
Supplementary Figure legends

Supplementary Figure S1. The graphical genotype of low-tillering line. The 

graphical genotype was constructed by using 5445 SNPs through genotyping by 

sequencing.  The gray and white color indicate W1625 and T65 homozygote, 

respectively. The red color of bar indicated qLTN4 region (4.6-Mbp). The blue 

line indicate the SNPs region from W1625 by whole genome sequencing. 

Supplementary Figure S2. Panicle traits on BC5F2 plants derived from cross 

between BC4F5 plants and T65. A: Spikelet number per panicle and B: secondary 

branch number on BC5F2 plants those were categorized by phenotype and 

genotypes of SSR markers on chromosomes 1 and 3. 

Supplementary Figure S3. The frequency distribution of number of SNPs from 

W1625 in low-tillering line. This physical distance is overlapped to qLTN4 

region (4.6-Mbp) on chromosome 4.                                               
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