Supplementary Table 3. OTU differential abundance between FMOM and FRM30 samples at T4.
	Genus
	Family
	Phylum
	log2FoldChange
	p-adj

	Staphylococcus
	Staphylococcaceae
	Firmicutes
	-24.79
	3.85E-15

	Veillonella
	Veillonellaceae
	Firmicutes
	9.23
	3.29E-05

	Acinetobacter
	Moraxellaceae
	Proteobacteria
	-24.78
	3.85E-15



