Supplementary Figure 1: Frequency distribution of 190 RILs for ZPR- Zinc content in Polished Rice (ppm); ZBR- Zinc content in Brown Rice (ppm); IPR- Iron content in Polished Rice (ppm); IBR- Iron content in Brown Rice (ppm); SPY- Single Plant Yield(g); TW: Test weight (g); PH- Plant Height (cm); PL- Panicle Length (cm); NT-Number of Tillers per plant; DFF-Days to fifty percent flowering (days).
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Supplementary Figure 2: Box plots for 190 RILs for ZPR- Zinc content in Polished Rice (ppm); ZBR- Zinc content in Brown Rice (ppm); IPR- Iron content in Polished Rice (ppm); IBR-Iron content in Brown Rice (ppm); SPY- Single Plant Yield(g); TW: Test weight (g); PH- Plant Height (cm); PL- Panicle Length (cm); NT-Number of Tillers per plant; DFF-Days to fifty percent flowering (days).
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Supplementary Figure 3: Frequency distribution of 44 RILs for ZPR- Zinc content in Polished Rice (ppm); ZBR- Zinc content in Brown Rice (ppm); IPR- Iron content in Polished Rice (ppm); IBR- Iron content in Brown Rice (ppm); SPY- Single Plant Yield(g); TW: Test weight (g); PH- Plant Height (cm); PL- Panicle Length (cm); NT-Number of Tillers per plant; DFF-Days to fifty percent flowering (days).
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Supplementary Figure 4: Box plots for 44 RILs for ZPR- Zinc content in Polished Rice (ppm); ZBR- Zinc content in Brown Rice (ppm); IPR- Iron content in Polished Rice (ppm); IBR-Iron content in Brown Rice (ppm); SPY- Single Plant Yield(g); TW: Test weight (g); PH- Plant Height (cm); PL- Panicle Length (cm); NT-Number of Tillers per plant; DFF-Days to fifty percent flowering (days).
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Supplementary Figure 5: D-Square analysis of 190 and 44 RILs for ten traits based on morphological characters.
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Supplementary Figure 6: PCA of 190 and 44 RILs for ten traits based on morphological characters.
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Supplementary Figure 7: AMMI and GGE biplot for ZBR in different Environments: ZBR-AMMI biplot, ZBR-GGE biplot, ZBR-Mean vs Stability and ZBR-Which Won Where/What. 
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 Supplementary Figure 8: AMMI and GGE biplot for IPR in different Environments: IPR-AMMI biplot, IPR-GGE biplot, IPR-Mean vs Stability and IPR-Which Won Where/What. 
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Supplementary Figure 9: AMMI and GGE biplot for IBR in different Environments: IBR-AMMI biplot, IBR-GGE biplot, IBR-Mean vs Stability and IBR-Which Won Where/What.
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Supplementary Figure 10: AMMI and GGE biplot for TW in different Environments: TW-AMMI biplot, TW-GGE biplot, TW-Mean vs Stability and TW-Which Won Where/What.
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 Supplementary Figure 11: AMMI and GGE biplot for PH in different Environments: PH-AMMI biplot, PH-GGE biplot, PH-Mean vs Stability and PH-Which Won Where/What.
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Supplementary Figure 12: AMMI and GGE biplot for PL in different Environments: PL-AMMI biplot, PL-GGE biplot, PL-Mean vs Stability and PL-Which Won Where/What.
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Supplementary Figure 13: AMMI and GGE biplot for NT in different Environments: NT-AMMI biplot, NT-GGE biplot, NT-Mean vs Stability and NT-Which Won Where/What
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Supplementary Figure 14: AMMI and GGE biplot for DFF in different Environments: DFF-AMMI biplot, DFF-GGE biplot, DFF-Mean vs Stability and DFF-Which Won Where/What
	[image: F:\Ph.d\PhD Work 10.07.2020\Phenotyping\revised phenotypes with Environment wise\ggebiplots\AMMI revised\dff_ammi.png]
	[image: F:\Ph.d\PhD Work 10.07.2020\Phenotyping\revised phenotypes with Environment wise\ggebiplots\DFF Revised\dff5.png]

	[image: F:\Ph.d\PhD Work 10.07.2020\Phenotyping\revised phenotypes with Environment wise\ggebiplots\DFF Revised\dff4.png]
	[image: F:\Ph.d\PhD Work 10.07.2020\Phenotyping\revised phenotypes with Environment wise\ggebiplots\DFF Revised\dff1.png]




