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Figure S4. MALAT1 interactors in the CCN of T47D. The interactions between MALAT1 and its ceRNAs in the
(A) T47D_12h_D8, (B) T47D_6h_2C4, (C) T47D_12h_A12 cells. The survival analysis of MALAT1 and its 
ceRNA ZFP36L2 binding to miR-378d (D), ceRNA PGRMC2 binding to miR-26a-5p (E), and ceRNA PDS5B 
binding to miR-664b-3p (F). The relapse-free (I) and metastasis-free survival analysis (J) performed by 
Kaplan-Meier Plotter for MALAT1.  


