
Supplementary Table S4. Expression experiments considered in this study. 
 

Condition Experiment Original strain 

Number of 
upregulated or 
essential genes Reference 

Bacteremia RNA-Seq ATCC 17978 557 [1] 

Bloodstream infection (required) Tn-insertion ATCC 17978 59 [2] 

BALF Proteomics AbH12O-A2 50 [3] 

Biofilm vs exponential planktonic cells RNA-Seq ATCC 17978 35 [4] 

Biofilm vs stationary planktonic cells RNA-Seq ATCC 17978 116 [4] 

Hydrogen peroxide RNA-Seq ATCC 17978 155 [5] 

Iron limitation Microarray ATCC 17978 463 [6] 

Macrophage infection Proteomics AbH12O-A2 76 [3] 

Mucin 0.5% RNA-Seq ATCC 19606 232 [7] 

Pneumonia (required) Tn-insertion ATCC 17978 157 [8] 

Rich medium (required) Tn-insertion ATCC 17978 453 [8] 

Stationary vs exponential planktonic cells RNA-Seq ATCC 17978 130 [4] 
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