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Suppl. Fig. 1. Example of ICGC dashboard. Data breakdown of the two skin cancer and one melanoma projects retrieved from ICGC website (https://icgc.org), as of October 2020.
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Supplementary Figure 2
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Skin Cutaneous Melanoma (TCGA, Firehose Legacy) &

TCGA Skin Cutaneous Melanoma. Source data from GDAC Firehose. Previously known as TCGA Provisional.

Summary Clinical Data Heatmaps
Cancer Type
# Freq v
NA 372 77.5%
B Melanoma 108 22.5%
Search...
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Mutated Genes (368 profiled samples)
Y Gene # Mut # Freq v
BRAF ® 225 189 51.4%
PCLO 392 160 43.5%
LRP1B 282 138 37.5%
MGAM 200 123 33.4%
FAT4 212 109 29.6%
PTPRT 147 102 27.7%
NRAS @ 103 98 26.6%
PREX2 111 82 22.3%
GRIN2A 117 80 21.7%
RELN 111 72 19.6%
PTPRB 113 72 19.6%
Search... Compare
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CN Segments

Cancer Type Detailed

#
NA 372
M Cutaneous Melanoma 73
M Melanoma 29
M Desmoplastic Melanoma 3
M Acral Melanoma 2
M Lentigo Maligna Melanoma 1
Search...
CNA Genes (367 profiled samples)
Y Gene Cytoband CNA #
CDKN2A ©® 9p21.3 HOMD... 113
CDKN2B 9p21.3 HOMD... 106
MTAP 9p21.3 HOMD... 92
PTEN ® 10g23.31 HOMD... 26
RECQL4 © 8qg24.3 AMP 26
CCND1 ©® 11q13.3 AMP 25
BRAF © 7q34 AMP 25
MITF © 3p13 AMP 25
NOTCH2 ® 1pi12 AMP 25
AGO2 © 8qg24.3 AMP 25
MYC ©® 8g24.21 AMP 24
Search... Compare
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Genomic Profile Sample Counts

Molecular Profile #

Methylation (HM450) 473
mRNA expression (RNA Seq V2 ... 472
mRNA expression z-scores relati... 472
mRNA expression z-scores relati... 472
Mutations 368
Putative copy-number alteration... 367
Capped relative linear copy-num... 367
Protein expression (RPPA) 355
Protein expression Z-scores (RP... 355

Search...
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Suppl. Fig. 2. Interface of cBioPortal for 471 patients of skin cutaneous melanoma, as of Oct 2020. Different samples features are displayed by the graphs.
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