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Figure S1B

>EZH35037.1 DNA methyltransferase, partial [Escherichia coli 026:H11 str. 2010C-3871]
ECYRDNFSHPIKKLDLSNVDDVVRELKDIDFDMIIGGPPCQODFSHAGLRIEGARANLTRSFSEIIKRIKP
KWFVMENVDRALRSGAYLEARGIFKESGYGLTEIVLDASKCGVPQKRKRLFVIGKLDVRDGFILNEVMCG
ISKDSMTVRNYLGDSLGIEYYYRHPRNYNRRAIFSIDEPAPTVRGVNRPIPDGYLGHA

>XP 001823049.2 C-5 cytosine methyltransferase DmtA [Aspergillus oryzae RIB40]
MSSIQAREPSILEIADPRPTTLEVYDSDTDSSVTLDHDSDGPDYADDVVVISDNRPRDPTPFLLSTNAAA
NLRELVDLTLPTFQAFDEDDYCTDEEFELLLOQSWQLHTPSPRVTTPVDETRATTVLPVEEVCIDGILYKP
GQSLELYDGSYLRICTVLKDSMDAVSESGRRLLKTRNHAGTYVPKERNELVWIANATET IPFOMAKKEVS
MNEFTNICAIRGDPOQKLVNPNHLWCRLKETLEDGEVSIEYVSFVEADEGHKIEPATLRQLWRGKSRAFGEE
DRPRESSPVIVLDNPDPVIDLTCSESVDEQKRRRQYTFGDGFCGAGGVSCGARRAGLYNKWAFDNSEHAT
STYRLNFEHAYCELSDIFSFLTSNDEFLRVDVSHSSPPCOTWSSAHTIEGANDDANSACVEFSSADLIRRA
KPRVHTMEETNGLLDRHRDTLHRVINDFIEIGYSVRWGILRLLEYGVPQTRKRLLVIASGPGETLPPFPR
PTHGPGLGEYPTISQAIQNIPLGAPDHDVQAALSRGMDKPPYDPHRPAGTITCGGGDNNYHPSGRRNETN
RELACLQTFPRNFRFGRRQVRKQIGNAVPPLLAEAMYREITRTLKKTDEDEASR

>XP 001396716.1 C-5 cytosine methyltransferase DmtA [Aspergillus niger CBS 513.88]
MAPFSFSMPHLCESDNDWPSDLMSIDESSDHSSVTVENDPDRVLNIQTGIRSGPLFENNPTPAEFDEITE
LDSDTEEGEFNEQDYLTDAAFNRLLONWHRAPQGQODADAEVQFIDVQPAKRPLTEWCANGIVYTPGQSLETI
FDGNFIRIESISQHVVSKEIFFNGRHLLRATNHKGTYIPKWPNELIWIANEKRNIGLPLIKRIVNITEFTN
TCHVEHDPRKKQRPHGLFCRLKENYRLKPDDPASVEYISFEEADEGYRAHPSSLRKAWRGTTRPFGASDA
POAIDLEGPVIDLTGQSTDDKSSRQYTFGDGFCGAGGVSCGALKAGLRPTWAFDNSRHAINTYRLNFRDA
ECEDSDVFTEFLTNDYAFLKVDVTHGSPPCQTEFSPAKTIQCATDDANSACIFSCAEMIRKAKPRVHTMEET
SGLYERHRETFHRVVQDFIEIGYSVRWTILKCADYGVPQLRRRLVITIASGPGETLPPFPEATHGLPGSGL
RDYVTINQVISRIPRGAPDHDVEGALQRSAIDRRPENANRQARTITCGGGENYHPSGRRGFTNREFACLQ
TEFPMRFRFGPREVRKQIGNAVPPKLAEATIYRSVKASLOQRTDEEETNLQRRGLH

>AA037378.1 c5 cytosine methyltransferase DmtA [Aspergillus nidulans]

MROSAYIYLTEFVSSCTVCELLLYTFLTRLSLPSCSRDMHNFYRPSVIVDDASDASSVTIDHDPDRLYFLR
EDSDTATREFIDLTEDETTHDGEYITDECFEVLREDWLASACASSPLSPELPEGQLLEEVCDADGIVYKP
GNSVELHDGAFFRICSIROALKGNIILTGRRLLKFKDHPDKYLPOWRNELIWVADETAEIPLWEVRREVS
VHESNVCPIGODCQKNNNPDGLEFCRLKRVIQKETTSIEYLTFEEADAGFRAPSASLRHGWRGETAPEFGSK
EEAETPVIVLDDDNDEFQODTILKQKAQRKYTFGDGFCGAGGVSCGAEAAGLDIKWAFDLCPHAAATYRLNE
PNVECEGSDIFSEFMTSNEEFMRVDISHGSPPCOTEFSPAHTIPGPNDDANSAATIFSCWDLIRKAKPRVHTM



EETSGLEFDRHQQVFLRVICDFIETGYSVRWALLNCMWYGVPQSRKRLIITASGPGESLPRLPRPTHGLPG
SGLRDLTTISQAIRDIPTGSPDHDVVAARGRGVHNRRAPFDGNRQARTITCGGGDNYHPSGLRGEFTLREF
ACLOTFPLGFRFLGGRTQVKRQIGNAVPPLLAKAVFKEITRSLODTDERELHENQ

>GAA90610.1 C-5 cytosine methyltransferase DmtA [Aspergillus kawachii IFO 4308]
MAPFSFATIPHLCESDDDWPSDAMSIDGDSDRSSVTVENDPDLVLNIQTGYRSGPATERDSSPAEFNEITE
LDSDTEEGENEKDYLTDAAFNRLLODWNKAPRRQDVDEDVQFIDVAPAKRPLKEWCANGIVYTPGQSLET
FDGRFIRIESISQHVVSKEIFFTGRHLVRATGHKGTYIPKWPNELIWIANDTRNIGLPLIKRIVNVIFTN
ACHVEHDLLKKRRPHALFCRLKENFRDKPDDPASVEYLSFDEADEGYRTYPSSLRKAWRGTTRSFGASDA
POQAIDLEGPVIDLTEQSTENKSSRQYTFGDGFCGAGGVSCGARKAGLRPTWAFDNSRHAVNTYSLNEFRDA
ECEESDVFSFLTNNYDFLKVDVTHGSPPCQTFSPAKTVQCATDDANSACVFACAELIRKAKPRVHTMEET
SGLYERHRETFHRVVLDFIEIGYSVRWTILNCADFGVPQLRRRLVITIASGPGETLPPFPEATHGLPGSGL
RDYVTINQVISRIPRGSSDHDVEGALQRSATARRPEFDANRQARTITCGGGENYHPSGRRGEFTNREFACLQ
TFPMRFRFGPREVRKQIGNAVPPKLAEATYRSVKASLOQRTDEEETNPERRGPF

>KMK55222.1 C-5 cytosine methyltransferase DmtA [Aspergillus fumigatus Z5]
MSLRHSWRGETRPFGSADANSQPQSPITIVLDADPVIDLTGIEKEDVRVQKKHRKYTEGDGFCGAGGVSCG
ASKAGLHIKWAFDKSENAITTYRLNFATAVCEACDIFCFLTNKPEELKVDVSHGSPPCQTEFSPAHTINSV
NDDDNSACIFSCADMIKKSRPRVHTMEETSGLFDRHKETFHRVIQDFIETGYSVRWRILNCMDYGVPQSR
RRLITITIASGPGEVLPPFPKPTHGLPGSGLSDYTTINQMIANIPPNAPDHDIEGARSRGLRNGTRVPFDPN
QQAKTVTCSGGENNYHPSGTRGFTNREFACLOQTFPLDYRFGAREVRRQIGNAVPPALSKAIYREIIKSLQ
RTDEQELRG

>XP 001257580.1 C-5 cytosine methyltransferase DmtA [Aspergillus fischeri NRRL 181]
MNRPTNDSLHSQELPQPSEPICLDDSDDDSSVCDTESNTDSSVTIDNDPDRSFFLDDEQFHPGGSRRTPT
PFHIGPQTHPEIIDLTSGPELLVTEGDYLTDECFERLLRDWGRPGPAAASLPIQEASEWEKRPIDHACVD
GIVYKAGHSLELHNGLYLRIETVLODTAEEVFFRGRHLIRTRHHKGTYIPKWSNELVWIVNESTEVPLSFE
VKREFINIRFTSCCHVEQDLOQKRHRPNDLFCRLKENLDSSQAAVEYLSFEESDEGFAIDSTSLRQSWRGET
RPFGSADANPQPQOSPVIVLDADPVIDLTEIEKEDARVOKKHRKYTEFGDGFCGAGGVSCGASKAGLHIKWA
FDKSENAITTYRLNFATAVCEACDIFCFLTNKPEDLKVDVSHGSPPCQTFSPAHTINSVNDDDNSACIFES
CADMIKRSRPRVHTMEETSGLEDRHKETFHRVIQDFIEIGYSVRWRILNCMDYGVPQSRRRLITIIASGPG
EVLPPFPKPTHGLPGSGLSDYTTINOMIANIPPDAPDHDIEGARSRGLRNGTRVPEDPNQQAKTVTCSGG
ENNYHPSGTRGEFTNREFACLOQTFPLDYRFGAREVRRQIGNAVPPALSKAIYREIIKSLOQRTDEQEFRVGD
SW



