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Class

Acidimicrobiia��$FWLQREDFWHULD�

Actinobacteria��$FWLQREDFWHULD�

Alphaproteobacteria��3URWHREDFWHULD�

Bacilli��)LUPLFXWHV�

Bacteroidia��%DFWHURLGHWHV�

Dehalococcoidia��&KORURIOH[L�

Deltaproteobacteria��3URWHREDFWHULD�

Gammaproteobacteria��3URWHREDFWHULD�

Nitrososphaeria��7KDXPDUFKDHRWD�

Nitrospinia��1LWURVSLQDH�

Oxyphotobacteria��&\DQREDFWHULD�

Pla3_lineage��3ODQFWRP\FHWHV�

Planctomycetacia��3ODQFWRP\FHWHV�

Subgroup_6��$FLGREDFWHULD�

Thermoplasmata��(XU\DUFKDHRWD�

8nclassified FODVV��Marinimicrobia��

Verrucomicrobiae��9HUUXFRPLFURELD�

Prokaryotic Class Composition

Figure S3. Prokaryotic community composition at the different depths of the water column. Only classes 
with relative abundance higher than 1% are shown. For each class, the corresponding phylum is shown in 
parenthesis in the legend.


