Supplemental Figure 3. Synteny analysis of BR downstream genes in each rosaceae specie
Supplemental Figure 3-1 Synteny analysis of BR downstream genes in Malus domestica
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Supplemental Figure 3-2 Synteny analysis of BR downstream genes in Fragaria vesca
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Supplemental Figure 3-3 Synteny analysis of BR downstream genes in Rubus occidentalis
[image: E:\BR_related_TFS\图表\Ro_Ro共线性.png]


Supplemental Figure 3-4 Synteny analysis of BR downstream genes in Pyrus communis
[image: E:\BR_related_TFS\图表\Pc_Pc_target_genes共线性.png]

Supplemental Figure 3-5 Synteny analysis of BR downstream genes in Prunus persica
[image: E:\BR_related_TFS\图表\共线性染色体定位\Pp_Pp_target_genes共线性.png]

Supplemental Figure 3-6 Synteny analysis of BR downstream genes in Prunus avium
[image: E:\BR_related_TFS\图表\Pa_targetgenes共线性.png]

Supplemental Figure 3-7 Synteny analysis of BR downstream genes in Prunus dulcis
[image: E:\BR_related_TFS\图表\Pd_Pdj_gene共线性.png]

Supplemental Figure 3-8 Synteny analysis of BR downstream genes in Rosa chinensis
[image: E:\BR_related_TFS\图表\Rc_Rc_target_gene共线性.png]


[bookmark: _GoBack]Supplemental Figure 3-9 Synteny analysis of BR downstream genes in Prunus mume
[image: E:\BR_related_TFS\图表\共线性染色体定位\Pm_Pm_targetgene共线性.png]
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