>EAW08753.1 C-5 cytosine methyltransferase DmtA [Aspergillus clavatus NRRL 1]
MNQTSCIEHSDTVVVDDDESDTASSVTIDNDPDRSFFLDETRPGTRLRTPTPFRLGPHTHQEIIDLTSGP
ELLVTDGDYLTDECLERLLHDWEHPEAAGAAPPARSDRPLVRTEILRRHPTIEHACVDDIVYKPGQOSLELE
KGKYLRITTILQODADGNVEFFQGRHLISTKNHKESYMPKWSNELVWILNETSEIPLAAATREVNIHEFTNCC
HVDHDFQKKSQPFDLEFCRLKENLDPTKASVEYLSFEDSDEKFRIESATLRESWRGETRPFGNAKRDISRS
PVITLDGVEPIIDLTSONQSISDQKMRRQYTFGDGFCGAGGVSSGAQKAGLHIKWAFDOSEHATATYRMN
FETALCEQSDIFSFLTNGPDFLKVDVSHGSPPCQTFSPAHTINSANDDANSACIFSCADMIQHCKPRVHT
MEETSGLYDRHQETCYRVILDFIEAGYSVRWKKLNCMDYGVPQPRKRLVITIASGPGEVLPPFPRPTHGLP
GSGLLPYATINSVISNIPPNALDHDIEGARIRGRRNGLRAPFSPNQQAKTITCSGGENNYHPSGTRGFEFTN
REFASLQTFPLEHLFGTTNVRRQIGNAVPPALAWAVYREIINSLHRTDEEEIRSRSM

>EED51371.1 C-5 cytosine methyltransferase DmtA [Aspergillus flavus NRRL3357]
MSSIQAREPSILEIADPRPTTLEVYDSDTDSSVTLDHDSDGPDYADDVVVISDNRPRDPTPFLLSANAAA
NLRELVDLTLPTFQAFDEDDYCTDEEFELLLOQSWQLHTPSPRVTTPVDETRATTVLPVEESLELYDGSYL
RICTVLKDSMDAVSFSGRRLLKTRNHAGTYVPKERNELVWIANATEIIPFOMAKKEFVSMNFTNICAIRGD
POKLVNPNHLWCRLKETLEDGEVSIEYVSEVEADEGHKIEPAILROLWRGKSRAFGEEDRPRESSPVIVL
DNPDPVIDLTCSESVDEQKRRROYTFGDGFCGAGGVSCGARRAGLYNKWAFDNSEHATSTYRLNFEHAYC
ELSDIFSFLTSNDEFLRVDVSHSSPPCQTWSSAHTIEGANDDANSACVESSADLIRRAKPRVHTMEETNG
LLDRHRDTLHRVINDFIETIGYSVRWGILRLLEYGVPQTRKRLLVIASG

>XP 007820646.1 DNA methyltransferase Dim-2 [Metarhizium robertsii ARSEF 23]
MRSELEASETEHDTPVLKETLDTEAVWACENDSASCODDLSQWSETLRASSSSPSVFSEESSNLAVEIPD
FOLSSPRSCYEPFHPPAPPKSEEDALECFGLSVQRQSSPSSGHFELQLDEFAVYLDTENYPCEMRCLHHL
YARPGYSNFFFDGILSNNGQGKTFMKRIPISAVPVGQYGLQYHSVGNQIWLQOSTYCDQSDIFYKLCLPAR
EYRRFFKAFLWVANLAKHFVDFLVFMEEKGTRVTIRHFQSAFGDWLLVVHGDAPDLMDWLAQHASSDFRT
SVNANISFLYKEYRGIITDREYGYHDIWAEIWDFTKYPDLSTGTAQELTVVTDYVYHRFSDLPEFGNRLHN
FPLSRRASELRERASLKHGLELACASHGPATSSEFVNKTGGDISDITRAIKPGDTISTRRDGEVSRSMRRR
ELSNDFAGVDRRFALVQKVCERSDGGRYFEVLWYYRPSDTLCGLMKYPWGNELFLSDHCSCSEENKIQDC
EVLRVHSVQFKGDSTTTSEFFCRORYLSKEKKWIALDDSDLICSHLNPRLODSTSGKYRPGDTFLIHVNV
ASSTSEACELISVNTRGAGTRLCFRKLLORSNVDSTAVTPARNELVYSNESIECDPSGIVGKCHVRFFAH
DENIPAPYNRAGVGGYFYVTHRVSPAGLCVPLRSVPSSLRQGEFDPAVVISELRGLDLFCGGGNFGRGLEE
GGAVRMSWANDCNARATHTYMANCSHPNLMSPFLGSIDDFQREAFSGNFSKSVPTIGSVDEFISGGSPCPG
FSTLTNDRTTDEQRKNQSLVAAFASCVDLYRPKYGLLENVPGILPSKANREQDVLGQFMCAIVGIGYQAQ
VFYLDASSCGSAQRRSRVFISFAAPNYKLPGKPQOTHSHPPDTRYTSLGKLPTRRHVLAERDFLRATPES
YSVARQVSSGLPKIHNGQTDTCIAFPDHRLARGLTKGLKARISLIPNRPWGMNLRSASRGILTPAERGVE
VTINRKTSKPNTEPHKLDROSSAYGRLCPNQLIGAITTIQVPNDRKHGRQLHWHENRGLSVMEARRAQGEF
LDDEVILGTPAEQYKIVGNSVAREVALALGLSIREAWAESCADDQDTEAAKPLSSSLARGALGGNADHGP



RHTSAAEASIRTRVIPQKRRRRATSRMLVVTGRAKEKCPPECIDAR

>XP 008598218.1 DNA methyltransferase Dim-2 [Beauveria bassiana ARSEF 2860]
MKLTADLDLDLDLNLDLDLDLDLDAISSEQHDTRILATTCLPGVLSGIDYDGSYSSHGSKDDDLEEDGPT
GSYPISVHIPECMLISPRSCYTPFDPPCPVASERDALRILLPOQRYAKNGFLELKLDDFAVYCDTKFRPEE
MRSLSQLGTEPHSTPLFEFDGMLSHGTQOSLYVRRVRIHALPIGNYGOESRHQTRDNIWIQSEENATSDVEY
KLGSPAPEYKRFFELFVWVADLAKYFVDFLTVMRAIERPVTIHHFRRDFAAWLLALYAKSDKIEAVKTWM
CKHPRODYRSAVNANVDEFLHKESVGVLGERRAYFHDLWNEVEFFFQTYTPYIAHNEDKCTIVTKYIYDCEFH
HLPFGKRLKVVDLSAHTKRLRLEVIAQRPMLPINGTQVTPAGHGKIGPGDTISTARDTVDSGTDWEKEEA
KGDEYSDLWFALVQSVSVNSDGVRVFEVIWYYRPVDTLCGLMQYPWSDELFLSDHCSCEEGTKIREDEVR
SVHEVDFGGTPETTKEFFCROSYLSDDKIWVTLTQSHLTCRHNNDAPIPDSAEEYCLGDTVLVKSGRNSN
VCHPCEITETKQENGRLRFVFRKLPIRHAVDLTARNAPPNEVVYTDEIVKSGPSSIVSRCHVRWEPQOTRP
VPTPYDRDGVGAFFFLTHQKKWTGNGY ITSPLEEAPPSLNQGHDPQODSKPKLRGLDLEFCGGGNEFGRGLE
EGGSVTMKWANDVNSKALHTYMANTEPGQIYPFLGSIDDFQRLAFQGRFADNIPQVGEVDFISGGSPCPG
FSQLTNDKETDAQRKNQSLVAAFASCVDLYRPKYGILENVAGIIQKHONRGHDVEFSQLMCALVGMGYQAR
LVLLDALSCGSAQVRSRVFITFAAPGWTLPEAPIQTHSHQOPNVKNFKLGRLPTGEPMARREVASCTPESY
KSASQAAAGLPSLYDATPDICIAFPDHRVVSHTNTNTMRNRIRLIPKAPYGMNESQAWYGRLGTRPRVAG
RGVLTRSERNMFESLRGEATMSTSIQSRAYGROQPPNQPMATIVTRASPRDAKQGRTIHWSEDRCLSVMEAK
RGOGFLDEELLLGSADVQYRIIGNSVAREVSLALGVVFAEAVMRSYGQGVEDLAVDSEDEVTIKTEMSVP
TTPGATRQQGENNGRNKRRRVG

>EGZ69028.1 DNA methyltransferase Dim-2 [Neurospora tetrasperma FGSC 2509]
MDLPDRSHGGMFIDVPAETMGFQEDYLDMFASVLSQGLAKEGDYVHHQPLPAAKEECLEPIAATTITPSP
DDPQLOLOLELEQQFQTESGLNGLDPAPAPESEDEADLPDGFSDESPDDDEFVVQRTERVAVEDLLKAAKA
AGKNKEDYIEFELHDENFYVNYAYHPQEMRPIQLVATKVLHDKYYFDGVLKYGNTKHYVTGMQVLELPVG
NYGASLHSVKGOIWVRSKHNAKKEIYYLLKKPAFEYTRYYQPFLWIADLGKHVVDYCTRMVEKKREVTLG
CFKSEFIQWASKAHGKSKAFONWRAQHPRDDFRTSVAANIGY IWKEINGVAGAKRAAGDRLFRELMIVKP
GQYFRQEVPPGPLVTEGDRTVAATIVTPYIKECFGHMILGKVLRLAGEDAEKEKAVKLAKRLKIENKNDT
KADTKDDIMNDTATESLPTSLRALPVQVLEATPIESDIVSIVSSDLPPSENNPPPLTNGSVKPKAKANPK
PKPSTQPLHAAHVKYLSQELVNKIKVGDVISTPRDDSSNTDTKWKPTDTDDHRWEGLVORVHTAKTKSGR
GLSSKSEFDVIWFYRPEDSPCCAMKYKWRNELFLSNHCTCQEGHYARVKGNEVLAVHPVDWESTPESNKGE
FFVROLYESEQRRWITLOQKDHLTCYHNQPPKPPTTPYKPGDTVLATLSPSDKESDPYEVVEYFTQGEKET
AFVRLKKLLRRRKVDRODAPANELVYTEDLVDVRAERIVGKCVVRCFRPDERIPSPYDRGGTGNIFFITH
RODHAGCVPLDTFPPTLRQGEFNPLGNLGKPKLRGMDLYCGGGNFGRGLEEGGVVEMRWANDIWDKATIHTY
MANTPDPNKTHPFLGSVDDLLRLALEGKFSDNVPRPGEVDFIAAGSPCPGFSLLTODKKVLNQVKNQSLV
ASFASFVDEFYRPKYGVLENVSGIVQTEFVNRKQODVLSQLEFCALVGMGYQAQLILGDAWAHGAPQSRERVEL
YFAAPGLPLPDPPLPSHSHYRVKNRNIGFLCNGESYVQORSFIPTAFKEVSAGEGTADLPKVGDGKPDACV
PFPDHRLASGITPYIRAQYACIPTHPYGMNEFIKAWNNGNGVMSKSDRDLFPSEGKTRTSDASVGWKRLNP



