
	0
	0
	2
	0
	0
	NA
	NA
	NA
	0
	2
	0
	0
	0
	0

	Nerodia erythrogaster
	(Haynes et al. 2020)
	2016–2018
	27
	11
	16
	0.59
	16
	11
	0.41
	NA
	NA
	NA
	0
	16
	0
	11
	0
	0

	Nerodia erythrogaster transversa
	(Barber et al., 2016)
	2013
	1
	0
	1
	1
	1
	0
	0
	1
	0
	1
	0
	0
	0
	1
	0
	1 (Euthanized)

	Nerodia fasciata
	(Haynes et al. 2020)
	2016–2018
	69
	56
	13
	0.19
	62
	7
	0.10
	NA
	NA
	NA
	0
	62
	0
	7
	0
	0

	Nerodia sipedon
	(Glorioso et al., 2016)
	2015
	1
	0
	1
	1
	0
	1
	1
	1
	0
	1
	0
	0
	0
	0
	1
	1 (Euthanized)

	Nerodia sipedon
	(Lorch et al., 2016)
	2012–2014
	1
	0
	1
	1
	0
	1
	1
	1
	0
	1
	0
	0
	0
	0
	1
	1

	Nerodia sipedon
	(Guthrie et al., 2016)
	2014
	8
	5
	3
	0.37
	6
	2
	0.25
	3
	0
	2
	NA
	0
	0
	2
	0
	0

	Nerodia sipedon 
	(Fuchs et al., 2020)
	2018
	26
	11
	15
	0.58
	7
	19
	0.73
	NA
	NA
	NA
	0
	7
	0
	19
	0
	0

	Nerodia sipedon
	(McKenzie et al., 2019)
	2015–2016
	72
	55
	17
	0.24
	34
	38
	0.52
	NA
	NA
	NA
	0
	34
	21
	17
	0
	0

	Nerodia sipedon
	(Snyder and Sutton, 2020)
	2017–2018
	3
	3
	0
	0
	1
	2
	0.67
	NA
	NA
	NA
	0
	1
	2
	0
	0
	0

	Nerodia sipedon insularis
	(Lorch et al., 2016)
	2009
	2
	0
	2
	1
	0
	2
	1
	2
	0
	2
	0
	0
	0
	0
	2
	2

	Nerodia sipedon sipedon
	(Licitra et al., 2019)††††
	2015, 2017
	19
	10
	9
	0.47
	NR
	NR
	NR
	NR
	NR
	NR
	0
	0
	0
	9
	0
	0

	Nerodia taxispilota
	(Guthrie et al., 2016)
	2014
	8
	4
	4
	0.5
	6
	2
	0.25
	2
	1
	1
	1
	0
	0
	0
	1
	0

	Nerodia taxispilota
	(Haynes et al. 2020)
	2016–2018
	33
	18
	15
	0.45
	18
	15
	0.45
	NA
	NA
	NA
	0
	18
	0
	15
	0
	0

	﻿Opheodrys aestivus
	(McKenzie et al., 2019)
	2015–2016
	2
	1
	1
	0.5
	2
	0
	0
	NA
	NA
	NA
	0
	1
	0
	0
	0
	0

	Opheodrys aestivus
	(Snyder and Sutton, 2020)
	2017–2018
	2
	2
	0
	0
	2
	0
	0
	NA
	NA
	NA
	0
	2
	0
	0
	0
	0

	Opheodrys aestivus
	(Haynes et al. 2020)
	2016–2018
	19
	10
	9
	0.47
	18
	1
	0.05
	NA
	NA
	NA
	0
	18
	0
	1
	0
	0

	Pantherophis alleghaniensis
	(Licitra et al., 2019)††††
	2015, 2017
	6
	5
	1
	0.16
	NR
	NR
	NR
	NR
	NR
	NR
	0
	0
	0
	1
	0
	0

	Pantherophis alleghaniensis
	(Lorch et al., 2016)
	2011–2015
	5
	3
	2
	0.4
	3
	2
	0.4
	5
	3
	2
	3
	0
	0
	0
	2
	1

	Pantherophis alleghaniensis
	(Guthrie et al., 2016)
	2014
	4
	3
	1
	0.25
	NA
	NA
	NA
	1
	0
	1
	NA
	0
	0
	1
	0
	0

