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Table S1. Compilation of studies reporting detection of putative diazotrophs (DNA-based detection of nifH), nifH transcripts (RNA-based detection) and/or measurements of nitrogen fixation rates in various regions, environments, depths and seasons across the Arctic Ocean.
[bookmark: _GoBack][image: ] 
Geographical regions are depicted in Figure 1. nifH encodes dinitrogenase reductase.
n.a. = not analyzed, n.d. = not detected.
*percentages of relative abundances are presented in parentheses, and cluster-annotations of identified diazotrophs specified, when stated in the original study. 
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