KTLFPTVTATSNPSDARMGPGLHWDEDRPYTVQEMRRAQGYLDEEVLVGRTTDQWKLVGNSVSRHMALAT
GLKFREAWLGTLYDESAAVATATATTTTAAAVGVTIVPVMEEPRVGTTDSTRLSRSPVHTAVDLDDSKSER
SRSTTPATVLSTSSAAGDGSANAVGLEDNDNDNMEMMEVTRKRSSPAVDEEGMRPSKVQKVEVTVASPAS
RRSSROTSRNPTASPLPEASKATTHEAPAPEEPESDAEYYSETYDKEGFDGDYHSGHEDQYSEEDEEEEY
AEPETMTVNGMT IVKL

>AAC49849.1 Mascl [Ascobolus immersus]
MSERRYEAGMTVALHEGSFLKIQRVYIRQYHADNRREHMLVGPLFRRTKYLKALSKKVNEVAIVHESIHV
PVODVIGVRELIITNRPFPECRKGDEHTGRLVCRWVYNLDERAKGREYKKQRYIRRITEAEADPEYRVED
RVLRRRWFQEGYIGDEISYKEHGNGDIVDIRSESPLOQVLDGWGGDLVDLENGEETSIPGPCRSASSYGRL
MKPPLAQAADSNTSRKYTFGDTFCGGGGVSLGARQAGLEVKWAFDMNPNAGANYRRNEFPNTDFFLAEAEQ
FIQLSVGISQHVDILHLSPPCQTFSRAHTIAGKNDENNEASFFAVVNLIKAVRPRLFTVEETDGIMDRQS
ROQFIDTALMGITELGYSFRICVLNAIEYGVCONRKRLIIIGAAPGEELPPFPLPTHQDFFSKDPRRDLLP
AVTLDDALSTITPESTDHHLNHVWQPAEWKTPYDAHRPFKNAIRAGGGEYDIYPDGRRKFTVRELACIQG
FPDEYEFVGTLTDKRRIIGNAVPPPLSAAIMSTLROQWMTEKDFERME

>AAM27408.1 RIP defective [Neurospora crassal]
MAEQNPFVIDDEDDVIQIHDEEEVEEEVAEVIDITEDDIEPSELDRAFGSRPKEETLPSLLLRDQGFEFIVR
PGMTVELKAPIGRFAISFVRVNSIVKVRQAHVNNVTIRGHGFTRAKEMNGMLPKQLNECCLVASVDTRDP
RPWREQATILDINPENVLTTRELRVTNAQFPRYRDKSADMATIKRQQVKDMGILVCRYSYVEYRHVDKPREW
SFIRVEENEADEGFRLSDDVLVNGWRGGKVPGGSFLPAGQEHGHGHVHNVDDLTSTLPSLTARGPKQVPS
DOQKYTAGDTFAGAGGASRGITDAGVHLEFCVDNWEHAVASLNANFQGODTTTYDIDMHNFIVNKE IRHRV
DILHLSPPCQVWSPAHTRPGONDERNLAILFSCTHLIEKIRPRLFTVEQTFGILHPRLDNFFQSLVHGET
DHGYSVRWKVVNFSHYGLPQPRRRLIMIGAGPGEKLPPFPSPTHGNGLKPVTTARQALAAIDGRRRYPLH
QPYLOQPFPTRKAHWDGDKPLPYTVTCGAAENYHWSGLRQFTPQEYALLQGFPMHHKFAGNY IKKQIGNAF
PPIFVKLLYKHLVECLDKRDNITIRQAQARTEEAAPFQTPRKLVGSVGRNEVGSVGRNEEDDGEVTFLSSR
KRRRQFAAVEVIDNNNRISTHRSKRARRLVGNTPPCQQAAAAQAKQKTIIDLDEDISNLDLDQDRDDDRS
DTATIRESSVEVEASPRVSPVRRHPAAPPSSHLPLGPAGLTNPIQGGPSTSTSTRTGSKASSSSQQQTHH
NNMQGETVRRKLFFAVPPSRTEPFSSPSSTSSTSSSTTASSSAAGSSNGSNSSSPVVKKENQKGTRKEPM
ELEDD

>AAM27410.1 RIP defective [Neurospora tetrasperma]

MAEQNPFIIDDEDDVIQIHDEEEIEGEVAEVIDITENDIELSEPDRAFRSGPKEETLPSEFSLRDQGFEFIVR
PGMTVELKAPIGRFAISFVRVNSIVRLRQAHVNNVSIRGHGFTRAKEMNGMLPKQLNECCLVASVDTRDP
RPWREQATILDINPENVLTTKELRVTNAPFPRYRDGFADTATKRQQVKDMGILVSRYSYVEYHQTERPREW
SEVKMEEKEADEEFRLSDDVLVNGWRGGKVPGGSFLPAGQEHGHRHVHNVDDLTSTLPSRGTKQVPSDQK
YTAGDTFAGAGGASRGITDAGVHLEFCVDNWEHAVASTLNANFQGODTTIYDIDMHNFIVDKEIRHRVDIL



HLSPPCQVWSPAHTRPGONDEKNLAILEFSCTHLIEKIRPRLETVEQTFGILHPREFDNFFQSLVHGETDHG
YSVRWKVVNFSHYGLPQPGRRLIMIGAGPGEKLPPFPSPTHGNGLKPATTARQALAAIDERRRYPLHQPY
LOPFPTRKAPWDGDKPLPYTVTCGAAENYHWSGLROQFTLOEYALLOQGFPMHHKFAGSYIKKQIGNAFPPT
FVKLLYKHLVECLDKRDNITRQAQARTEEAPFQTPRKLGNVGRNEEDDGEVTFLSSRKRRRQFAVVELID
NNNSNSSRSKRARLVGNTEFPCQQOPAAAQAKQKTVIDLDEDISNLDLDQDRDDGRSDTATIRESSVEVEVD
SPRVSPVRRHPAPPSHLLGPGPNPIRGGPSTCTRTGSKASSSQQQOTHNMOGETVRRKLEFFTAPPPRTEPF
SSPSSTSSTSATTTSSAESSNGSSSSSPVVKKENQKKGTSKEPMELEDDD

>NP 199727.1 methyltransferase 1 [Arabidopsis thaliana]
MVENGAKAAKRKKRPLPEIQEVEDVPRTRRPRRAAACTSFKEKSIRVCEKSATIEVKKQQIVEEEFLALR
LTALETDVEDRPTRRLNDFVLEFDSDGVPQPLEMLEIHDIFVSGAILPSDVCTDKEKEKGVRCTSFGRVEH
WSISGYEDGSPVIWISTELADYDCRKPAASYRKVYDYFYEKARASVAVYKKLSKSSGGDPDIGLEELLAA
VVRSMSSGSKYFSSGAAIIDFVISQGDFIYNQLAGLDETAKKHESSYVEIPVLVALREKSSKIDKPLQRE
RNPSNGVRIKEVSQVAESEALTSDQLVDGTDDDRRYAILLODEENRKSMOQPRKNSSSGSASNMEYIKIN
EDEIANDYPLPSYYKTSEEETDELILYDASYEVQSEHLPHRMLHNWALYNSDLRFISLELLPMKQCDDID
VNIFGSGVVTDDNGSWISLNDPDSGSQSHDPDGMCIFLSQIKEWMIEFGSDDIISISIRTDVAWYRLGKP
SKLYAPWWKPVLKTARVGISILTFLRVESRVARLSFADVTKRLSGLQANDKAYISSDPLAVERYLVVHGQ
ITLOLFAVYPDDNVKRCPFVVGLASKLEDRHHTKWI IKKKKISLKELNLNPRAGMAPVASKRKAMQATTT
RLVNRIWGEFYSNYSPEDPLOQATAAENGEDEVEEEGGNGEEEVEEEGENGLTEDTVPEPVEVQKPHTPKK
IRGSSGKREIKWDGESLGKTSAGEPLYQQALVGGEMVAVGGAVTLEVDDPDEMPAIYFVEYMFESTDHCK
MLHGRFLQRGSMTVLGNAANERELFLTNECMTTQLKDIKGVASFEIRSRPWGHQYRKKNITADKLDWARA
LERKVKDLPTEYYCKSLYSPERGGFFSLPLSDIGRSSGFCTSCKIREDEEKRSTIKLNVSKTGFFINGIE
YSVEDFVYVNPDSIGGLKEGSKTSFKSGRNIGLRAYVVCQLLEIVPKESRKADLGSEFDVKVRRFYRPEDV
SAEKAYASDIQELYFSQODTVVLPPGALEGKCEVRKKSDMPLSREYPISDHIFFCDLFFDTSKGSLKQLPA
NMKPKFSTIKDDTLLRKKKGKGVESEIESEIVKPVEPPKEIRLATLDIFAGCGGLSHGLKKAGVSDAKWA
IEYEEPAGQAFKQONHPESTVEVDNCNVILRAIMEKGGDODDCVSTTEANELAAKLTEEQKSTLPLPGQVD
FINGGPPCQGFSGMNREFNQSSWSKVQCEMILAFLSFADYFRPRYFLLENVRTFVSEFNKGQTFQLTLASLL
EMGYQVRFGILEAGAYGVSQSRKRAFIWAAAPEEVLPEWPEPMHVFGVPKLKISLSQGLHYAAVRSTALG
APFRPITVRDTIGDLPSVENGDSRTNKEYKEVAVSWFQKEIRGNTIALTDHICKAMNELNLIRCKLIPTR
PGADWHDLPKRKVTLSDGRVEEMIPFCLPNTAERHNGWKGLYGRLDWQGNFPTSVTDPQPMGKVGMCFHP
EQHRILTVRECARSQGFPDSYEFAGNINHKHRQIGNAVPPPLAFALGRKLKEALHLKKSPQHQP

