
a GO:ACE2+ VS ACE2- (Smooth muscle cells)
GO_MITOCHONDRIAL_LARGE_
RIBOSOMAL_SUBUNIT

GO_MUSCLE_SYSTEM_PROCESS
GO_CONTRACTILE_FIBER

GO_REGULATION_OF_MUSCLE_
SYSTEM_PROCESS

GO_SUPRAMOLECULAR_FIBER_ORGANIZATION
GO_RESPONSE_TO_GROWTH_FACTOR
GO_REGULATION_OF_MUSCLE_CONTRACTION
GO_STRUCTURAL_CONSTITUENT_OF_MUSCLE

GO_CELLULAR_RESPONSE_TO_
NITROGEN_COMPOUND

GO_POLYMERIC_CYTOSKELETAL_FIBER

GO_POSITIVE_REGULATION_OF_
VIRAL_PROCESS

GO_ACTIVATION_OF_IMMUNE_RESPONSE
GO_REGULATION_OF_DEFENSE_RESPONSE
GO_MITOCHONDRIAL_MATRIX
GO_VESICLE_LUMEN
GO_MITOCHONDRIAL_PROTEIN_COMPLEX
GO_REGULATION_OF_PROTEOLYSIS
GO_MYELOID_LEUKOCYTE_ACTIVATION

GO_MYELOID_LEUKOCYTE_
MEDIATED_IMMUNITY

GO_LEUKOCYTE_MEDIATED_IMMUNITY

4-1 0 1-2-3 2 3-4

Pathway:ACE2+ VS ACE2- (Smooth muscle cells)

REACTOME_CELLULAR_RESPONSES_TO_
EXTERNAL_STIMULI

REACTOME_CHROMATIN_ORGANIZATION
REACTOME_CELLULAR_RESPONSES_TO_STRESS

REACTOME_CELLULAR_RESPONSE_TO_
HEAT_STRESS

REACTOME_GROWTH_HORMONE_RECEPTOR_
SIGNALING

KEGG_MAPK_SIGNALING_PATHWAY
REACTOME_MUSCLE_CONTRACTION
KEGG_OXIDATIVE_PHOSPHORYLATION
REACTOME_RHO_GTPASES_ACTIVATE_ROCKS
REACTOME_INTERFERON_SIGNALING
REACTOME_CELLULAR_RESPONSE_TO_HYPOXIA
REACTOME_REGULATION_OF_MITOTIC_CELL_CYCLE
KEGG_VIBRIO_CHOLERAE_INFECTION

REACTOME_MITOCHONDRIAL_CALCIUM_
ION_TRANSPORT

REACTOME_MITOTIC_METAPHASE_AND_ANAPHASE
REACTOME_MITOCHONDRIAL_TRANSLATION

REACTOME_HOST_INTERACTIONS_OF_
HIV_FACTORS

REACTOME_INFECTIOUS_DISEASE
REACTOME_HIV_INFECTION
REACTOME_NEUTROPHIL_DEGRANULATION

-3 -1 0 1-2 2 3-4

GO_CELLULAR_RESPONSE_TO_HORMONE_
STIMULUS

GO_LIPID_BIOSYNTHETIC_PROCESS

GO_POSITIVE_REGULATION_OF_I_KAPPAB_
KINASE_NF_KAPPAB_SIGNALING

GO_VESICLE_LUMEN

GO_VESICLE_MEDIATED_TRANSPORT_TO_
THE_PLASMA_MEMBRANE

GO_VESICLE_ORGANIZATION
GO_LEUKOCYTE_MEDIATED_IMMUNITY
GO_I_KAPPAB_KINASE_NF_KAPPAB_SIGNALING
GO_MITOCHONDRION_ORGANIZATION

GO_CELL_ACTIVATION_INVOLVED_IN
_IMMUNE_RESPONSE

GO_MUSCLE_CONTRACTION
GO_REGULATION_OF_CELL_ADHESION
GO_CARDIAC_MUSCLE_TISSUE_DEVELOPMENT
GO_SMALL_RIBOSOMAL_SUBUNIT
GO_REGULATION_OF_HEMOPOIESIS
GO_POSITIVE_REGULATION_OF_CELL_ADHESION
GO_MYELOID_CELL_DIFFERENTIATION
GO_CONTRACTILE_FIBER
GO_RIBOSOME
GO_RNA_CATABOLIC_PROCESS
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GO:ACE2+ VS ACE2- (Endothelial cells)

GO_HEART_DEVELOPMENT
GO_POSITIVE_REGULATION_OF_ORGANELLE_ORGANIZATION
GO_MYELOID_LEUKOCYTE_MEDIATED_IMMUNITY
GO_MYELOID_LEUKOCYTE_ACTIVATION

GO_GENERATION_OF_PRECURSOR_METABOLITES_
AND_ENERGY

GO_CELL_ACTIVATION_INVOLVED_IN_IMMUNE_RESPONSE
GO_RENAL_SYSTEM_PROCESS
GO_SMALL_GTPASE_MEDIATED_SIGNAL_TRANSDUCTION
GO_REGULATION_OF_GROWTH
GO_CELLULAR_RESPONSE_TO_EXTERNAL_STIMULUS