	Pantherophis alleghaniensis 
	(Fuchs et al., 2020)
	2018
	10
	5
	5
	0.5
	3
	7
	0.7
	NA
	NA
	NA
	0
	3
	0
	7
	0
	0

	Pantherophis alleghaniensis
	(Haynes et al. 2020)
	2016–2018
	61
	37
	24
	0.38
	53
	8
	0.13
	NA
	NA
	NA
	0
	53
	0
	8
	0
	0

	Pantherophis guttatus
	(Snyder and Sutton, 2020)
	2017–2018
	1
	1
	0
	0
	1
	0
	0
	NA
	NA
	NA
	0
	1
	0
	0
	0
	0

	Pantherophis guttatus
	(Haynes et al. 2020)
	2016–2018
	32
	29
	3
	0.09
	31
	1
	0.03
	NA
	NA
	NA
	0
	31
	0
	1
	0
	0

	﻿Pantherophis spiloides
	(McKenzie et al., 2019)
	2015–2016
	2
	1
	1
	0.5
	1
	1
	0.5
	NA
	NA
	NA
	0
	1
	0
	1
	0
	0

	Pantherophis spiloides
	(Snyder and Sutton, 2020)
	2017–2018
	10
	10
	0
	0
	10
	0
	0
	NA
	NA
	NA
	0
	10
	0
	0
	0
	0

	Pantherophis vulpinus
	(Lorch et al., 2016)
	2013–2015
	2
	0
	2
	1
	0
	2
	1
	2
	0
	2
	0
	0
	0
	0
	2
	2

	Pituophis catenifer sayi
	(Lorch et al., 2016)
	2012–2014
	2
	1
	1
	0.5
	2
	0
	0
	2
	1
	1
	1
	0
	0
	1
	0
	0

	Pituophis melanoleucus
	(Haynes et al. 2020)
	2016–2018
	9
	5
	4
	0.44
	8
	1
	0.11
	NA
	NA
	NA
	0
	8
	0
	1
	0
	0

	Python bivittatus
	(Lorch et al., 2016)
	2008
	1
	0
	1
	1
	1
	0
	0
	1
	0
	1
	0
	0
	0
	0
	1
	1

	Regina septemvittata
	(Lorch et al., 2016)
	2014–2015
	2
	1
	1
	0.50
	1
	1
	0.50
	2
	1
	1
	1
	0
	0
	0
	1
	1

	Regina septemvittata
	(Price et al., 2016)
	2014
	1
	0
	1
	1
	0
	1
	1
	1
	0
	1
	0
	0
	0
	0
	1
	1

	Regina septemvittata
	(McKenzie et al., 2019)
	2015–2016
	116
	43
	73
	0.63
	29
	87
	0.75
	NA
	NA
	NA
	0
	17
	26
	61
	0
	0

	Sistrurus catenatus
	(Allender et al., 2011)
	2008
	NR
	NR
	4
	NA
	NR
	4
	NA
	NR
	NR
	4
	0
	0
	0
	0
	4
	3

	Sistrurus catenatus
	(Allender et al., 2013)
	2011
	38
	35
	3
	0.08
	34
	0
	0
	NA
	NA
	NA
	0
	34
	0
	0
	0
	0

	Sistrurus catenatus
	(Allender et al., 2016a)
	2015
	102
	89
	13
	0.13
	97
	5
	0.05
	NA
	NA
	NA
	0
	97
	0
	5
	0
	0

	Sistrurus catenatus
	(Lorch et al., 2016)
	2015
	5
	0
	5
	1
	0
	5
	1
	5
	0
	5
	0
	0
	0
	0
	5
	0

	Sistrurus catenatus
	(Tetzlaff et al., 2015)
	2013
	2
	0
	2
	1
	0
	2
	1
	2
	0
	2
	0
	0
	0
	0
	2
	2 (Died in captivity)

	Sistrurus catenatus
	(Allender et al., 2018)
	2015–2016
	96 (6 snakes retested)
	81
	15
	0.16
	80
	16
	0.17
	NA
	NA
	NA
	0
	80
	0
	16
	0
	0

	Sistrurus catenatus
	(Hileman et al., 2018)
	2014–2016
	297
	289
	44
	0.15
	284
	13
	0.04
	NA
	NA
	NA
	0
	284
	0
	13
	0
	0