>AAT63894.1 Dnmtl protein [Danio rerio]

MPTRTSLSLPEDVKERLQVLDEGGDSLSDEECVKEKLRLLOEFLLTDTODQLKNLEDKLKSSELSTEVYM
SEVKAVLKKALGVGKEGDGVEQNGHSNGEFSENGSHKDNGEQEGAMDTQDEGDTIKSPSAPKGRGGRRSKA
DSEPKKSPASSRVTRNTGKQQTIVSMFSRVPKRKSDELNGEPANGDTEIKTEETITEEVREEKRLKTEDE
KPEAENAANLKPVSTAKTPPPKCPDCRQYLDDSDLKFLQGDPDDALDEPEMLTDERLSLFDSNEDGFESY



EDLPQHKITNFSVYDKRGHLCPFDSGLIEKNVELYFSCAVKPIYDDNPCMDGGVPAKKLGPINAWWITGE
DGGEKALIGFTTAFADYILMDPSEEYSATIFALMOQEKIYMSKIVVEFLOKNQDATYEDLLNKIETTVPPAG
LNFNRFTEDTLLRHAQEFVVEQVESYDEAGDSDEQPIIITPCMRDLIKLAGVTLGKRRAARRQAVRHPTKI
EKDNKGPTKATTTKLVYLIFDTFEFSDQIDONNKDGGVKRQRCGVCEVCQAPDCGKCSACKDMIKEFGGSGR
SKQACQKRRCPNLAVKEAEDDENMDEEDVLPVKDTKKMSQTKKKKQTKNKISWVGEPLKTEGKKEY YMKV
RVENEVLEVGDCVSVSPDDPSHPLYLARITALWDDGEKMFHAHWEFCRGTDTVLGESSDPLELFLVDECED
MOLSFIHGKVNVEFYKAPSENWYMEGGMDEDIKVIDDDGESFFYQLHYEGECARFETPPKVTPSEDCKYKFE
CASCTRNEEREAESVPHAYEPLEDEESDSKVEYGLVNYKGEQYKVGDSVYLPPEAFNEFVVKAASPVKRSH
RKDDVDEDLYPEYYRKSSDYIKGSNLDAPQPFRIGRIKEIFCNKRSNGKPDTTEIKLRLYKEFYRPENTHK
GPKGAYHSDINQLYWSDEEATVSMTEVLTRCRVEYAEDLVESVQDYSNKGPDREFYFLEAYNAKTKSFEDP
PNHARSAVNKGKGKGKGKGKGKGKAAPQEPQDQEAQEPAVPKLRTLDVESGCGGLSEGFHQAGISETHWA
IEMWDPAAQAFRLNNPGTTVFTEDCNVLLKLVMSGEKTNSLGQKLPOKGDVEMLCGGPPCQGEFSGMNREN
SRTYSKFKNSLVVSYLSYCDYYRPKFFLLENVRNEFVSFKRSMVLKLTLRCLVRMGYQCTEFGVLQAGQYGV
AQTRRRATIILAAAPGEKLPRYPEPLHVFAPRACSLSVAVDEKKYVSNVTRGNGGIYRTITVRDTMSDLPE
IRNGAAALEISYNGEPQSWEQRQIRGSQYQPILRDHICKDMSALVAARMRHIPLAPGSDWRDLPNIEVRL
RDGTTTKKLRYTHSDKKNGRSGTGALRGVCSCSEGKQCDPADRQFNTLIPWCLPHTGNRHNHWAGLYGRL
EWDGFFSTTVINPEPMGKQGRVLHPEQHRVVSVRECARSQGEFPDTYRFEFGNVLDKHRQVGNAVPPPLSKA
IGLEVKKCVLEKMRENATEPVKQEKMELSD

>DNA (cytosine-5)-methyltransferase 1 isoform a [Homo sapiens]

MPARTAPARVPTLAVPAISLPDDVRRRLKDLERDSLTEKECVKEKLNLLHEFLOTEIKNQLCDLETKLRK
EELSEEGYLAKVKSLLNKDLSLENGAHAYNREVNGRLENGNQARSEARRVGMADANSPPKPLSKPRTPRR
SKSDGEAKRSRDPPASASQVTGIRAEPSPSPRITRKSTRQTTITSHFAKGPAKRKPQEESERAKSDESIK
EEDKDQDEKRRRVTSRERVARPLPAEEPERAKSGTRTEKEEERDEKEEKRLRSQTKEPTPKOKLKEEPDR
EARAGVQADEDEDGDEKDEKKHRSQPKDLAAKRRPEEKEPEKVNPQISDEKDEDEKEEKRRKTTPKEPTE
KKMARAKTVMNSKTHPPKCIQCGQYLDDPDLKYGQHPPDAVDEPOMLTNEKLSIFDANESGFESYEALPQ
HKLTCEFSVYCKHGHLCPIDTGLIEKNIELFFSGSAKPIYDDDPSLEGGVNGKNLGPINEWWITGEFDGGEK
ALIGFSTSFAEYILMDPSPEYAPIFGLMQEKIYISKIVVEFLQSNSDSTYEDLINKIETTVPPSGLNLNR
FTEDSLLRHAQFVVEQVESYDEAGDSDEQPIFLTPCMRDLIKLAGVTLGQRRAQARRQTIRHSTREKDRG
PTKATTTKLVYQIFDTFFAEQIEKDDREDKENAFKRRRCGVCEVCQQOPECGKCKACKDMVKEGGSGRSKQ
ACQERRCPNMAMKEADDDEEVDDNIPEMPSPKKMHQOGKKKKONKNRISWVGEAVKTDGKKSYYKKVCIDA
ETLEVGDCVSVIPDDSSKPLYLARVTALWEDSSNGOMFHAHWFCAGTDTVLGATSDPLELFLVDECEDMQ
LSYTIHSKVKVIYKAPSENWAMEGGMDPESLLEGDDGKTYFYQLWYDQDYARFESPPKTQPTEDNKFKFCV
SCARLAEMRQKETIPRVLEQLEDLDSRVLYYSATKNGILYRVGDGVYLPPEAFTFNIKLSSPVKRPRKEPV
DEDLYPEHYRKYSDYIKGSNLDAPEPYRIGRIKEIFCPKKSNGRPNETDIKIRVNKEFYRPENTHKSTPAS
YHADINLLYWSDEEAVVDFKAVQGRCTVEYGEDLPECVQVYSMGGPNREFYFLEAYNAKSKSFEDPPNHAR
SPGNKGKGKGKGKGKPKSQACEPSEPEIEIKLPKLRTLDVESGCGGLSEGFHQAGISDTLWAIEMWDPAA
QOAFRLNNPGSTVFTEDCNILLKLVMAGETTNSRGORLPQKGDVEMLCGGPPCQGFSGMNRENSRTYSKEK



NSLVVSFLSYCDYYRPREFFLLENVRNEFVSFKRSMVLKLTLRCLVRMGYQCTFGVLQAGQYGVAQTRRRAT
ILAAAPGEKLPLFPEPLHVFAPRACQLSVVVDDKKFVSNITRLSSGPFRTITVRDTMSDLPEVRNGASAL
EISYNGEPOSWEFQROQLRGAQYQPILRDHICKDMSALVAARMRHIPLAPGSDWRDLPNIEVRLSDGTMARK
LRYTHHDRKNGRSSSGALRGVCSCVEAGKACDPAARQFNTLIPWCLPHTGNRHNHWAGLYGRLEWDGEFS
TTVINPEPMGKQGRVLHPEQHRVVSVRECARSQGFPDTYRLEGNILDKHRQVGNAVPPPLAKAIGLEIKL
CMLAKARESASAKIKEEEAAKD

