[image: C:\Users\Elaine.Scott\Documents\LaTex\____TEST____Frontiers_LaTeX_Templates_V2.5\Frontiers LaTeX (Science, Health and Engineering) V2.5 - with Supplementary material (V1.2)\logo1.jpg]
	Network pharmacology in rheumatoid arthritis
Supplementary Materials

Evaluating the therapeutic mechanisms of selected active compounds in Cornus officinalis and Paeonia lactiflora in rheumatoid arthritis via network pharmacology analysis
Qinglin Li1,2, Shaoqi Hu1, Lichuang Huang1, Jida Zhang3,*, Gang Cao1,*
1School of Pharmacy, Zhejiang Chinese Medical University, Hangzhou, China
2The Cancer Hospital of the University of Chinese Academy of Sciences (Zhejiang Cancer Hospital), Institute of Basic Medicine and Cancer, Chinese Academy of Sciences, Hangzhou, China
3Institute of Basic Research in Clinical Medicine, College of Basic Medical Science, Zhejiang Chinese Medical University, Hangzhou, China
*Correspondence
Gang Cao
cgang1126@163.com
Jida Zhang
zhjd82@tom.com



Table S1. Common gene targets of rheumatoid arthritis between OMIM, GenCLiP3, CTD, and GeneCards database.
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