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Supplementary Figure S1. Evaluation of antagonistic activity of Trichoderma (right) against
F. oxysporum (left). The percentage of inhibition (PI)was calculated as % PI= [(r1-12)/r1] x
100.



Supplementary Figure S2. Trichoderma community structure based on specific ITS
denaturing gradient gel electrophoresis (DGGE). Lanes 1, 2 and 3 represent with no plantation
of R. pseudostellariae (CK); lanes 4, 5 and 6 represent plot R. pseudostellariae cultivated in
fresh soil (FP); lanes 7, 8 and 9 represent plot with R. pseudostellariae, monocultured for two
consecutive years (SP); lanes 10, 11 and 12 represent plot with cultivation of R.

pseudostellariae for three consecutive years (TP).



Supplementary Table S1 Taxon-specific primer sets and their thermal cycling conditions for
guantitative PCR.

Primer Sequence (5™ 37) Thermal conditions Reference
Fusarium
oXysporum
95°C for 10min; 95°C for50s, Lievens et
ITS1-F CTTGGTCATTTAGAGGAAGTAA 60.4°C for 1 min . 72°C for 1 al, 2005
AFP308R CGAATTAACGCGAGTCCCAA min, 40 cycles
Trichoderma
spp. ] QRS
DG GGTCTGAGAGGATGATCAGT _ 95C forl0min; 95¢C forl — Tengetal,
1 min, 40 cycles
tefl
EF1 ATGGGTAAGGARGACAAGAC 95°C for3 min; 95°C for 30s, . o
53°C for 30s, 72°C for 1 min, :
EF2 GGARGTACCAGTSATCATGTT 35 cycles; 72°C for 10 min et al., 1998
ITS
ITS1F CTTGGTCATTTAGAGGAAGTAA 95°C for 3 min; 95°C for 30's, Gardes and
ITS4 TCC TCC GCT TAT TGA TAT GC 55°C for 30s,72°C for 1 min,  Bruns,
35 cycles; 72°C for 10 min 1993;
White et
al., 1990;
rpb2
fRPB2-5f GAYGAYMGWGATCAYTTYGG 95°C for3 min; 95°C for 30s, . .
58°C for 30's,72°C for 1 min, 1999 B
fRPB2-7cr CCCATRGCTTGTYYRCCCAT 35 cycles:; 72°C for 10 min
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Supplementary Table S2 Primers designed for Real-Time PCR analysis.

Gene Function name
actin actin
PAL1 phenylalanine ammonia-
lyase 1
PAL3 phenylalanine ammonia-
lyase 3
CH5 chitinase 5-like
CH4 Chitinase class IV
CH1 Chitinase 1
PR10  pathogenesis-related
protein 10
PRSTH- pathogenesis-related
21 protein STH-21
PRla  pathogenesis-related
protein la
PR4  pathogenesis-related

protein PR-4

Primer
Actin-F
Actin-R
PAL1-F
PAL1-R
PAL3-F
PAL3-R
CH5-F
CH5-R
CH4-F
CH4-R
CH1-F
CH1-R
PR10-F
PR10-R
PRS-F
PRS-R
PR1la-F
PR1a-R
PR4-F
PR4-R

Primer sequence

References

CTGTATTTACGCTCAGGTGG  Qin etal,

CATTGTGCTCAGTGGTGG

2017

CAACCACTCATCAGACCCAC This study

GAGCCACTGTCAATGTTTCC

ATGTTGGAAGCCATCACC
AGCCCAGCAATGTAGGAG
CCCAATCCAACTAACCTG
ACTTGACACGGCTCCTAA

CTCTAGTTACCCTAGTTTCG

TCAGTAGCCAAGATTTCC

TTCTTATGCTCCTAATCACCC
CGAGTAGTCCCACAGTATCCA

This study

This study

This study

This study

AGGTGATGTACTCCGAGGCG  This study

GCAACGAGGTATTCAGAAGCAG

GTGGAGTTACCCCAGCAAG  This study

CAGAGTCAACGTCACCCTCA

AACAATACGCAAACGAAAG This study

AACCAAGACGAACCGAGT

TATGCCTAGTTGTCGGTGGT  This study

GTTGTTTGTGCTCCTGTTCC