>DNA (cytosine-5)-methyltransferase 1 [Rattus norvegicus]
MPARTAPARVPALASPAGSLPDHVRRRLKDLERDGLTEKECVKEKLNLLHEFLOQTEIKSQLCDLETKLHK
EELSEEGYLAKVKTLLNKDLCLENGTLSLTQKANGCPANGSRPTWKAEMADSNRSPRSRPKPRGPRRSKS
DSETMIEASSSSVATRRTTRQTTITSHFKGPAKRKPKEDSEKGNANESAAEERDODKKRRVAGTESRASR
AGESVEKPERVRPGTQLCQEEQGEQEDDRRPRRQTRELASRRKSREDPDREARPGTHLDVDDDDEKDKRS
SRPRSQPRDLATKRRPKEEVEQITPEPPEGKDEDEREEKRRKTTRKKPEPLSTIPVQSRVERKASQGKASA
IPKLNPPQCPECGQYLDDPDLKYQQHPVDAVDEPOMLTNEALSVEDSNSSWEFETYDSSPMHKFTEFESVYC
SRGHLCPVDTGLIEKNVELYFSGVAKATIHEENPSVEGGVNGKNLGPINOWWISGEFDGGEKALIGESTAFA
EYFLMEPSPEYAPIFGLMQOEKIYISKIVVEFLOSNPDAVYEDLINKIETTVPPSAINVNRFTEDSLLRHA
QFVVSQVESYDDAKDDDETPIFLSPCMRSLIHLAGVSLGQRRATRRTVINSAKVKRKGPTKATTTKLVYQ
IFDTFFSEQIEKDDKEDKENTMKRRRCGVCEVCQQPECGKCKACKDMVKEGGTGRSKQACLKRRCPNLAV
KEADEDEEADDDIPELPSPKKLHQGKKKKONKDRISWLGEPVKIEENRTYYWKVSIDEETLEVGDCVSVI
PDDPSKPLYLARVTALWEDKNGOMFHAHWEFCAGTDTVLGATSDPLELFLVGECENMQLSYIHSKVKVIYR
GPSPNWAMEGGMDPEAMLPGAEDGKTYFYQFWYSQDYARFESPPKTQPTEDNKHKFCLSCIRLAELRQKE
MPKVLEQLEEVDGRVYCSSITKNGVVYRLGDSVYLPPEAFTEFNIKMASPMKRSKRDPVNENLYPEHYRKY
SDYIKGSNLDAPEPYRIGRIKEIHCGKKKGGKVNEADIKIRLYKEFYRPENTHKSIQATYHADINLLYWSD
EEAVVDFSDVQGRCTVEYGEDLLESIQDYSQGGPDREFYFLEAYNSKTKSFEDPPNHARSPGNKGKGKGKG
KGKGKPQVSEPKEPEAAIKLPKLRTLDVFSGCGGLTEGFHQAGISETLWATEMWEPAAQAFRLNNPGTTV
FTEDCNVLLKLVMAGEVTNSLGQORLPOQKGDVEMLCGGPPCQGFSGMNREFNSRTYSKFKNSLVVSFLSYCD
YYRPREFFLLENVRNEFVSFRRSMVLKLTLRCLVRMGYQCTEFGVLOAGQYGVAQTRRRATIILAAAPGEKLPL
FPEPLHVFAPRACQLSVVVDDKKFVSNITRLSSGPFRTITVRDTMSDLPEIQNGASAPEISYNGEPQSWE
QROQLRGSHYQPILRDHICKDMSALVAARMRHIPLSPGSDWRDLPNIQVRLRDGVITNKLRYTEFHDTKNGC
SSTGALRGVCSCAEGKTCDPASROQEFNTLIPWCLPHTGNRHNHWAGLYGRLEWDGEFEFSTTVTNPEPMGKQG
RVLHPEQHRVVSVRECARSQGEFPDTYRLEFGNILDRHROQVGNAVPPPLAKAIGLEIKLCLLASAQESASAA
VKGKEETTTED

>DNA (cytosine-5)-methyltransferase 1 [Sus scrofa]

MPARTAPARVAALASRAFSLPDDVRRRLKDLERHSLTEKECVKEKLNLLHEFLQTETIKNQLCDLETKLHK
EELSEEGYLAKVKSLLNKDLSLENGAHAFSREVNGYLENGSQTSGEDRRVEMAEENKSPKPVSRLGTPRR
SKSDGEAKSAEVSSSPRITRQTTRQTTITSHFTRGPGKRKPEEDTAKAKPDSPVEEEEKDQEEKRRKVTS
RDSVAGLLPTEEPERVRPGTHMEEDDKEEKRLRSQTKELTPKQKIKEELDRSTRPGGAQPGTNEEDKDEK



RHRSQPKGLAGKRRPEEKEPERIKPQVSDEKDEDEKEEKRRRTTYKEPTEKKLARTKTAVVSTKADPLKC
VOCGQYLDDAELKYEQHPPDAVEEIQLLTNERLSIFDANESGFESYEALLOQHKLTGEFSVYCKRGHLCPID
TGLIEKDVELFFSGSAKPIYEDDPSLEGGVNGKNLGPINEWWITGEFDGGEKALIGEFSTSFAEYILMDPNP
EYAPLESVMQEKIYISKIVVEFLONNPDSTYEDLINKIETTVPPSVLNLNRFTEDSLLRHAQEVVEQVES
YDQOAGDSDEQPIFLTPCMRDLIKLAGVTLGKRRAERRRTIGHSTKEKDKGPTKATTTKLVYQIFDTFFAE
QIEKDDKEDKENAFKRRRCGVCEVCQQPECGKCKACKDMVKEFGGSGRSKQACQERRCPNMAMKEADDDEE
VDDNIPEMPSPKKMHOGKKKKQONKDRISWIGEAVKTDGKKIYYKKVCIDSETLEVGDCVSVIPDDSSKPL
YLARVTALWEDSSNGOMFHAHWEFCAGIDTVLGATSDPLELFLVDEGEDMOQLSYTHSKVKVIYKPPSENWA
LEGGMDPEALMSKDDGKTYFYQLWYDQEYARFESPPKTQPTEDNKFKECVSCARLAEMROQKEVPRVMEQL
EDLDGRVLYSSATKNRIQYRVGDGVYLPPEAFTENIKLSSPVKGPRKEPVDEDLYPEHYRKYSDYIKGSN
LDAPDAYRIGRIKEIFCTKKSNGKPNETDIKIRLNKEFYRPENTHKSTPASYHADINLLYWSDEEAVVDEK
SVOGRCTVEYGEDLPECLODFSAGGPDREFYFLEAYNAKSKSFEDPPNHARSPGNKGKGKGKGKSRTKSQT
CEPSELETEIKLPKLRTLDVEFSGCGGLSEGFHQAGISETLWAIEMWDPAAHAFRLNNPGSTVEFTEDCNVL
LKLVMAGEVTNSRGOQKLPQKGDVEMLCGGPPCQGEFSGMNRENSRTYSKFKNSLVVSFLSYCDYYRPRYFL
LENVRNEVSFKRSMVLKLTLRCLVRMGYQCTFGVLQAGQYGVAQTRRRAITILAAAPGEQLPLFPEPLFAP
RACQLSVVVDDKKEVSNITRLSSGPFRTITVRDTMSDLPEIRNGASAQDISYNGEPQSWFQROLRGSQYQ
PILRDHICKDMSALVAARMRHIPLAPGSDWRDLPNIEVRLSDGTLARKLRYNYHDKKNGCSSTGALRGVC
SCVEVGKACDPAARQFNTLIPWCLPHTGNRHNHWAGLYGRLEWDGEFFSTTVITNPEPMGKQGRVLHPEQHR
VVSVRECARSQGFPDTYRLEGNILDKHRQVGNAVPPPLAKAIGLEIKRCMLAKARESASVKVKEEETTKD

>DNA methyltransferase (cytosine-5) 1, isoform CRA b, partial [Mus musculus]

PLPIGFRAREKAGVSFRAVLSSATCKMPARTAPARVPALASPAGSLPDHVRRRLKDLERDGLTEKECVRE
KLNLLHEFLOTEIKSQLCDLETKLHKEELSEEGYLAKVKSLLNKDLSLENGTHTLTQKANGCPANGSRPT
WRAEMADSNRSPRSRPKPRGPRRSKSDSDTLFETSPSSVATRRTTROQTTITAHFTKGPTKRKPKEESEEG
NSAESAAEERDQDKKRRVVDTESGAAAAVEKLEEVTAGTQLGPEEPCEQEDDNRSLRRHTRELSLRRKSK
EDPDREARPETHLDEDEDGKKDKRSSRPRSQPRDPAAKRRPKEAEPEQVAPETPEDRDEDEREEKRRKTT
RKKLESHTVPVQSRSERKAAQSKSVIPKINSPKCPECGQHLDDPNLKYQQHPEDAVDEPOMLTSEKLSTY
DSTSTWEDTYEDSPMHREFTSEFSVYCSRGHLCPVDTGLIEKNVELYFSGCAKAIHDENPSMEGGINGKNLG
PINOQWWLSGFDGGEKVLIGFSTAFAEYILMEPSKEYEPIFGLMQEKIYISKIVVEFLONNPDAVYEDLIN
KIETTVPPSTINVNRFTEDSLLRHAQFVVSQVESYDEAKDDDETPIFLSPCMRALIHLAGVSLGQRRATR
RVMGATKEKDKAPTKATTTKLVYQIFDTFFSEQIEKYDKEDKENAMKRRRCGVCEVCQQPECGKCKACKD
MVKFGGTGRSKQACLKRRCPNLAVKEADDDEEADDDVSEMPSPKKLHQGKKKKQONKDRISWLGQPMKIEE
NRTYYQKVSIDEEMLEVGDCVSVIPDDSSKPLYLARVTALWEDKNGOMMFHAHWFCAGTDTVLGATSDPL
ELFLVGECENMQOLSYIHSKVKVIYKAPSENWAMEGGTDPETTLPGAEDGKTYFFQLWYNQEYARFESPPK
TOQPTEDNKHKFCLSCIRLAELROQKEMPKVLEQIEEVDGRVYCSSITKNGVVYRLGDSVYLPPEAFTENIK
VASPVKRPKKDPVNETLYPEHYRKYSDYIKGSNLDAPEPYRIGRIKEIHCGKKKGKVNEADIKLRLYKEY
RPENTHRSYNGSYHTDINMLYWSDEEAVVNESDVQGRCTVEYGEDLLESIQDYSQGGPDREYFLEAYNSK
TKNFEDPPNHARSPGNKGKGKGKGKGKGKHQVSEPKEPEAATIKLPKLRTLDVESGCGGLSEGFHQAGISE
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TLWAIEMWDPAAQAFRLNNPGTTVEFTEDCNVLLKLVMAGEVTNSLGQRLPOKGDVEMLCGGPPCQGESGM
NRENSRTYSKEFKNSLVVSEFLSYCDYYRPRFFLLENVRNEVSYRRSMVLKLTLRCLVRMGYQCTEFGVLQAG
QYGVAQTRRRAITLAAAPGEKLPLFPEPLHVFAPRACQLSVVVDDKKEVSNITRLSSGPFRTITVRDTMS
DLPEIQONGASNSEIPYNGEPLSWEFQRQLRGSHYQPILRDHICKDMSPLVAARMRHIPLFPGSDWRDLPNI
QVRLGDGVIAHKLQYTFHDVKNGYSSTGALRGVCSCAEGKACDPESRQFSTLIPWCLPHTGNRHNHWAGL
YGRLEWDGFFSTTVTNPEPMGKQGRVLHPEQHRVVSVRECARSQGFPDSYRFFGNILDRHRQVGNAVPPP
LAKAIGLEIKLCLLSSARESASAAVKAKEEAATKD