Supplementary Figure 15: Identified Candidate genes in the QTL regions (qZPR.1.1, qAOC_ZPR.1.1 and qZBR.1.1on chromosome 1; qZPR.11.1 and qAOC_ZPR.11.1 on chromosome 11) by using WEGO analysis.
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Supplementary Figure 16: Identified two putative candidate genes and their temporal and spatial expression
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Supplementary Figure 17: Candidate gene (Os01g0560200-vesicle transport v-SNARE protein, putative, expressed positioned) network by using KNet miner.


.[image: F:\Ph.d\PhD Work 10.07.2020\suggustions and discusstions by CNN\Frontries in plant science submission documents\Frontier in Plant Science Uploading file\supply figures\Supplementary Figure 7A & 7B.jpg]

image6.png
pm)

ZPR (ppm)

20-

20-

10-

IPR

BLUE  E1
Environments

Environments
e
-
-e

Environments
e
-
-e




image7.png
Environments.
W BLUE

L =
e

Environments.
W BLUE

L =
e




image8.png
<
o
@

Test Weight

Single Plant Yield

-.+

BLUE  E1
Enironmerts.

8

8

Environments
W Bl
e
e

Environments
W BLUE

L =
e




image9.png
Plant Height

160~ .
§ 140~ .
£ 120- .
TEEE :
5 s0- e
[
0 ! !
BLE E1 2
Environments
Panicle Length
£ ;
a2 H Environments
B | " e
B =
2 ™ We
& 20- +
BLUE B E2

Environments




image10.png
Number of Tillers

.

BLUE  E1
Elwionmells

DFF

- s

512
£
2

e
& 100

Environments.
W BLUE

L =
e

Environments.
W BLUE

L =
e




image11.png
Genotypes

Genotypes

E1_IPR E2_IPR E3_IPR E4_IPR BLUE_IPR
20- J B
15 i B 20- 201
o- 5 £ s 3
- & & 8- 8.
o DS o B o i
o is s O B R s
IPR (ppm) IPR (ppm) IPR (ppm) IPR (ppm) IPR (ppm)
E1_ZPR E2_ZPR E3_ZPR E4_ZPR BLUE_ZPR
' Pt ) 125
o W g g g g
! £ so- e g £ so-
- B 8 8. 8. &,
.- o0-

10 15 20

ZPR (ppm)

0 15 20 25

ZPR (ppm)




image12.png
Genotypes

Genotypes

E1_BR E2_IBR E3_IBR E4_IBR BLUE_IBR

o o 157 o
£ 1o- £1o- £ £ 1o-
] 5" 5 Fo- 5"
0- b v " 0- " " O 0- " v " " L i e s b 0-7 " O O "
IBR (ppm) IBR (ppm) IBR (ppm) IBR (ppm) IBR (ppm)
E1_ZBR E2_ZBR E3_ZBR E4_ZBR BLUE_ZBR
i o
g 10- ] H g g 10-
H i 8 8
5 5 5 s s S 5
H s . 3

0= " " "
1 15 20 25
ZBR (ppm)

o

15 20 25 30

ZBR (ppm)





image13.png
Genotypes

Genotypes

Single Plant Yield (g)

15 20 25 30 35

E1_TW

20 25 3
Test Weight (g)

E2_SPY E3_SPY
20- .
1
@15 210~
S H
5 5 5-
3 5. 3
o 0-

5 20 25 0
Single Plant Yield (g)
E2_TW

Genotypes
Genotypes

R
15 20 25 30
Test Weight (g)

Single Plant Yield (g)

20 25 30 35 40

E3_TW

ol

520 25 w2
Test Weight (g)

Genotypes

o= " " "
5 20 25 30
Single Plant Yield (g)
E4_TW

Genotypes

20 2
Test Weight (g)

BLUE_SPY
20-

Genotypes

o
0 25 3
Single Plant Yield (g)
BLUE_TW

Genotypes

o o
16 20 24 28 32
Test Weight (g)




image14.png
E1_PH

Genotypes

Genotypes

ol

50 %0 120 150
Plant Height (cm)
E1_PL

o

2 27 3
Panicle Length (cm)

Genotypes

E2_PH

o .
50 75 100 125
Plant Height (cm)

