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p__Firmicutes;c__Clostridia;o__Clostridiales;f__Lachnospiraceae;g__Tyzzerella_3

p−value: 0.86 	 adj. p−value 0.94
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p__Firmicutes;c__Negativicutes;o__Selenomonadales;f__Veillonellaceae;g__NA

p−value: 1 	 adj. p−value 1
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p__Firmicutes;c__Clostridia;o__Clostridiales;f__Clostridiaceae_1;g__Clostridium_sensu_stricto_1

p−value: 1 	 adj. p−value 1
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p__Firmicutes;c__Erysipelotrichia;o__Erysipelotrichales;f__Erysipelotrichaceae;g__Faecalitalea

p−value: 1 	 adj. p−value 1
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p__Actinobacteria;c__Coriobacteriia;o__Coriobacteriales;f__Eggerthellaceae;g__CHKCI002

p−value: 1 	 adj. p−value 1
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p__Actinobacteria;c__Coriobacteriia;o__Coriobacteriales;f__Coriobacteriales_Incertae_Sedis;g__NA

p−value: 1 	 adj. p−value 1
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p__Firmicutes;c__Clostridia;o__Clostridiales;f__Defluviitaleaceae;g__Defluviitaleaceae_UCG−011

p−value: 1 	 adj. p−value 1
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p__Firmicutes;c__Clostridia;o__Clostridiales;f__Eubacteriaceae;g__Eubacterium

p−value: 1 	 adj. p−value 1
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p__Firmicutes;c__Clostridia;o__Clostridiales;f__Ruminococcaceae;g__Hydrogenoanaerobacterium

p−value: 1 	 adj. p−value 1
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p__Firmicutes;c__Clostridia;o__Clostridiales;f__Lachnospiraceae;g__Lachnospiraceae_FCS020_group

p−value: 1 	 adj. p−value 1
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p__Actinobacteria;c__Actinobacteria;o__Actinomycetales;f__Actinomycetaceae;g__Actinomyces

p−value: 1 	 adj. p−value 1
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p__Firmicutes;c__Clostridia;o__Clostridiales;f__Ruminococcaceae;g__Pseudoflavonifractor

p−value: 1 	 adj. p−value 1
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p__Firmicutes;c__Bacilli;o__Lactobacillales;f__Aerococcaceae;g__Abiotrophia

p−value: 1 	 adj. p−value 1
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