>DNA methyltransferase 1 L homeolog [Xenopus laevis]
MPAQSTSLALPADVRKRLKDLKRDODGMTEKEHVQQKLSLVLGFLEADARNKLNDLESKLSSEELSEEGY
LTKVKSLLGKQLSFENVDLALNGETNGCSTNGTCGSDEEDVQLSESNTSGVKNRKPRKSKVNGENKKSPA
RARPSRSTAGKQPTILSMFSKGSTKRKSSDDEKDTDVPADADQPEEKEKEEKRIKIEVNESEDKRSDAEE
GKKAKPVQPPKTPPPKCMDCRQYLDDPDLKYFQGDPDDALDEPEMLTDERLSLEFESNEDGFESYDDLPQH
KVTCFSVYDKRGHLCPFDSGLIEKNVELYFSAVVKPIYDDSPSLDGGVRAKKLGPINAWWITGEFDGGEKA
LIGFTTAFADYILMDPSEEYSSIFALIEEKIYMSKIVVEFLONNPDVSYEDLLNKIETAVPPSALNENRF
TEDSLLRHAQFVVEQVESYDEAGDSDEQPVIVTPCMRDLIKLAGVTLGKRRAARRQTIRHPTKIEKDKGP
TKATTTRLVYQIFDTFFFEQIEKDAEKENGIKRRACGVCEVCQQOPDCGQCKACQAMLKFGGAGRTKQACM
QRRCPNLAVKEADEDEEVEDVLPEMPSPKKILQGKKKKLEKKNRISWVGDPVKTEGKKEYYLKVSIDSET
LEVGDCVSVSPDNPTEPLYLARITSMWEEGCGOMFHAHWEFCLGTDTVLGATSDPLELFLVDECEDMQLSY
ITHGKVNVLYKAPSDNWFMEGGTDTEIKVVEDDGNTYFYQLWYDPEYARFETPPKPQSTEDNKYKFCTSCA
RLDEIRQKEIPRVSNPVEELDSKICYSTATKNDVHYKVGDGVLHFPDAFSFSVKLGSPMKRPQRKDDVDE
DLYPEYYRKSSDYIKGSNLDAPEPYRLGRIKETIFCNKRSNGKPNEADIKLRIYKFYRPENTHKGMKASYH
SDINMVYWSDEEAVVEFKAVQGHCTVEYGEDLTESTIQEYSAGGSDREFYFLEAYNAKTKSFEDPPNHARGA
VNKGKGKGKGKGKGKTPSKSENEQLNSGDKLPKLRTLDVEFSGCGGLSEGFHQAGISETNWAIEMWEPAAQ
AFRLNNPGTTVFTEDCNILLKLVMSGEKTNSLGQRLPQKGDVEMLCGGPPCQGFSGMNREFNSRTYSKFKN
SLVVSYLSYCDYYRPKYFLLENVRNFVSFKKSMVLKLTLRCLVRMGYQCTFGVLQAGQYGVAQTRRRATIV
LAAAPGEKLPMFPEPLHVFAPRACTLSVVVDEKKYVSNTTRTNSSLEFRTITVRDTMSDLPEIRNGASALE
ISYNGEPQSWFQRQIRGSQYQPILRDHVCKDMSALVAARMRHIPLAPGSDWRDLPNMEVRLSDGTTSRKL
RYTHHDKKNGRSGTGALRGVCCCSEGKQCDPADRQFGTLIPWCLPHTGNRHNHWAGLYGRLEWDSFFSTT
VINPEPMGKQGRVLHPEQHRVVSVRECARSQGFPDTYRLEGNILDKHRQVGNAVPPPLSRAIGLETIKSCV
LTRMKENGTETVKAEKMETD

>DNA cytosine-5 methyltransferase [Bombyx mori]

MPTSTITCNSITQVCMDKILDGDEIIKENSKRKRSCEEIVSANNKRSKTEDNDGHQISQDSTSNDSIENL
NIPAKNTSLIVSENINNVYKNYDEVENKPVYKNGDPIVVEIDNKDKPGSVNNNHDMIDDSETISNIKNSN
NIIPDTEKCNICGQFLNNSDLIYYQGHPODAVEEYIALTNDKLVLSSGEDGDIMERPQTNITGETIEDEQ
GHLCPIDGGLVENDVRIYMSGYLKSICSDSSEIDEESIPVKDVGPIIEWFIHGFDGGDRNCITLSTEFGE
YNLLKPSEAYTPLMNNLYEKIWLSKVVVEFLEEYHYLOPSYEDLLEVVRDEFSIPELNNKKMTEEMLHKHA
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QFVCDQVVSLEIEEDDEPLITLPCMRELIKLMGIKFGKRKIRTQIQYKKTDKKAWTKATTTPLVRKTFES
FEFSNQLDKTNHELVLRRKRCGVCEACQLPDCGECNACRAMAKFGGHGRTKKACVRRLCPNMAVEQAEDSD
PDDEDEYQQISEKKQDKIDDAVPVKLTGSNSKNLKWIGEPVKADATKIYYEKVEIDGAELCNGDEVMIET
SOQTNIPTLVAKVVYMWKEIHNPKSGYFHGEVFIRASDTVLGEVSDPREVEFLGDRCCHGAPLSSILRKANI
ERKETSADWFKLGGKEVDDEHFEDDGRTYFYSKYYDRFTSRFEDLPPDPACPNALRKHRFCPSCERKTKR
DARNIPKVFEKLIVKSEIVSEQNRSEWSYVKWQDFDYKKGCGVEFLKPGTFKLKNSMTKANTVAKPRFEKV
DETIYPEYYRKNDSNTRGSNIDTGEPFCVGYIAAVTAASEGPLVVPODIYLKVNVLLRPENTSSKEFPQHE
DTNVLYWTTEIREIPFSTVVGHCHLIYEQNVPONISLOEWLGNDPCREYFRMAYCKSTGEFTDLPQONAIS
VGRTDRTKDKGKGKGKSTKTIETVPAKVVEEKIRPLRTLDVFAGCGGLSEGLHQAGVAECKWAIENVEAA
SHAYSLNNKSCIVEFNEDCNALLKTVMSGAKHSANGLRLPMQGEVELLCGGPPCQGFSGMNRFNSREYSNF
KNSLVASYLSFCDYYRPKYFILENVRNEVAFKKGMVLKLTLRALLDMGYQCTFGILQAGNYGVPQTRRRL
IILAAAPGYNLPFYPEPTHVFSRRACTLTTTIDGKRESTNIHWDESAPKRTCTIQDAMSDLPQICNGANK
IETEYGSMPESHFQRLVRSNDENSKLRDHICKNMAPLIQARISRIPTTPGSDWRDLPNISVTLSDGTKCK
VLOQYRYDDKRNGRSSSGAVRGVCACASGRACSPLDKQENTLIPWCLPHTGNRHNHWAGLYGRLSWGGYFE'S
TTVTDPEPMGKQGRVLHPDOQHRVVSVRECARSQGFPDTYLFAGSVQODKHRQIGNAVPPPLGAALGREIKK
ALTLSLTTS

>DNA methyltransferase-2 [Arabidopsis thaliana]
MAEQELQRINEKKPWQVLEFYSGIGGMRYSLMASGIVSEVVEAFEINDSANDVYQHNFKHRPYQOGNIQSL
TAADLDKYNADAWLLSPPCOQPYTRQGLOKHSGDARAFSFLRILELIPHTTKPPOQMLFVENVVGFETSDTH
MEMIGTLTKLDYVTQEFILSPLQFGVPYSRPRYFCLAKRKPLPFKSQHSNNKLLWSPDPLYGRDDQVEFG
KCOAEEGLDKLLEFCKPVEKFLELAAHVDGEPSSVDDSENGSKDCCGQEGDSVPDSVHQYLVPVSLIERW
GNAMDIVYPDSKRCCCFTKSYYRYVKGTGSLLATVQPKIKGKESCLKEQRLRYFTPREVANFHSFPEDFE
FPKHISLRORYAMLGNSLSVAVVAPLLRYLFDS

>DNA methyltransferase-2 [Spodoptera frugiperda]
MSHKILELYSGIGGMHCAWKESGLDGEIVAAVDINTVANSVYKHNFPETNLLNRNIQQLTPQVIKKWNVD
TILMSPPCOQPFTRNGKYLDDNDPRTNSFLYLIGILDQLDNVDYILMENVKGFENSTVRNLFIDKLKECNFE
IYQEFLLCPSTVGVPNSRLRYYCTARRNNLTWPFKRRDEIITRLPKDFGVPHSLESIIEEDVDEKFLVPE
KMLRCAKVEFDICYKTSKRSCCFTKAYTHYADGTGSIFTDKPREVVOKCYEEAKQNEIGGEKFVELFKELK
LRYFTPKEVLMIMCEFPKSYNLPTNISMKQCYRLLGNSVNVKVISELLKILFE