E2_PL

0 20 28 32
Panicle Length (cm)

E3_PH

Genotypes

ol

15-

Genotypes

75 100 125 150 175

Plant Height (cm)
E3_PL

20 25 2
Panicle Length (cm)

E4_PH

Genotypes

o

5 80 100 120
Plant Height (cm)

E4_PL

15-

Genotypes

520 25 20
Panicle Length (cm)

BLUE_PH

15-

Genotypes

o
50 100 120 140 166

Plant Height (cm)

BLUE_PL

15-

Genotypes

0

22 24 26 28 30
Panicle Length (cm)





image15.png
E1_NT

g2
H
S 10-
3
0- O O O
15 s
Number of Tillers
E1_DFF

Genotypes

ol

Genotypes

ol

s 10 12
Number of Tillers

E2_DFF

20-

Genotypes

E3_NT
1
So-
S 5-
0- v " "
s
Number of Tillers
E£3_DFF

Genotypes

5

%0 100 110 120
DFF

E4_NT
- I

3 s

0= "
R
Number of Tillers
E4_DFF

mg,

8-

100 110
DFF

BLUE_NT
25-

e

5157

S0

3

B

0 " O "
s e
Number of Tillers
BLUE_DFF
15+

S0

3

95 100 105 110
DFF




image16.png
IPR

Environments
= : W BLE
g, e
z e
: -0- + - -‘- B

e

Environments
ZPR
Environments
20- W sLe

£

5 e

g -

& e
e

BLUE E1 E2 B3 E4
Environments




image17.png
E

20-

BLUE

ZBR

wall

BLUE

E1 B2 E3
Environments

B o2 B
Environments

E4

E4

Environments

- owe
-
-e
-
e

Environments

- owe
-
-e
-
e




image18.png
Test Weight

T [ Environments.

. W BLuE
e
| .o
e
. . . e

BLUE E1  E2  E3  E4
Environments

Single Plant Yield

Test Weight (g)
T
i

15-

Environments

W BLUE

i L
= 1| --

[ =)
W e

Single Plant Yield (g)

BLUE E1  E2  E3  E4
Environments




image19.png
Plant Height
160~ .

-
-
-

-

BLUE E1 E2  E3  E4
Environments

Panicle Length

BLUE E1  E2  E3  E4
Environments

Panicle Length (cm)

Environments.
W BLUE
L=

[ =]

[ =)

W e

Environments.
W BLUE
L=

[ =]

[ =)

W e




image20.png
Number of Tillers

: Environments

W BLUE

e
e
ELlRE
e

£ B3 E4
Envlronmems

Environments

110~ W BLUE
L=

100~ e
[ =)

90- Py

DFF

BLUE E1 E2 E3 B4
Environments




image21.jpeg
S3B

S3A

PCA for 190 RILs

Scree plot

%

7.1

136%

149%

Variables - PCA

D-Square analysis for 190 RILs

Dm1 @7%)

Square analysis for 44 RILs

D

o

PCA for 44 RILs

Scree plot

T
‘saoueLieA pauie|dxs o abeuEIeY

Variables - PCA

(w51 Zwa

6£9
n_ - 09
129





image22.png
PC2(204)

E3_7BR

G21

G31
G36

10
G28,514

E%8p3

G1g

E1_7BR

G18

G17

E4_7BR

¥
Bt

G209
Ga4

G4

E2_7BR

PC1(89.5)





image23.png
AXIS222.26 %

GGE Biplot

E4 78R
2
42|
G29 o
G2q
. Ga2
6372 o4
<) 63g 627 G4 13
GEp3 G D e ———E37R
N 4
T e G38
G5
Ga4
€ 78R
G2 *
G40 o ET-78R
G45
& 617
- G21
G4z
fes
2 0 2
AXIS161.55 %

‘GGE Biplot showing components 1 and 2 explaining 83.81% ofthe total variation
wsing Column Melric Presening SV and Tester-Cantered G GE with scaling by standard deviation




image24.png
Mean vs. Stability

% 9222 ZSIXY

AXIS161.55 %

wsing Column Melric Presening SV and Tester-Cantered G GE with scaling by standard deviation