GO_ANTIGEN_PROCESSING_AND_PRESENTATION_
OF_PEPTIDE_ANTIGEN

GO_CELL_CYCLE_PHASE_TRANSITION
GO_INTERLEUKIN_1_MEDIATED_SIGNALING_PATHWAY
GO_RIBONUCLEOPROTEIN_COMPLEX_BIOGENESIS
GO_RIBOSOME_BIOGENESIS
GO_STRUCTURAL_MOLECULE_ACTIVITY
GO_VIRAL_GENE_EXPRESSION

GO_POSTTRANSCRIPTIONAL_REGULATION_OF_
GENE_EXPRESSION

GO_CYTOSOLIC_LARGE_RIBOSOMAL_SUBUNIT
GO_RIBOSOMAL_SUBUNIT

-3 -1 0 1-2 2 3-4 4 5-5

GO:ACE2+ VS ACE2- (Granulocytes)

GO_MYELOID_LEUKOCYTE_MEDIATED_IMMUNITY
GO_ACTIVATION_OF_IMMUNE_RESPONSE

GO_IMMUNE_RESPONSE_REGULATING_
SIGNALING_PATHWAY

GO_IMMUNE_RESPONSE_REGULATING_CELL_SURFACE
_RECEPTOR_SIGNALING_PATHWAY

GO_LYMPHOCYTE_ACTIVATION
GO_INTERACTION_WITH_HOST
GO_VIRAL_LIFE_CYCLE
GO_HUMORAL_IMMUNE_RESPONSE
GO_REGULATION_OF_RESPONSE_TO_BIOTIC_STIMULUS
GO_ADAPTIVE_IMMUNE_RESPONSE
GO_OXIDOREDUCTASE_COMPLEX

GO_MITOCHONDRIAL_ELECTRON_TRANSPORT_
NADH_TO_UBIQUINONE

GO_INNER_MITOCHONDRIAL_MEMBRANE_
PROTEIN_COMPLEX

GO_MITOCHONDRIAL_PROTEIN_COMPLEX
GO_RESPIRATORY_CHAIN_COMPLEX
GO_CELLULAR_RESPIRATION
GO_OXIDATIVE_PHOSPHORYLATION
GO_ATP_SYNTHESIS_COUPLED_ELECTRON_TRANSPORT
GO_RESPIRATORY_ELECTRON_TRANSPORT_CHAIN

GO_ENERGY_DERIVATION_BY_OXIDATION_OF_
ORGANIC_COMPOUNDS

0-2 2-4 4-6

GO:ACE2+ VS ACE2- (NK-T Cells/Monocytes)

GO_HEART_DEVELOPMENT
GO_MUSCLE_TISSUE_DEVELOPMENT
GO_CARDIAC_MUSCLE_TISSUE_DEVELOPMENT
GO_STRUCTURAL_MOLECULE_ACTIVITY
GO_MUSCLE_STRUCTURE_DEVELOPMENT
GO_RESPONSE_TO_GROWTH_FACTOR
GO_REGULATION_OF_GROWTH
GO_CARDIAC_CELL_DEVELOPMENT
GO_CELLULAR_RESPONSE_TO_HORMONE_STIMULUS

GO_EXTRACELLULAR_MATRIX_STRUCTURAL_
CONSTITUENT

GO_MITOCHONDRIAL_PROTEIN_COMPLEX
GO_DRUG_METABOLIC_PROCESS
GO_MITOCHONDRIAL_MATRIX

GO_ATP_SYNTHESIS_COUPLED_ELECTRON_
TRANSPORT

GO_OXIDOREDUCTASE_ACTIVITY_ACTING_ON_
NAD_P_H

GO_ATP_METABOLIC_PROCESS

GO_GENERATION_OF_PRECURSOR_METABOLITES_
AND_ENERGY

GO_ENDOMEMBRANE_SYSTEM_ORGANIZATION
GO_MYELOID_LEUKOCYTE_ACTIVATION
GO_MITOCHONDRIAL_GENE_EXPRESSION

Normalized enrichment score
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GO:ACE2+ VS ACE2- (Fibroblasts)

REACTOME_METABOLISM_OF_LIPIDS

REACTOME_DEGRADATION_OF_THE_EXTRACELLULAR
_MATRIX

KEGG_GLYCEROPHOSPHOLIPID_METABOLISM
REACTOME_TRAF6_MEDIATED_NF_KB_ACTIVATION
REACTOME_ASPARAGINE_N_LINKED_GLYCOSYLATION
REACTOME_COLLAGEN_DEGRADATION
KEGG_T_CELL_RECEPTOR_SIGNALING_PATHWAY