>(cytosine (38)-C(5)) -methyltransferase [Sus scrofal

MEPLRVLELYSGIGGMHQALRESCIPAQVVAAIDVNTVANEVYKYNFPHTQLLAKTIEGVTLEEFDRLSF
NMVLMSPPCQPFTRIGLQGDVTDPRTNSFLYILDILPRLOKLPKYILLENVKGFEVSSTRDLLIQTIENC
GFQYQEFLLSPTSLGIPNSRLRYFLIAKLQSEPFPFQAPGQVLMEFPOMESEHPOKHAIDAQSKIEEKKI
ERNICLDSSAQCSGKEAILFKLETAGEIDRKHQQDSDLSVOQMLKGFLEDDIDMNSYFLPPKSLLRYALLL
DIVKPTSRRSMCFTKGYGRYIEGTGSVLQTSEDVQIENIYKSLTSLSPEEKIMKLLMLKLRFFTPKEIAN
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LLGFPPEFGFPEKITVKQRYRLLGNSLNVHVVAKLIKILYASVLSSSARWEQYSIISK

>methyltransferase 2, isoform C [Drosophila melanogaster]
MVFRVLELFSGIGGMHYAFNYAQLDGQIVAALDVNTVANAVYAHNYGSNLVKTRNIQSLSVKEVTKLQAN
MLLMSPPCQPHTRQGLORDTEDKRSDALTHLCGLIPECQELEYILMENVKGFESSQARNQFIESLERSGF
HWREFILTPTQFNVPNTRYRYYCIARKGADFPFAGGKIWEEMPGATIAQNQGLSQIAEIVEENVSPDFLVP
DDVLTKRVLVMDITIHPAQSRSMCFTKGYTHYTEGTGSAYTPLSEDESHRIFELVKEIDTSNQDASKSEKTI
LOQRLDLLHQVRLRYFTPREVARLMSFPENFEFPPETTNRQKYRLLGNSINVKVVGELIKLLTIK

>DNA (cytosine-5-)-methyltransferase 3 [Danio rerio]
MVADVKIGDDKQSLCELLDWLNGLLQATEFSQVEDTCSGAAFCQLMDIIQPGSIDVTKVNFTAEENLDILN
NYNLLQEAFSKAQIQKELELTLLVNGDIMTTCDLLTWEFKDMYDHNFAKQKCNPQVAFIKPEVVSLKSSRE
FETIEKENVSSLYNTEETSSNQKTQHVEKTSQESVSWSPLTSFIRKYGSSTLTDDESNNVNSKDCPGQKS
FGDITPFWRQTPYCLYLLHGVELEDDKKASVLLLGFFDKETGENKIRLLDVVYPTKESTEDICNYILDTL
RKIGIPLFNMAILYSDFPDHEHLVAGLQLMKAEIVSLCGLTDLTGQVCHSGVEKIEFSDLILNLITEIYK
HFPSFPADLQALLEDVEGSDIDNLTSQCSLFWRIIKKIPLAWSHLEKYFGSLGTEEEAVCLLLEDPKIKL
NVLFLTHALQPLCDFQEIIDQGASVLOQLLODASKLLRLYTQSFLRPKAAEYFHRRGKTSLVQETVGHLPK
GEVAVGEQAADFLQQHSEELFDYLETFHSSIISEFYTTVTVNIVKRLPLPDSTLRNLSLVLSPGKKLEVTG
KMVODLGVGFGVCIRPDNVSLLTDEFLEYQLIEGGDTGSVDQPTEKYWQTELKIMGNASNFGKLIVSLLA
LPKTLKKEIIFKOMFQQOTDYLKMMRKEDCEEKDMMEDDVTDSSSYKSAPSHLSPETQGSSISDVIDLTEM
DEIGPVEIEDIAPMDVDDIVSISSDSETENQKVNVPHVSIVLDDDDDDDDEMTDDDDDYGCEAGEVMWKY
SKNKGNTONEMTDNTYQGGEFSVGEMVLGPIEGFGLWPGLVQSWDSERPCGSMRKVIFEFGNGMQTEVQADS
LLPFSSLAKCFCSNSFATVMAYKDATIFSSLQVASRRSRMFFSPESESKDELLRVMLNWAFGGFEPLGADG
LOPQAEYSVKVKKGKRKNPTGKLENLTVPLNKIPESLDLNNGLVDLGTTDADKKRLYSKWNGRSMQTVKI
RRKYKQRNKNIIPTVQIESRONSQKRHOMVHEFLKNKRKIEDFCLSCGSMSVDITIHPLFEGKLCTNCKEN
FTETLYRYDEDGYQSYCTVCCSGMEVILCGHDSCCRSFCVDCLDILVCQGTFDQLKNVDPWICYLCAPET
SSGALKPRHDWSIRVQEFFANDTGMEFEPHRVYPSIPAIQRRPIRVLSLFDGIATGYLVLRDLGFKVEKY
VASEIDEESITISMVNHDGKITQVDDVKNITKKHIEQWGPFDLLIGGSPCNDLSIVNPARKGLYEGTGRL
FFEYYRLLNVLKPKEDDPQPFFWLFENVTFMQTHVKADICRFLECNPVLVDAVKVSPAHRARYFWGNIPG
MNRPIIASONDKLCLQECLEPGRTAKYEKVRTITTRONSLKQOGTNDAHFPVTMNGKDDHIWITELEKIFG
FPKHYTDVKSMGRPQRORVLGKSWSVPVIRHLLAPLKDYFACDEFPVK

>DNA methyltransferase 3 [Apis mellifera]

MLSEEGKLWVYWIGEARISLLNEKTQIEPFSCNLKARLTONLNVPRIRAIDATMOMLRKKLGGTLTKPYF
TWIESNEFPKNMIEMLDEIKFYPYPVKMOORLDHLREKNAKVTERYLLDQKRENQEKKLAEKSKDSPQKVN
VDLTLLPLKEQKPGITAWAKIAGHNWWPAMIIDYRDCCMREPTFGCOQWIMWYGDYKLSEVHHQLFLREFDK
GMEKMRDYTSNTKKHIYLVGVLQASKDYCSRLGEDTSNWTLDDAFEYFSKPNHYDYASSANTWRREDSVK
IYDKYSARIAEKLNELKDNPNVDDQRANDINNSDDLRSAIKGEISFDSLCLKCLRVSNDEMDIHPFFEGS
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LCKDCSERYKPCMEVEGNDSKCEFYCTVCAASGMVIICDKEDCPRVYCTACMKHLLCPTTYEQVLOEDPWE
CFLCKSRSFTTDTIVRPRANWKDKIINMFRTSCDSNVEHLVAKHNSEKRKIRVLSLEDGLGTGLLVLLKL
GFIVDAYYASEIDQODALMVTASHEGDRILOLGNVKDITCNTIKEIAPIDLLIGGSPCNDLSLANPARLGL
HDPRGTGVLFFEYRRILKLVRKLNNERHLFWLYENVASMPSEYRLEINKHLGQEPDVIDSADEFSPQHRLR
LYWHNFPIEPRLLSSQREQDVODILTPHCQRYSLVKKIRTVTTKVNSLKQGDGKLALKPILMKDESDSLW
ITELEEIFGFPRHYTDVKNLSATKROQRLIGKSWSVQTLTAIFESLCPFFERDIVEIEG

>DNMT3 [Daphnia pulex]
MNSDSDDCYDSDATYFCGSDDDDGDGNFGVEADGLLLEKWIPPLEYLAKGHLQTIHNDVNKLENVCLACW
EKGTCPHPFFVGALCQQCKQRLLRTMFSKTVDGFHLYCTICGSKSNACVSCSNGKCYRKYCVNCLNIWTD
HSDKLIKNSDKWFCFLCLPEPNQILOAHHNWAQKVLLFHEPLAVYASRALYWKRQPLRVLSLEDGIGTGL
VALRKLGIEVEVYYASEVLTAAATVSRTRLGGVLHHIGSVGEVTQORLEEISPIHLLIGGSPCNDFSAIN
REPKDEFYDPRGYSRYFFDEFVRVLNLMRKINGOHOQHLLWLEFENVASMPOHYRETISRHLDCQPAVIDAKNE
SPOLRRRLEWGNIPGLEFTVHEQQLTQDGESLSLEKSLMPNSGRRAAQEKIRTLTTNTNSLLOQGRTENCDE
DDNLQTDVLWLQEIEHVFGLPRHFTDVGNMSRTDROKLLGHAWSVPVIASIFSNLKAYTV

>DNA (cytosine-5)-methyltransferase 3B [Danio rerio]
MRKEEIKKSTEIVMPSNKYPSAESDKMTATAAMNRDTSVGDGLSENDSGLEMTSENSPLTPAEPPSPEFCP
KONGGAASPADESVNSIRRKRSRKRSDTEEDSAWDSSYSEEKAEVGSGCETGLRQRPRPRTIFQAGLTAH
SKPRSRERGHSKEDHSDLVASVPEGPALELMEQDSKDSAQSSTTSTSTTETASQPEYKDNKGFGIGELVW
GKIKGFSWWPGMVVTWRATGRROASHGMRWLOWFGDGKEFSEVSADKLDSITAFPKFFNQSSYTKLASYRR
ATIFQALEVASLRAEKTFPPSEADSLEEQVKPMLDWAHGGFLPKGOEGLKPKENAEYCVFPLASESSTLLE
SSPPEFPPSAKRARLPLNKAKPGIEEVYSREQMVNEVLKNHRSIEEFCLSCGKTRVATFHPLFEGGLCLT
CKDAYLENSYMYDDDGYQSYCTVCCGGREMLLCGNANCCRCICVDCLDILVGAGAANSARNLDPWRCYMC
QPLOQYGVLKKRHDWSLKLQEFFVNDSGQEFESPKIYPAVPAEQRRPIRVLSLEFDGIATGYLVLRDLGFEFK
VDLYIASEVCEDSISVGAVRHEGKIQYVHDVRNITRKNIAEWGPEDMVIGGSPCNDLSIVNPARKGLYEG
TGRLFFEFYRLLSEAKPKEGEDRPFFWMFENVVAMSVNDKRDISRFLECNPVMIDATIEVSAAHRARYEWG
NLPGMKRPLCASGMDKLELQDCLEHGRVAKFGKVRTITTRSNSTKQGKDQHFPVMMNGKEDILWCTELER
IFGFPVHYTDVSNMGRGARQKLLGRSWSVPVIRHLFAPLKDYFACE