‘GGE Biplot shawing components 1 and 2 explaining 83.51% ofthe tofal variation




image25.png
AXIS222.26 %

Which Won Where/What

AXIS161.55 %

‘GGE Biplot shawing components 1 and 2 explaining 83.51% ofthe tofal variation
wsing Column Melric Presening SV and Tester-Cantered G GE with scaling by standard deviation





image26.png
PC2(375)

E4_IPR

648
%5 1or G3Y
611 638 62
619 c1onah oty
G35
A &2
647 o421 ~
634
s o
618 642
E1.PR
617

E2_IPR

PC1(49)





image27.png
AXIS2 22,65 %

GGE Biplot

G2
G26G40
G9
©'gz0 PR
G36
616 G30 |G42 Gag
21 617 PR
G246 G45 a7
o 8?30 98 = IPR
7,
6198317622 Gl Ga
G4 C
G31G41 Gt
Gi7
G3
G4

62p B8 T gag

-
G39
E1PR
0 1 2
AXIS160.28 %

‘GGE Biplot showing components 1 and 2 explaining 82.93% ofth total variation
sing Column Melric Presening SVP and Tester-Cantered G GE with scaling by standard deviation




image28.png
Mean vs. Stability

? 2 G48
E4_IPR;
E2 PR/
EipR
o g :
= g4 ” ; /
8 G5 !
2 q
G39
E1_IPR
1 2
AXIS160.28 %

‘GGE Biplot shawing components 1 and 2 explaining 82.93% ofthe fofal variation

sing Column Melric Presening SVP and Tester-Cantered G GE with scaling by standard deviation




image29.png
AXIS2 22,65 %

Which Won Where/What

E1_PR s

0 1 2
AXIS160.28 %

‘GGE Biplot shawing components 1 and 2 explaining 82.93% ofthe fofal variation
sing Column Melric Presening SVP and Tester-Cantered G GE with scaling by standard deviation




image30.png
PC2(385)

1 E418R
E£2_1BR
7 G4
G321b
G845 648 %15
4
G16 (;221%%}‘37629{3
G20 e P8 17
G3% 39
Glo cs of
Gls
0 41 G43
24
2 | 8 e o3
B G
s 587
E1_BR
i 38R
T T T
2 A 0 1

PC1(445)





image31.png
AXIS221.03 %

GGE Biplot

3]
E4,BR
636
2
G16 632
G
G20 @7 G9
" 612 ket
619 613
G40 G2 |G G38
G534625 62 G15
. & G11 4 cm
G17
G5
623 -IBR
G39 G618 ETZBR
610
& 63 ©3
2 4 0 1
AXIS1 5837 %

‘GGE Biplot showing components 1 and 2 explaining 79.4% of the ofal variation
wsing Column Melric Presening SV and Tester-Cantered G+GE with scaiing by standard deviation




image32.png
of
m,
W o
& &
& T
g e @
] | .
z I | S .
© b IS
o
§-& R 8
fB=z [
m‘\‘ﬂd“ﬁmm [~ m _
e | Bt 2
ORI St 222 R 8
& 88
5
BB -
iy = © o
W, EEEEEEET Am
3 @ Do
a & 5 )
: cecogremmmm H N
B ,
c
$ o
H
H : , ,

% £0'1Z ZSIXY

AXIS158.37 %

wsing Column Melric Presening SV and Tester-Cantered G+GE with scaiing by standard deviation

‘GGE Biplot showing components 1 and 2 explaining 79.4% of the ofal variation




image33.png
AXIS221.03 %

Which Won Where/What

E4_BR

G10 &7 N

AXIS158.37 %

‘GGE Biplot showing components 1 and 2 explaining 79.4% of the ofal variation
wsing Column Melric Presening SV and Tester-Cantered G+GE with scaiing by standard deviation

E3_BR

E1_BR





image34.png
PC2(286)

E1_TW
E4_TW
022
G3
62 G35
G610 Ga4
GPa
28R 5y oSt lTgen O
G168 s 21
G615 6
G21 G3B gy O ey, Ol
630
" v 619
- 613
G
E3TW
T T
4 0

PC1(49.9)





image35.png
AXIS22742%

GGE Biplot

E4_BYTW

25-

G ©36 G19

00

23

25

0 2 4
AXIS144.70 %

‘GGE Biplot showing components 1 and 2 explaining 72.12% ofthe total variation
wsing Column Meric Presening SVP and Tester-Cantered G GE with scaling by standard deviation




image36.png
AXIS22742%

25-

00

25

Mean vs. Stability

E4_BYTW

0 2
AXIS1 4470 %

‘GGE Biplot shawing components 1 and 2 explaining 72.12% ofthe fofal variation
wsing Column Meric Presening SVP and Tester-Cantered G GE with scaling by standard deviation

