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Supplementary Figure 2. Analysis of Vfr-bound genomic regions. (A) Distribution of
Vfr binding regions throughout the genome. (B) Distribution of Vfr binding regions
within genes. (C) Inner circular plot of the P. protegens FD6 genome indicating ChIP-
seq coverage and the positions of Vfr-regulated genes. The length of the red lines

indicates the degree of enrichment.