>chromomethylase 3 [Arabidopsis thaliana]

MAPKRKRPATKDDTTKSIPKPKKRAPKRAKTVKEEPVTVVEEGEKHVARFLDEPIPESEAKSTWPDRYKP
IEVOQPPKASSRKKTKDDEKVEIIRARCHYRRAIVDERQIYELNDDAYVQSGEGKDPFICKITIEMFEGANG
KLYFTARWEFYRPSDTVMKEFEILIKKKRVEFFSEIQDTNELGLLEKKLNILMIPLNENTKETIPATENCDF
FCDMNYFLPYDTFEAIQQETMMAISESSTISSDTDIREGAAAISEIGECSQETEGHKKATLLDLYSGCGA
MSTGLCMGAQLSGLNLVTKWAVDMNAHACKSLOHNHPETNVRNMTAEDEFLEFLLKEWEKLCIHESLRNSPN
SEEYANLHGLNNVEDNEDVSEESENEDDGEVEFTVDKIVGISFGVPKKLLKRGLYLKVRWLNYDDSHDTWE
PIEGLSNCRGKIEEFVKLGYKSGILPLPGGVDVVCGGPPCQGISGHNRFRNLLDPLEDQKNKQLLVYMNI
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VEYLKPKEFVLMENVVDMLKMAKGYLARFAVGRLLOMNYQVRNGMMAAGAYGLAQFRLRFFLWGALPSEIT
POFPLPTHDLVHRGNIVKEFQGNIVAYDEGHTVKLADKLLLKDVISDLPAVANSEKRDEITYDKDPTTPF
OKFIRLRKDEASGSQSKSKSKKHVLYDHHPLNLNINDYERVCQVPKRKGANFRDEFPGVIVGPGNVVKLEE
GKERVKLESGKTLVPDYALTYVDGKSCKPFGRLWWDEIVPTVVTRAEPHNQVITHPEQNRVLSIRENARL
QGFPDDYKLFGPPKQKYIQVGNAVAVPVAKALGYALGTAFQGLAVGKDPLLTLPEGFAFMKPTLPSELA

>DNA (cytosine-5)-methyltransferase CMT3 [Malus domestica]
MNXVVNHSYDQFLKPFLSILMAKTIQLLKVFIISPDDHNRXCEQDLEAAMQQVADKTNSIGLALLPVQIH
SXHLPVIFYFLGLSVLLAFTCILFHRLLRPFSPSPLSLCAVRRMACKRKAKAGTSSGSPPESKKLRXTEE
ARVEEEVATTVDKAASPPRNPVTQEVAAADDDGEEARFLGEPMEDEEARKQYPKRYVGKKPKMNGONNSN
DDEDIIQARCHYTKALVDGINYDLYDDAHSGEKEEPYICKIVEMFEAIGGLLYFTAQWYYRSRDTVIKHC
TTVACGRVFFSDVRDDNPLNCLVEKLHIVRLTLNVDEDLKSKSIPVCNYYCDTKYLLPYSTEFVNLXAENM
QTGSDDSTISVEDDVCLDSEVDSKLPNGERAKSEVRLLDLYSGCGAMSTGLCLGAHLANVNLVTRWAVDY
NKYACKSLAQNHPETEVRNEAAEDFLTMLKAWRKLCMCLKLVENDNLEEDVDKSILDFFGKEDDEEEEED
EEEEDVSGNVKNDSEVFEVDCVIGVCEFGDPKKTEKKGIYFKIHWKGYGPXEDTWEPMNELEHCKQAIKKFE
ITEGYRLKKLPLPGDVDVVCGGPPCQGVSGFNRFRNTESPLADDKNQQLEVYMDIVRYLXPKFVLMENVV
DILKFADGFLGRYALGRLVDMNYQVRMGMMAAGAYGLPQFRMRVFLWGARPTEILPQYPLPTHDVVSRGV
TPTQFEGNAVAYDEGHQTQLGKSLFLDDAISDLPAVANNEERDEMPYGVAPKTEFQRLIRLSKEYLMGTS
KDNSIONVLYDHRPLOQLNPDDYARVCEVPKRKGACFRDLPGVRVRGDNKVEWDPEVPRVYLASGKPLIPD
YAMSFVNGSSSKPFARLWWDETVPTVVTRAEPHNQAIMHPEQDRVLTIRENARLOGEFXDFYKLSGPIKER
YMQVGNAVAVPVARALGYALGLALKGSAGADPLFXLPANFPNLODQCTVHTSFHQSNYIKAFTLCTLHYL
LMASASRSSXWLEFSLSENWLPMATIIFACGFVGYAVYDAVMATVSELLQRLLVISPLLIVIVVHWLSTGS
QVNISIPGSEPGAIHRAGGSPWGVAFVLFLLFFLISYQPSLHGLLF

>FGSG 10766

MPHIDLDEDDGIDIPPEVLANPNIDWMTSSNONHGFVVDDVFEDAFAPQESYTNTDHGTPKMWTKLGEMEDEEDDRMSVM
EQVDLSSMSPAPSPPNYDSGPGDLFEGIDVEMLDDIEPEMTIEEDFGLAVDOQSGATAELLEQEDGTAVKVDTPDLPLSNS
VRVEVPDALFVIPQOSEFYEPFEPGVPIDREYKVVAQLLEAAIQEGODADDFIEFELNDFAIYSKRPRYEHEMCSLHHLDTK
SGHSNLYFDGKLNVGDAAFEFVRHVPIRALPIGDYGTLSKHTLRDOQIWVQSAMNLKKNIYYRLNRPAKEYRREFDPEFLWVA
DLAKHFVDYLKVMGENKQDVTIFHFRSTESNWLAKTHNTDPVEFASWREQHPSADFRTSIVANLAFLHKEAIGVLDYAGTY
HHTLWAETWEFRQYERLTKTKESDKEARSKPPRSASRTPSSADQVDCDQGKNATDVPQTIVTQYIYDCENHLPFGDILEA
MSLSDETELLRNELTIQKRHLELPAPLHONAKNVSTAGQQQIKDIQPGDTISTOQRDGADSGTKWRRDLSHGENDVDRWLAL
VORVRVSKKGVRAFDVIWYYRPVDTLCALMKYPWNNELFLSDHCSCDEPSKISEDEIMGVHEVEFEGTSNTEAEFFCRQT
YVVTERKWITLEKTHLHCLHQRKTTQAPLYQPGETRLIMLDKASGRSEPCEFITFYDEDGTGIYRFRRLLRRHQVDPQTP
NAQPNELVYSENLIEVKNRRILEPCYVRFFKAQETIPTPYDRDGVGNFFYITHEEVIDAETTAKSYLPLEALPSSLRQGH
NPSEPLOKLRGLDLEFCGGGNEFGRGLEDGGGIEMRWANDYDGKALHTYMANTSGPDAVHPFLGSIDDMORFATQGKFAENV
PPVGDVDFISGGSPCPGESLLTNDKTTVAQRKNQSLVAAFGSFIDLYRPRYGLLENVPGIIQSKATRDODVESQLICAIV
GLGYQTQFSFLDASSCGSPORRSRVEFVVFAAPGHHLPQRPHITHAHPEHTRNYGLGSTPTGDPMAERIMPIATPEDEVSA
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RAATAGLPPVYDSKPDICVSYPDHRVSIGMTSNLRNKISLIPTRPWGMNFAQAWEFGLDCKQAGSGVLSPADRLVEPEEGK
TSLTRGGATSNAYGRQRPDRLIETIVTSQSPSDAKNGRT IHWSENRVLTIMEARRAQGFRDHEVLLGNPADQWKIVGNSV
AREVAVSLGAVFREAWAQSLADEHHAESDVGVATTARGSSKAPVREGVEVSPSMSVDKPTFESASSSNKTPRSRKSRSQS
RKSQTTPTPGPDRSSSSKRSSIAIEVRVSKSPKSEKDDSPSRGTSVASSRTRPSQLRHSVSNE

>FGSG 08648
MVVTHIDIEQREEMEEVIFLTERPTGFPERRRCLSSCTLDGVDTVEVLDAVQVVDAVEVVDYDEIIDLTADLTGLPLSRQ
GELHLEKIQILNTTVQKDSFIRVRKFLEFGKYHVKEVLVKTVIRCLSTNTIKIRGIPFIKASEAYSKPHGMMPNEVCMITY
ODEAKHQEEFVDINLSDILOLHHLGSRKRQVEEAFIRIHSSEADTQSKVSDEVLRKRWRGKTNKGGSWIPSNVSNPIDLES
DAEDNKNRLDGQRYTMEFDSCSGAGGVSRGALMAGFKIQYAIDKAPEVWETYETNFPDTELFRMPLDEFIAEPNVGHKRVD
ILHFSPPCQFFSPAHTHASVHDDDNIAALFGCNELLOQKLRPRVVTVEQTFGLTHDRHGDYENGLLHDETQWNY SERWKVV
KLCTWGAAQDRKRLIIVAAAPGERLPPFPKATHGDEPGLLPYNTIGKALRGIQLEDDLHDPDKVHHFNPPRAPYDPERLA
GTITTRGGDLYYPDGSRKLTLREFASLOGFPRWHLFLGNITSIKRQIGNAFPPVTVRVLYKHIEQWLLKEDGMTPCDDRN
ITATEEDSEDESPLSPDMMEVDIDERSNHDDCVAEAMVIELT

16



Figure. S2
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Figure S3
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Figure. S5
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Figure S6
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Figure. S7

FGSG_09595 — GAPDH Reference
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Figure. S8
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