E1_TW
E2_TW




image37.png
AXIS22742%

Which Won Where/What

AXIS144.70%

‘GGE Biplot showing components 1 and 2 explaining 72.12% ofthe total variation
wsing Column Meric Presening SVP and Tester-Cantered G GE with scaling by standard deviation




image38.png
PC2(217)

E2_PH
E1_PH
G9 G43
G20 25 G4
G16 68
G18
G48 IS G G
G40 a6 a0
632 6. G35
Gt 7 v
G28 %1%3
813 62
G24
G31 639 21
B E4_PH
T
T
2
-2 0

PC1(70.8)





image39.png
AXIS27.62%

GGE Biplot

50-

251 B17

G19

00 25
AXIS189.65 %

‘GGE Biplot showing components 1 and 2 explaining 97 27% ofthe tofal variation
wsing Column Melric Presening SVP and Tester-Cantered GGE with scaling by standard deviation

50




image40.png
Mean vs. Stability

E2_PH
E1_PH

E4_PH
E3_PH

50-

25-
0

% 29'L ZSIXY

25

25 50
AXIS189.65 %

00

‘GGE Biplot showing components 1 and 2 explaining 97 27% ofthe tofal variation
wsing Column Melric Presening SVP and Tester-Cantered GGE with scaling by standard deviation




image41.png
AXIS27.62%

Which Won Where/What
50- ' 3

E2_PH

25
AXIS189.65 %

‘GGE Biplot showing components 1 and 2 explaining 97 27% ofthe tofal variation
wsing Column Melric Presening SVP and Tester-Cantered GGE with scaling by standard deviation

50

E1_PH

E3_PH




image42.png
PC2(21)

E1_PL

7 EalPL

G
G371 a3 GP?
Ga1
8 646
G25 E2.pL N &
2% G9 ¢4 G44 g4
633 s 52263830
02(319 2 (,53543
G48
G21

E3_PL

0

PC1(64.8)





image43.png
AXIS234.23 %

GGE Biplot

618
E4.PL
2 ol //
620 /
62 e/
G4
. I // . PL
G38 536
47 /68
Gl 61
%19 @ o
1 633
3 gasc o35
° = G5 G16
G23 G2 a1
612 7
613 G40
G24
628
G39
EfPL
630
E3'PL
0 2
AXIS1 37.50 %

‘GGE Biplot showing components 1 and 2 explaining 71.82% ofthe total variation
wsing Column Melric Presening SVP and Tester-Cantered G GE with scaling by standard deviation




image44.png
AXIS234.23 %

Mean vs. Stability

AXIS137.59 %

‘GGE Biplot shawing components 1 and 2 explaining 71.62% ofthe tofal variation
wsing Column Melric Presening SVP and Tester-Cantered G GE with scaling by standard deviation




image45.png
AXIS234.23 %

Which Won Where/What

1 G30 v N

AXIS1 37.59 %

‘GGE Biplot shawing components 1 and 2 explaining 71.62% ofthe tofal variation
wsing Column Melric Presening SVP and Tester-Cantered G GE with scaling by standard deviation

‘G16




image1.png
Genotypes

E2_IPR

60-

Genotypes
&

00 25 50 75

IPR (ppm)
E2_ZPR

g
E

BLUE_IPR
80- '

BLUE_ZPR

60-

Genotypes
2





image46.png
PC2(396)

E3_NT

G
G12 G2 @30 gy
G44 G3z347 \G25°[ 631 g
61 648 OR0 28
Ghfp43 G13 G2
o5
5 dgns 617 G611 EENT
E2fiT €36 G40 G35
G38 G4 Ga2
G19
G316 G29
G14
G23
E4_NT
T
El 0

PC1(42.5)





image47.png
AXIS2 26.86 %

GGE Biplot

623
G14
G40
G6 Gi16 E4-NT
GY G42G36 G19
G18 &
622
6§5
48 616 gyp—————— E2NT
G43
Ga7
642 631
(G2
G5 G11
G27 ETNT
& 626 =
G2
4628 7
G34
G8
E3INT
0 2
AXIS138.33 %