REACTOME_RESPONSE_TO_ELEVATED_PLATELET
_CYTOSOLIC_CA2PLUS

REACTOME_CYTOSOLIC_SENSORS_OF_PATHOGEN
_ASSOCIATED_DNA

PID_TNF_PATHWAY
REACTOME_INFLUENZA_INFECTION

REACTOME_CELLULAR_RESPONSES_TO_
EXTERNAL_STIMULI

REACTOME_CELLULAR_RESPONSES_TO_STRESS
REACTOME_REGULATION_OF_APOPTOSIS
KEGG_RIBOSOME
REACTOME_TRANSLATION
REACTOME_SMOOTH_MUSCLE_CONTRACTION

REACTOME_ATF4_ACTIVATES_GENES_IN_
RESPONSE_TO_ENDOPLASMIC_RETICUM_STRESS

REACTOME_INFECTIOUS_DISEASE
REACTOME_MAPK6_MAPK4_SIGNALING
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Pathway:ACE2+ VS ACE2- (Endothelial cells)

REACTOME_SIGNALING_BY_RECEPTOR_TYROSINE_
KINASES

KEGG_LYSOSOME
KEGG_OXIDATIVE_PHOSPHORYLATION
REACTOME_MITOTIC_PROPHASE
REACTOME_PHOSPHOLIPID_METABOLISM
SIG_CHEMOTAXIS

REACTOME_HEMOSTASIS

REACTOME_RESPIRATORY_ELECTRON_TRANSPORT
REACTOME_VIRAL_MESSENGER_RNA_SYNTHESIS
REACTOME_SIGNALING_BY_RHO_GTPASES

REACTOME_ANTIGEN_PROCESSING_
CROSS_PRESENTATION

REACTOME_CELLULAR_RESPONSE_TO_HYPOXIA

REACTOME_CELLULAR_RESPONSES_TO_EXTERNAL
_STIMULI

REACTOME_METABOLISM_OF_POLYAMINES
REACTOME_REGULATION_OF_APOPTOSIS

REACTOME_MITOTIC_METAPHASE_AND_ANAPHASE

REACTOME_INFECTIOUS_DISEASE
REACTOME_INFLUENZA_INFECTION
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Pathway:ACE2+ VS ACE2- (Granulocytes)

Pathway:ACE2+ VS ACE2- (NK-T Cells/Monocytes)

REACTOME_SIGNALING_BY_INTERLEUKINS

REACTOME_SIGNALING_BY_RECEPTOR_
TYROSINE_KINASES

REACTOME_CELLULAR_RESPONSES_TO
_EXTERNAL_STIMULI

REACTOME_INFECTIOUS_DISEASE
KEGG_JAK_STAT_SIGNALING_PATHWAY
REACTOME_CELL_CYCLE
REACTOME_INTERFERON_SIGNALING
REACTOME_RHO_GTPASE_EFFECTORS
KEGG_T_CELL_RECEPTOR_SIGNALING_PATHWAY
KEGG_CHEMOKINE_SIGNALING_PATHWAY

REACTOME_PROTEIN_PROTEIN_INTERACTIONS_
AT_SYNAPSES

REACTOME_FORMATION_OF_THE_CORNIFIED_
ENVELOPE

REACTOME_G_PROTEIN_MEDIATED_EVENTS
REACTOME_MITOCHONDRIAL_TRANSLATION
PID_CXCR3_PATHWAY
REACTOME_SYNAPTIC_ADHESION_LIKE_MOLECULES

REACTOME_THE_CITRIC_ACID_TCA_CYCLE_AND_
RESPIRATORY_ELECTRON_TRANSPORT

REACTOME_RESPIRATORY_ELECTRON_TRANSPORT
KEGG_OXIDATIVE_PHOSPHORYLATION
KEGG_CARDIAC_MUSCLE_CONTRACTION

-3 -1 0 1-2 2 3 4-4-5

Pathway:ACE2+ VS ACE2- (Fibroblasts)

REACTOME_ECM_PROTEOGLYCANS
REACTOME_EXTRACELLULAR_MATRIX_ORGANIZATION

REACTOME_ADAPTIVE_IMMUNE_SYSTEM

NABA_ECM_GLYCOPROTEINS

REACTOME_METABOLISM_OF_AMINO_ACIDS_AND_
DERIVATIVES

KEGG_ECM_RECEPTOR_INTERACTION
KEGG_FC_GAMMA_R_MEDIATED_PHAGOCYTOSIS
REACTOME_SELENOAMINO_ACID_METABOLISM
REACTOME_GLYCEROPHOSPHOLIPID_BIOSYNTHESIS
REACTOME_DISEASES_OF_IMMUNE_SYSTEM
REACTOME_HIV_INFECTION
REACTOME_RHO_GTPASES_ACTIVATE_FORMINS
KEGG_OXIDATIVE_PHOSPHORYLATION
REACTOME_MITOCHONDRIAL_TRANSLATION
KEGG_VIBRIO_CHOLERAE_INFECTION

REACTOME_DETOXIFICATION_OF_REACTIVE_OXYGEN_
SPECIES

REACTOME_MITOTIC_METAPHASE_AND_ANAPHASE
REACTOME_CELLULAR_RESPONSES_TO_STRESS

REACTOME_CELLULAR_RESPONSES_TO_EXTERNAL
_STIMULI
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Normalized enrichment score
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