	Sistrurus catenatus
	(Britton et al., 2019)
	2012
	26 (21 born in captivity)
	NR
	NR
	NR
	13
	5
	0.19
	5
	0
	5
	0
	13
	0
	0
	5
	5 (22 snakes died in total)

	Sistrurus catenatus (3 snakes were brought into captivity)
	(Tetzlaff et al., 2017)
	2013–2017
	25
	17
	8
	0.32
	18
	7
	0.28
	NA
	NA
	NA
	0
	18
	0
	7
	0
	6 (One snake was euthanized and 2 others died in captivity)

	Sistrurus catenatus **
Not clear how long snakes were in captivity, if at all
	(Allender et al., 2016b)
	2013–2014
	184
	162
	22
	0.12
	173
	11
	0.06
	NA
	NA
	NA
	0
	173
	0
	11
	0
	0

	Sistrurus catenatus ***
Not clear how long snakes were in captivity, if at all
	(Allender et al., 2016b)
	2013–2014
	85
	NR
	NR
	NR
	67
	18
	0.21
	NA
	NA
	NA
	0
	67
	0
	18
	0
	0

	Sistrurus catenatus††
Not clear how long snakes were in captivity, if at all 
	(Allender et al., 2015d)
	2009–2014
	80
	NR
	NR
	NA
	64
	13
	0.17
	NR
	NR
	NR
	0
	0
	13
	0
	0
	0

	Sistrurus catenatus†††
Not clear how long snakes were in captivity, if at all  
	(Allender et al., 2015d)
	2009–2014
	50
	50
	0
	NA
	NA
	NA
	NA
	NA
	NA
	NA
	0
	0
	0
	0
	0
	0

	Sistrurus miliarius
	(Snyder and Sutton, 2020)
	2017–2018
	10
	10
	0
	0
	10
	0
	0
	NA
	NA
	NA
	0
	10
	0
	0
	0
	0

	Sistrurus miliarius
	(Agugliaro et al., 2020)
	2017–2018
	23
	NR
	NR
	NR
	14
	9
	0.39
	NA
	NA
	NA
	0
	14
	9
	0
	0
	0

	Sistrurus miliarius
	(Lind et al., 2019b)****
	2015, 2017
	252
	219
	33
	0.13
	88
	40
	0.16
	NR
	NR
	NR
	212
	0
	0
	40
	0
	0

	Sistrurus miliarius
	(Haynes et al. 2020)
	2016–2018
	16
	14
	2
	0.13
	15
	1
	0.06
	NA
	NA
	NA
	0
	15
	0
	1
	0
	0

	Sistrurus miliarius barbouri
	(Cheatwood et al., 2003b)
	1997–1998
	~600
	~514
	86
	0.14
	NA
	NA
	NA
	5
	0
	5
	0
	0
	0
	5
	0
	0

	Sistrurus miliarius barbouri
	(Lorch et al., 2016)
	2012
	3
	0
	3
	1
	0
	3
	1
	3
	0
	3
	0
	0
	0
	0
	3
	3

	Sistrusrus miliarius
	(Lind et al., 2019a)
	2017
	27 (Pregnant)
	16
	11
	0.41
	NR
	8
	NA
	2
	0
	2
	0
	0
	0
	6
	2
	3

	Storeria dekayi 
	(Fuchs et al., 2020)
	2018
	2
	1
	1
	0.5
	1
	1
	0.5
	NA
	NA
	NA
	0
	1
	0
	1
	0
	0

	Storeria dekayi dekayi
	(Licitra et al., 2019)††††
	2015, 2017
	1
	0
	1
	1
	NR
	NR
	NR
	1
	0
	1
	0
	0
	0
	0
	1
	1

	Storeria dekayi
	(Snyder and Sutton, 2020)
	2017–2018
	15
	15
	0
	0
	15
	0
	0
	NA
	NA
	NA
	0
	15
	0
	0
	0
	0

	﻿Storeria occipitomaculata
	(McKenzie et al., 2019)
	2015–2016
	3
	2
	1
	0.33
	2
	1
	0.33
	NA
	NA
	NA
	0
	2
	0
	1
	0
	0

	Thamnophis radix
	(Dolinski et al., 2014)
	2012
	1
	0
	1
	1
	0
	1
	1
	1
	0
	1
	0
	0
	0
	0
	1
	1 (Euthanized)