‘GGE Biplot showing components 1 and 2 explaining 65 19% ofthe total variation
wsing Column Melric Presening SVP and Tester-Cantered G GE with scaling by standard deviation




image48.png
AXIS2 26.86 %

Mean vs. Stability

E4NT

E2NT

E3NT

0 2
AXIS1 3833 %

‘GGE Biplot shawing components 1 and 2 explaining 65.13% ofthe tofal variation
wsing Column Melric Presening SVP and Tester-Cantered G GE with scaling by standard deviation




image49.png
AXIS2 26.86 %

Which Won Where/What

AXIS138.33%

‘GGE Biplot shawing components 1 and 2 explaining 65.13% ofthe tofal variation
wsing Column Melric Presening SVP and Tester-Cantered G GE with scaling by standard deviation




image50.png
PC2(28.7)

E4_DFF
E3_DFF
619
Ga5
633 44
G2 G18 o G40
G32 10
o0 PP 626613 g2
629630 -
G217 s L. G16
G25 ST
28 G271
G3 61 | 630
&6 G37 G35
G638
b 61584
Gof>34 31
E2_DFF
E1_DFF
. T
2 0 2 4

PC1(606)





image51.png
AXIS220.73 %

GGE Biplot

G35
G40
E4.DFF
617 {45
C¥7  C16
G7 Ga3 6227626
- DFF
s
611 a38 il
X
G4 N\
623 G2 & s G10 19 S
N
€ B eag’ FF
625 GafPe2
61 \833
\
629 G21
&
\
\
\
N
E3.DFF
0 2
AXIS159.28 %

‘GGE Biplot showing components 1 and 2 explaining 80.01% ofth total variation
wsing Column Melric Presening SVP and Tester-Cantered G GE with scaling by standard deviation




image52.png
AXIS220.73 %

Mean vs. Stability

617 el
: Bdy 616
{67 o3 oo g
[ i
R MY

ol ggg i & b il

E4_DFF

E2_DFF

0
AXIS159.28 %

‘GGE Biplot shawing components 1 and 2 explaining 80.01% ofthe tofal variation

E3_DFF

wsing Column Melric Presening SVP and Tester-Cantered G GE with scaling by standard deviation




image53.png
AXIS220.73 %

Which Won Where/What

G35

45
N Gy  G16
~L % ox G2 G26

y
' E3_DFF
'
'

AXIS159.28 %

‘GGE Biplot shawing components 1 and 2 explaining 80.01% ofthe tofal variation
wsing Column Melric Presening SVP and Tester-Cantered G GE with scaling by standard deviation





image54.jpeg
— ") )
@ S G

=)

Percentage of genes

[

8 qZR1.1,gAOC ZPR 1.1,gZBRI.1.txt
19
11
¥ 5 8 E 2 222 25 2 2 5 & 3 3 3
) g 3 5 & & § 9 = g 2 2
ENEEEEEEERERE §§ 8
£ £ g2 £E5 52§ 8 EFE 5 F 888
§ fiipdiigrE¥hesdl
& § £ § ° & § § § o & °F £ 2
£ § 2 = & = 3 9 3 % £ 8
3 g = g z 3 ¢ £ £ 8 3
8 8§ & © g & 3 3 5
§ £ &3 z 8
7 £ 5 3 =
-3 [~] o
2 £ ]
] 2
g 5 s
&2 e
8 =]

L JL JL
Cellular Component Molecular Function Biological Process

S7A

Number of genes

. qZPR.11.1,gAOCZPR.11.1.txt
50 191
240
g
%
= 30 114
S
2
£ 20
i
2
£ 10
0 0
T L E H 8 FEE oSS58 88 8
= o o = B R o E 2K 3K K g =3 =
85 e 2235 FEFSEFSFFs8s558533
85 FE S 2 8§ 8 5588888 E8S£88 %8
S0 8 T = S S § § 8 8§ 8 8§ 8 a4 a5 g a &%
5 S g 3 £ 595 o 2 o 5 = o 5 8 8L 2
»E § &5 £f 8 g S 5§58 58555 ¢
) = = S s 8 o8
] S5 fTFE ¢ $SssE55 S&5:
z g 5235838 sEFSss¢ 555§
= g Z = &L g g .S
g § § f£F £555% $£F ¢
Z £ s 258 s 2
g E £ £ 55 5 3
= = = 2
£ g g £ g ¥ s
8 = & §
< £ & s
§ g
=
g 5
3 S
2 g
=
3
g
i i
Cellular Component Molecular Function Biological Process

Number of genes

Leafser2eEL | . o

S7B

Mg25

phospholipid binding
receptor activity

lycose imgBH Y
glucose permease

ENSVATN0030K539
/ Carbohydrate transmembrane tr.
SNAP
o
sequence-specific DNA binding.
SNARE

Anthocyanin 10

ENSITHO04
DNA binding

vesicle

qtaro_197
qtaro_; -
Vesicle (ranspon.m Bled

Al
01T0560200-01

proteimphosphorylated amino

oligopeptide transporter acti
proton: Sugar symporter

Fe-NA chslate transporter

PMID: 25757472~
[
Interactive O w (]
Legend: {325 4/11 9/9 0/55 0/20 053 033 12/12 16/16 0/a
Gene Protein QTL BioProc MolFunc Domain CeliComp Trait SNP Publication Phenotype





image55.jpeg
S7B

S7A

Leaf serr 16

Leaf serr 26EL

Mg25

At1

B qZR1.1,gAOC ZPR 1.1,gZBRI. Ltxt

g 5
mn <
. wi i
H gl e 20,
© 2 ['4
‘e | &%
2 2 5 § |3
2% 8%, 8
L el Y
3 msm
°
§ R 3
& n»/
Q
@
¢
§
X
o

EN
ycose imH

ENSVATN00309:

Anthocyanin 10

qtaro_197
‘\ Bl
Vesicle transport V1! RESS

!

T8

ar

sauad Jo Jaquiny

191
114

@B qZPR.11.1,qAOCZPR.11.1.txt

g 8 8 8 2 °

$oud Jo a3eIua0Iag

S9UaF Jo JaquINN

19

017T0560200-01

40

%995,
s

otein carrier

DNA binding
SNARE binding

protease binding
ATP binding
*

Vesicle trai

q

T

Hed o joupg,e

Hed ot guan
PULIquoy,
P>

X9,
1dwo, .w:..:..E:au.Eu

led 1195

e] = [la) = v
o & - =

souad jo afviuadiag

proteimphosphorylated amino

1o1d

ugar symporter

proton:

de transporter acti

oligopep

PMID: 25757472
[ g

Biological Process

Molecular

Cellular Component

Biological Process

Molecular

Cellular Component

=
0/9

=
0/4

SNP Publication Phenotype

® O %
033 1212 16/16

O
03

® A O
411 9/9  0/55

0/20
Gene Protein QTL BioProc MolFunc Domain CellComp Trait

'\
13725

Interactive
Legend:




image2.png
Genotypes

Genotypes

&

14

Genotypes

H
E

L

L]

E2_IBR

BLUE_IBR
80-

Genotypes
L

6 8 10 12

1BR (ppm)
BLUE_ZBR

W0

Eao-





image56.png
0_31432

rgans and tissues; 05019055670

RXP_0001: Or,

4va 25 wisdsopug
3vQ 82 wsedsopu3

va s
va 7 obaus
vai-obous
vaoiobaus
v 207 oaus
va 0 hero
vasohero
vacoheio

100 W 050 eunia)
ol i 07 |_eored

ww 0}-90"souaosolul

0000 Buusdywais.
001 Buwsdu“wei

0021 Bueduapaa jeo1
00100 amonpodes-sperg Jea

0021"ame1o09n"apeig oo

000052

T
s0+7

T T
000051 o+t

[ —

00005




image57.png
15843

rgans and tissues; 050190560200

RXP_0001: Ory

00004

0008

T T
0009 00y

Aysusiun jeubs ¢ho

000z

4va 25 wiedsopu3
3va 87 wiedsopu3

va vl omqus

va oL omqus

3va L070kqu3

ava 10 kero

v o kw0

va 60 heno

v 10 heno

]
wur-g ) ewwey

J0j W 0'5-0'y saled

Tos0j ww 050y ewwey

Jo10 ww 07| eoed

w90+ 0 Uy
s 0}-0souesesolu
W 00t e000350)

ww 0}-90"souaosolul
00:00 Bueduwers
001 Buwsdu“wei
0000"ononpoxdI welS
0021 smonpodBI WalS
0000 smaNpoxdaI Y00
0021 ononpoxdai o0y
Tomepban jo0y