	Thamnophis saurita saurita 
	(Fuchs et al., 2020)
	2018
	9
	8
	1
	0.11
	8
	1
	0.11
	NA
	NA
	NA
	0
	8
	0
	1
	0
	0

	Thamnophis saurita saurita
	(Guthrie et al., 2016)
	2014
	1
	0
	1
	1
	NA
	NA
	NA
	NA
	NA
	NA
	0
	0
	0
	0
	0
	0

	Thamnophis saurita
	(Haynes et al. 2020)
	2016–2018
	19
	14
	5
	0.26
	18
	1
	0.05
	NA
	NA
	NA
	0
	18
	0
	1
	0
	0

	Thamnophis sirtalis 
	(Fuchs et al., 2020)
	2018
	2
	2
	0
	0
	2
	0
	0
	NA
	NA
	NA
	0
	2
	0
	0
	0
	0

	﻿Thamnophis sirtalis
	(McKenzie et al., 2019)
	2015–2016
	8
	3
	5
	0.63
	4
	4
	0.5
	NA
	NA
	NA
	0
	3
	1
	4
	0
	0

	Thamnophis sirtalis
	(Snyder and Sutton, 2020)
	2017–2018
	13
	13
	0
	0
	13
	0
	0
	NA
	NA
	NA
	0
	13
	0
	0
	0
	0

	Thamnophis sirtalis
	(Haynes et al. 2020)
	2016–2018
	36
	29
	7
	0.19
	33
	3
	0.08
	NA
	NA
	NA
	0
	33
	0
	6
	0
	0

	Thamnophis sirtalis sirtalis
	(Guthrie et al., 2016)
	2014
	4
	4
	0
	0
	NA
	NA
	NA
	NA
	NA
	NA
	0
	0
	0
	0
	0
	0

	Thamnophis sirtalis sirtalis
	(Licitra et al., 2019)††††
	2015, 2017
	3
	2
	1
	0.33
	NR
	NR
	NR
	NR
	NR
	NR
	0
	0
	0
	1
	0
	0

	Virginia valeriae
	(McKenzie et al., 2019)
	2015–2016
	3
	2
	1
	0.33
	2
	1
	0.33
	NA
	NA
	NA
	0
	1
	3
	0
	0
	0

	Virginia valeriae
	(Snyder and Sutton, 2020)
	2017–2018
	7
	7
	0
	0
	6
	1
	0.14
	NA
	NA
	NA
	0
	6
	1
	0
	0
	0



NA = Not Applicable (qPCR/PCR/Culture or histology not performed)
NR = Not Reported
† = This study is frequently cited to illustrate the potential impacts of ophidiomycosis. The authors report that this population exhibited a high frequency of substantial morphological deformities that were attributed to inbreeding. Of the 20 inferred or observed mortalities, fungal stomatitis was observed in one snake and another had a swollen eye. No other gross lesions were described. A fungus with similar morphology was cultured from oral or scale samples collected from three snakes and seen on histopathology of the lesions, but was not identified. To avoid discounting potential mortality from ophidiomycosis we have assumed that 20 mortalities in this study were caused by ophidiomycosis.
†† Samples collected in Illinois
††† Samples collected in Michigan
†††† Paper classified snakes only as “SFD Positive” and stated that criteria for specifying as such were “the presence of fungal dermatitis under histologic tissue analysis” OR “by positive PCR result”. The paper does not distinguish which sample used which criteria, therefore it was impossible to assign values for snakes under columns “qPCR/PCR/culture detection of Ophidiomyces ophiodiicola?” and “Presence of fungal hyphae in lesions?”. As either PCR or histology was performed, snakes that were classified as “SFD positive” in Licitra et al. 2019 were diagnosed as “Suspect Ophidiomycosis” in this table.
* all biopsy samples were presumed to have been taken from gross lesions
** museum specimens collected from the wild between 1999 and 2013
*** free-ranging snakes sampled in 2013 and 2014
**** 4 papers (McCoy et al 2017, Lind et al. 2018a, Lind et al, 2018b, and Lind et al 2019b, all appear to draw from a single dataset. We include the data summary presented in the most recent of these publications, to represent the most complete version of this dataset and to avoid recounting the same snakes. 
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