0074 Buuedyaperg oo

00100 amonpodes-sperg Jea
0021 snionpoxdai opeig s
0000 oA1e1009n opeig oo
0021"ame1o09n"apeig oo




image58.jpeg
S7B

S7A

W QZRI.1GAOC ZPR 1.1 gZBRLLixt

phospholipid binding

Anthocyanin 10

@8 GZPR.11.1 gAOCZPR.11.Ltxt

19

glucose permease
SNARE binding

sequence-specific DNA binding
phosphorylated amino

in domain specific bific
protex

ENSWTH004
vesicle JRNg
017056020001

Vesicle tra¥opg

PMID: 25757472
[ 3

s2uad Jo Jaquiny

|. -
) 5 1 |
nE:E.:a o) dSuodsy,
SISouag,, i :
- 1q 10 :o.:...~.-=...w.5 MWauog,
o .«.u.-MEEa 40 uonpps, " .

Neings, E&Ma_o.a o m
:c.:...N.:r.oE . ;
$$9001q ey, )
“.uuuc.ﬁ 2loqeiay, u

NAnop _:...?xo:S. g
Anay, ——
~ Ao Jowng,, Uondiyyy, .
I Mo
LAVIRTY M0y, eangy, -
Ananop L208; 5, -
M....b:..a 19sqo
Auanop 2
¥ 1 a.w..u_au-c..i Ulinp, )

Anoe gutcawcu.: o o.&onoo
Ananop OnAep, u
uo,

1501 uE::uuF:xu
Hed ue.....EEDE
uo,

wny vuuéo:u.u..mEE
ed AlPues;, ™
UrIquigy, .m
Xoyd,

1dwoy MEEE.SU.S w
e d01d
2lPues;,

113 |
wmwmmo

s2uad jo advuao1ag

souad jo saquinyN

11
0

SSa20ud 210qee, dLO 215504,

SSo00ud 2Hoqeion, "
SSa20ud 30..%20.5&0 uoneing,,
w::«:%..z ’
:0.:3:%0; :..UA.MEQE

S0 (3] PSuodsy,

SSa00ud o,

:o:aN.:..-..R: )
M:.i:,i

A now Lo...cﬁu.zﬂb

Uanop PnAeins 1
2lPues,,

red PUIPueso

red u:auaEuE

PULIQuIsy,

12>

drdwos, M:..:..E:OU,ED.EQ

ed oy . I

Biological Process

Cellular Component ~ Molecular

= v =) v o
& = =

souad jo a3eiuadiag

9

A®AS

13/25

99

[
0/4

SNP  Publication Phenotype

12/12 16/16

e 0 O

0/20 .
Gene Protein QTL BioProc MolFunc Domain CellComp Tr.all

0/55

99

Interactive
Legend:




image3.png
E1_TW
100~

Genotypes

25~

o8 " " " "

5 20 25 0 3B

Test Weight (g)
E1_SPY

20~
60~
Fao-
Sa-
o

20 0
Single Plant Yield (g)

Genotypes
L)

ol

520 2 2 3%
Test Weight (g)

E2_SPY
100~

Genotypes

520 25 %
Single Plant Yield (g)

BLUE_TW

Genotypes

o

5 20 25 30 3

Test Weight (g)
BLUE_SPY
60
oo
o

520 25
Single Plant Yield (g)





image4.png
E1_PH

Genotypes
B & 8

75 100 125 180
Plant Height (cm)
E1_PL

Genotypes
B & 8

0 24 2
Panicle Length (cm)

E2_PH
60- !

£0-

£

&2-

0- O " i
o 1 160
Plant Height (cm)
E2_PL

Genotypes

0 2 2 :
Panicle Length (cm)

BLUE_PH

Genotypes
8 8

ol

40 60 80 100 120 140

Plant Height (cm)
BLUE_PL

100-

Genotypes

o
200 225 250 275 300 25
Panicle Length (cm)




image5.png
E1_NT E2_NT BLUE_NT

o] 120- 1001
g 75 g% @ 75-
g wo- g o0- £ s0-
O 25- O 30- O 25-
0 j § . L, i i o i i i
1o s 2 75 w0 s 180 75 1m0 B5 1o
Number of Tillers Number of Tillers Number of Tillers
E1_DFF E2_DFF BLUE_DFF

M0 120






